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Fig. 2
>TPP-981 VH (PRT)
QVQLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWVRQSPGKGLEWLGVIWSGGNTDYNTPFTSRLSINKDNSKSQVFF
| ——— | ————HCDR2————-— |
HCDR1
KMNSLOQSNDTAIYYCARALTYYDYEFAYWGQGTLVTVSA
| ——HCDR3——|

>TPP-981 VL (PRT)
DILLTQSPVILSVSPGERVSEFSCRASQSIGTNIHWYQQRTNGSPRLLIKYASESISGIPSRFSGSGSGTDFTLSINSVES
| -~~LCDR1 -~ | [— \

EDIADYYCQONNNWPTTFGAGTKLELK
| -LCDR3— |

>TPP-981 Heavy Chain (PRT)
QVQLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWVRQSPGKGLEWLGVIWSGGNTDYNTPFTSRLSINKDNSKSQVFEF

[ ———1 | -~———HCDR2--——— |
HCDR1

KMNSLQSNDTAIYYCARALTYYDYEFAYWGQGTLVIVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSW

| -—~HCDR3—~ |

NSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGP

SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKE

YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVL

DSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

>TPP-981 Light Chain (PRT)
DILLTQSPVILSVSPGERVSFSCRASQSIGTNIHWYQQRTNGSPRLLIKYASESISGIPSRFSGSGSGTDFTLSINSVES

| -LCDR3— |

ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC



3/30

>TPP-1015 VH (PRT)
EVQLVESGGGLVQPGGSLRLSCAASGENIKDTY IHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTSKNTAY
[— | ————— HCDR2-————— |
HCDR1
LOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSS
| -——HCDR3—- |

>TPP-1015 VL (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTISSLQP
| -~—~LCDR1-- | [E— \

EDFATYYCQQHYTTPPTFGQGTKVEIK
| -LCDR3—|

>TPP-1015 Heavy Chain (PRT)
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGREFTISADTSKNTAY

[ ———1 | ————— HCDR2-———— !
HCDR1

LOMNSLRAEDTAVYYCSRWGGDGEYAMDYWGQGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| -~—HCDR3-~ |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

>TPP-1015 Light Chain (PRT)
DIQOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRESGSRSGTDFTLTISSLQP

| -LCDR3— |

ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC
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>TPP-2090 VH (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGF TFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRDNSKNTLY
[— | ————— HCDR2-————— |
HCDR1
LOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSS
| -——HCDR3—- |

>TPP-2090 VL (PRT)
DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRFSGSGSGTDFTLTISSLOP
| -~—~LCDR1-- | | ————— \

EDFATYYCQQSYTSPFITEFGQGTKVEIK
| -LCDR3-—|

>TPP-2090 Heavy Chain (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGREFTISRDNSKNTLY

[ ———1 | ————— HCDR2-———— !
HCDR1

LOMNSLRAEDTAVYYCARGGDTYEFDYFDYWGQGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| -~—HCDR3-~ |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

>TPP-2090 Light Chain (PRT)
DIQOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQKPGKAPKLLIYQASSLQSGVPSREFSGSGSGTDFTLTISSLQP

| -LCDR3-—|

QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC
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>TPP-2658 VH (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRFTISRDNSKNTLY
[— [— HCDR2————— |
HCDR1

LOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSS
| ~——HCDR3-- |

>TPP-2658 VL (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQKPGKAPKLLIYQASSLQSGVPSRFSGSGSGTDFTLTISSLQP
| ~——LCDR1-—| [— \

EDFATYYCQQSYTSPFITFGQGTKVEIK
| -LCDR3-—|

>TPP-2658 Heavy Chain (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRETISRDNSKNTLY

[ [— HCDR2————~— \
HCDR1

LOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| ~——HCDR3-- |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

>TPP-2658 Light Chain (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQKPGKAPKLLIYQASSLOSGVPSRFSGSGSGTDFTLTISSLQP

| -LCDR3-—|
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QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

>TPP-5442 VH (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGF TFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRETTSRDNSKNTLY
[———1 | ————- HCDR2-———~ \
HCDR1
LOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSS
| -~—~HCDR3—~ |

>TPP-5442 VL (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQKPGKAPKLLIYQASSLQSGVPSRFSGSGSGTDFTLTISSLQP
| ~——LCDR1-—| [— \

EDFATYYCQQSYTSPFITFGQGTKVEIK
| -LCDR3-—|

>TPP-5442 Heavy Chain (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRETISRDNSKNTLY

[ [— HCDR2————~— \
HCDR1

LOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| ~——HCDR3-- |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYQSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

>TPP-5442 Light Chain (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQKPGKAPKLLIYQASSLOSGVPSRFSGSGSGTDFTLTISSLQP

| -LCDR3-—|
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QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

>TPP-7006 VH (PRT)
QVOLQQSGPELVKPGASVKMSCKASGYTFTDF I TAWVKQRTGQGLEWIGETYPGTGRTYYSEKFRGKATLTADKSSNTAY
[———1 | ————- HCDR2-———~ \
HCDR1
MOLSSLTSVDSAVYFCARRTIYYDYDGDYWGQGTTLTVSS
| -~—~HCDR3—~ |

>TPP-7006 VL (PRT)
DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSNGITYLYWYLQKPGQSPQLLIYQMSNLASGVPDRFSSSGSGTDFTLRI
| -~———LCDR1--——— | [ |

SRVEAEDVGVYYCAHNLELPWTFGGGTKLELK
| -LCDR3~|

>TPP-7006 Heavy Chain (PRT)
QVQLQOQSGPELVKPGASVKMSCKASGYTFTDFIIAWVKQRTGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADKSSNTAY

[ ———1 | ————— HCDR2-———— !
HCDR1

MQOLSSLTSVDSAVYFCARRTIYYDYDGDYWGQGTTLTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| -~—HCDR3-~ |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPG

>TPP-7006 Light Chain (PRT)
DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSNGITYLYWYLQKPGQSPQLLIYQMSNLASGVPDRFSSSGSGTDFTLRI

| -LCDR3~|
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SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>TPP-7007 VH (PRT)
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I TAWVKQAPGQGLEWIGETYPGTGRTYYSEKFRGKATLTADTSTSTAY
[ ———1 | ————— HCDR2-———~ \
HCDR1
MELSSLRSEDTAVYFCARRTTYYDYDGDYWGQGTLVTVSS
| -~—HCDR3—- |

>TPP-7007 VL (PRT)
DIVMTQSPLSLPVTPGEPASTSCRSSKSLLHSNGITYLYWYLOKPGQSPQLLIYQMSNLASGVPDRFSGSGSGTDFTLKT
| -~———LCDR1-———— | | ————— |

SRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK
| -LCDR3—|

>TPP-7007 Heavy Chain (PRT)
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDFITIAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

[ [— HCDR2————~— \
HCDR1

MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| ~——HCDR3-- |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

>TPP-7007 Light Chain (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSKSLLHSNGITYLYWYLQKPGQSPQLLIYQOMSNLASGVPDREFSGSGSGTDFTLKI

| -LCDR3—|
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SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>TPP-7510 VH (PRT)
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTY THWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTTSADTSKNTAY
[———1 | ————- HCDR2-———~ \
HCDR1
LOMNSLRAEDTAVYYCSRWGGDGEF YAMDYWGQGTLVTVSS
| -~~HCDR3—~ |

>TPP-7510 VL (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTISSLQP
| -~~LCDR1 -~ | [— \

EDFATYYCQQHYTTPPTFGQGTKVEIK
| -LCDR3~ |

>TPP-7510 Heavy Chain (PRT)
EVQLVESGGGLVQPGGSLRLSCAASGEFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGREFTISADTSKNTAY

[ ———1 | ————— HCDR2-———— !
HCDR1

LOMNSLRAEDTAVYYCSRWGGDGEYAMDYWGQGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| -~—HCDR3-~ |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYASTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPG

>TPP-7510 Light Chain (PRT)
DIQOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSREFSGSRSGTDFTLTISSLQP
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| -LCDR3—|

ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

>TPP-7511 VH (PRT)
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTY THWVRQAPGKGLEWVARI YPTNGYTRYADSVKGRE TTSADTSKNTAY
[ ———1 | ————— HCDR2-———~ \
HCDR1
LOMNSLRAEDTAVYYCSRWGGDGF YAMDYWGQGTLVTVSS
| -~—HCDR3—- |

>TPP-7511 VL (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTISSLQP
| -~—~LCDR1-- | [E— \

EDFATYYCQQHYTTPPTFGQGTKVEIK
| -LCDR3—|

>TPP-7511 Heavy Chain (PRT)
EVQLVESGGGLVQPGGSLRLSCAASGEFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGREFTISADTSKNTAY

[ [— HCDR2————~— \
HCDR1

LOMNSLRAEDTAVYYCSRWGGDGEFYAMDYWGQGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| ~——HCDR3-- |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYQSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

>TPP-7511 (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRESGSRSGTDFTLTISSLQP

| -~~LCDR1 -~ | [— \

EDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQWKVDNALQSGNSQ
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| -LCDR3— |

ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

>TPP-8382 VH (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGRFTISRDNSKNTLY
[ [— HCDR2————~— \
HCDR1

LOMNSLRAEDTAVYYCAKLTGTSEDYWGQGTLVTVSS

>TPP-8382 VL (PRT)
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLAITGLQ
| -~——LCDR1-—~ | | = |

SEDEADYYCQSFDSSLKKVFGGGTKLTVL
| -LCDR3-—|

>TPP-8382 Heavy Chain (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGREFTISRDNSKNTLY

[ ———1 | ————— HCDR2-———— !
HCDR1

LOMNSLRAEDTAVYYCAKLTGTSEDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNS

GALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSV

FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK

CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDS

DGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPG

>TPP-8382 Light Chain (PRT)
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLAITGLQ

| -~——LCDR1-—- | [ |
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SEDEADYYCQSFDSSLKKVFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVIVAWKADSSPVKA

| -LCDR3-—|

GVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

>TPP-8567 VH (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGRFTISRDNSKNTLY
[— [— HCDR2————— |
HCDR1

LOMNSLRAEDTAVYYCAKLTGTSEDYWGQGTLVTVSS

>TPP-8567 VL (PRT)
QSVLTQPPSASGTPGORVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLTYSNNQRPSGVPDRFSGSKSGTSASLATTGLQ
| -~——LCDR1-—- | [ |

SEDEADYYCQSFDSSLKKVEGGGTKLTVL
| -LCDR3-—|

>TPP-8567 Heavy Chain (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGRETISRDNSKNTLY

[ [— HCDR2————~— \
HCDR1

LOMNSLRAEDTAVYYCAKLTGTSEFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNS

GALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSV

FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYQSTYRVVSVLTVLHQDWLNGKEYK

CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDS

DGSEFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG

>TPP-8567 Light Chain (PRT)
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQQOLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLAITGLQ

| -~——LCDR1-—~ | | = |
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SEDEADYYCQSFDSSLKKVFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVIVAWKADSSPVKA

| -LCDR3 -~ |

GVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

>TPP-8825 VH (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGF TFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRETTSRDNSKNTLY
[———1 | ————- HCDR2-———~ \
HCDR1
LOMNSLRAEDTAVYYCARGGDTYFDYFDYWGQGTLVTVSS
| -~—HCDR3—- |

>TPP-8825 VL (PRT)
DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRFSGSGSGTDFTLTISSLOP
| -~~LCDR1 -~ | [E— \

EDFATYYCQQSYTSPFITFGQGTKVEIK
| -LCDR3-—|

>TPP-8825 Heavy Chain (PRT)
EVQLLESGGGLVQPGGSLRLSCAASGFTFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRETISRDNSKNTLY

[ ———1 | ————— HCDR2-———— !
HCDR1

LOMNSLRAEDTAVYYCARGGDTYEFDYFDYWGQGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| -~—HCDR3-~ |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREENYQSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPG
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>TPP-8825 Light Chain (PRT)
DIQOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQQKPGKAPKLLIYQASSLQSGVPSREFSGSGSGTDFTLTISSLQP

| -LCDR3-—|

QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

>TPP-10334 VH (PRT)
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY
[— | ————— HCDR2-————— |
HCDR1
MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS
| -——HCDR3—- |

>TPP-10334 VL (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGITYLYWYLQKPGQSPQLLIYQMSNRASGVPDRFSGSGSGTDFTLKI
| -~———LCDR1--——— | [ |

SRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK
| -LCDR3~|

>TPP-10334 Heavy Chain (PRT)
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDFIIAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

[ ———1 | ————— HCDR2-———— !
HCDR1

MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| ~——HCDR3-- |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPG
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>TPP-10334 Light Chain (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGITYLYWYLQKPGQSPQLLIYQOMSNRASGVPDRFSGSGSGTDFTLKI

| -LCDR3—|

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>TPP-10335 VH (PRT)
QVOLVQSGAEVKKPGASVKVSCKASGYTFTDF I TAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY
[———1 | ————- HCDR2-———~ \
HCDR1
MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS
| -~~HCDR3—~ |

>TPP-10335 VL (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGINYLYWYLQKPGQSPQLLIYQMSNRASGVPDRFSGSGSGTDFTLKI
| ~————LCDR1-———- [ [ |

SRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK
| -LCDR3—|

>TPP-10335 Heavy Chain (PRT)
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDFITIAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

[ [— HCDR2————~— \
HCDR1

MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| -~—HCDR3-~ |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG
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>TPP-10335 Light Chain (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGINYLYWYLQKPGQSPQLLIYQMSNRASGVPDRFSGSGSGTDFTLKI

| -LCDR3~|

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>TPP-10336 VH (PRT)
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY
[— | ————— HCDR2-————— |
HCDR1
MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS
| -——HCDR3—- |

>TPP-10336 VL (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLQKPGQSPQLLIYQOMSNRASGVPDRFSGSGSGTDFTLKI
| -~———LCDR1--——— | [ |

SRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK
| -LCDR3~|

>TPP-10336 Heavy Chain (PRT)
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDFIIAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

[ [— HCDR2————~— \
HCDR1

MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| ~——HCDR3-- |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPG
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>TPP-10336 Light Chain (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLQKPGQSPQLLIYQOMSNRASGVPDREFSGSGSGTDFTLKI

| -LCDR3—|

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

>TPP-10337 VH (PRT)
QVOLVQSGAEVKKPGASVKVSCKASGYTFTDF I TAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY
[———1 | ————- HCDR2-———~ \
HCDR1
MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS
| -~~HCDR3—~ |

>TPP-10337 VL (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLQKPGQSPQLLIYQGSNRASGVPDRFSGSGSGTDFTLKI
| ~————LCDR1-———- [ [ |

SRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK
| -LCDR3—|

>TPP-10337 Heavy Chain (PRT)
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDFITIAWVKQAPGQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTSTSTAY

[ ———1 | ————— HCDR2-———— !
HCDR1

MELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| -~—HCDR3-~ |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
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LDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPG

>TPP-10337 Light Chain (PRT)
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLQKPGQSPQLLIYQGSNRASGVPDRFSGSGSGTDFTLKI

| -LCDR3~|

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Fig. 3

<SEQ ID NO:1>
QVQLKQOSGPGLVQPSQSLSITCTVSGESLTNYGVHWVRQSPGKGLEWLGVIWSGGNTDYNTPEFTSRLSINKDNSK
SQVEFFKMNSLOSNDTAIYYCARALTYYDYEFAYWGQGTLVTVSA

<SEQ ID NO:2>
NYGVH

<SEQ ID NO:3>
VIWSGGNTDYNTPEFTS

<SEQ ID NO:4>
ALTYYDYEFAY

<SEQ ID NO:5>
DILLTQSPVILSVSPGERVSEFSCRASQSIGTNIHWYQORTNGSPRLLIKYASESISGIPSRESGSGSGTDETLSI
NSVESEDIADYYCQONNNWPTTEFGAGTKLELK

<SEQ ID NO:6>
RASQSIGTINIH

<SEQ ID NO:7>
YASESIS

<SEQ ID NO:8>
QONNNWPTT

<SEQ ID NO:9>

QVQLKQSGPGLVQOPSQSLSITCTVSGESLTNYGVHWVROSPGKGLEWLGVIWSGGNTDYNTPEFTSRLSINKDNSK
SQVEFFKMNSLOSNDTAIYYCARALTYYDYEFAYWGQGTLVIVSAASTKGPSVEFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTIVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEY
PSDIAVEWESNGOPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

<SEQ ID NO:10>
DILLTQSPVILSVSPGERVSEFSCRASQSIGTNIHWYQORTNGSPRLLIKYASESISGIPSRESGSGSGTDETLSI
NSVESEDIADYYCQONNNWPTTFGAGTKLELKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEYPREAKVQWKV
DNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:11>
EVQLVESGGGLVQPGGSLRLSCAASGENIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTS
KNTAYLOMNSLRAEDTAVYYCSRWGGDGEFYAMDYWGQGTLVTVSS

<SEQ ID NO:12>
DTYIH

<SEQ ID NO:13>
RIYPTNGYTRYADSVKG

<SEQ ID NO:14>
WGGDGEYAMDY

<SEQ ID NO:15>
DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQOKPGKAPKLLIYSASFLYSGVPSRESGSRSGTDETLTI
SSLOPEDFATYYCQQHYTTPPTEFGQGTKVEIK
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<SEQ ID NO:16>
RASQDVNTAVA

<SEQ ID NO:17>
SASFLYS

<SEQ ID NO:18>
QQHYTTPPT

<SEQ ID NO:19>

EVQLVESGGGLVQPGGSLRLSCAASGENIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTS
KNTAYLOMNSLRAEDTAVYYCSRWGGDGEYAMDYWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGE
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

<SEQ ID NO:20>
DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQOKPGKAPKLLIYSASFLYSGVPSRESGSRSGTDETLTI
SSLOPEDFATYYCQQHYTTPPTEFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNEYPREAKVQWKV
DNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:21>
EVQLLESGGGLVQPGGSLRLSCAASGEFTEFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGREFTISRDNS
KNTLYLOMNSLRAEDTAVYYCARGGDTYEFDYFDYWGQGTLVTVSS

<SEQ ID NO:22>
PYPMI

<SEQ ID NO:23>
YISPSGGSTHYADSVKG

<SEQ ID NO:24>
GGDTYFDYFDY

<SEQ ID NO:25>
DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRESGSGSGTDETLTI
SSLOPEDFATYYCQQSYTSPFITFGQGTKVEIK

<SEQ ID NO:26>
RASQSISGYLN

<SEQ ID NO:27>
QASSLQS

<SEQ ID NO:28>
QQOSYTSPEIT

<SEQ ID NO:29>

EVQLLESGGGLVQPGGSLRLSCAASGFTESPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRETISRDNS
KNTLYLOMNSLRAEDTAVYYCARGGDTYEFDYEFDYWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

<SEQ ID NO:30>
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DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRESGSGSGTDETLTI
SSLOPEDFATYYCQQOSYTSPFITFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNEYPREAKVQWK
VDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:31>
EVQLLESGGGLVQPGGSLRLSCAASGFTESPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRETISRDNS
KNTLYLOMNSLRAEDTAVYYCARGGDTYEFDYFDYWGQGTLVTVSS

<SEQ ID NO:32>
PYPMI

<SEQ ID NO:33>
YISPSGGSTHYADSVKG

<SEQ ID NO:34>
GGDTYFDYFDY

<SEQ ID NO:35>
DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRESGSGSGTDETLTI
SSLOPEDFATYYCQQSYTSPFITFGQGTKVEIK

<SEQ ID NO:36>
RASQSISGYLN

<SEQ ID NO:37>
QASSLQS

<SEQ ID NO:38>
QOSYTSPEIT

<SEQ ID NO:39>

EVQLLESGGGLVQPGGSLRLSCAASGEFTEFSPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGREFTISRDNS
KNTLYLOMNSLRAEDTAVYYCARGGDTYEFDYEFDYWGQGTLVTIVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYA
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:40>
DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRESGSGSGTDETLTI
SSLOPEDFATYYCQQOSYTSPFITFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNEYPREAKVQWK
VDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:41>
EVQLLESGGGLVQPGGSLRLSCAASGFTESPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRETISRDNS
KNTLYLOMNSLRAEDTAVYYCARGGDTYEFDYFDYWGQGTLVTVSS

<SEQ ID NO:42>
PYPMI

<SEQ ID NO:43>
YISPSGGSTHYADSVKG

<SEQ ID NO:44>
GGDTYFDYFDY

<SEQ ID NO:45>
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DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRESGSGSGTDETLTI
SSLOPEDFATYYCQQOSYTSPFITFGQGTKVEIK

<SEQ ID NO:46>
RASQSISGYLN

<SEQ ID NO:47>
QASSLQS

<SEQ ID NO:48>
QQSYTSPFIT

<SEQ ID NO:49>

EVQLLESGGGLVQPGGSLRLSCAASGEFTESPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGREFTISRDNS
KNTLYLOMNSLRAEDTAVYYCARGGDTYEFDYEFDYWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYQ
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:50>
DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRESGSGSGTDETLTI
SSLOPEDFATYYCQQSYTSPFITFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWK
VDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:51>
QVQLQOOSGPELVKPGASVKMSCKASGYTFTDF I IAWVKQRTGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADKS
SNTAYMQLSSLTSVDSAVYFCARRTIYYDYDGDYWGQGTTLTVSS

<SEQ ID NO:52>
DFIIA

<SEQ ID NO:53>
EIYPGTGRTYYSEKFRG

<SEQ ID NO:54>
RTIYYDYDGDY

<SEQ ID NO:55>
DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSNGITYLYWYLQKPGQSPQLLIYQOMSNLASGVPDRESSSGSGTD
FTLRISRVEAEDVGVYYCAHNLELPWTFGGGTKLELK

<SEQ ID NO:56>
RSSKSLLHSNGITYLY

<SEQ ID NO:57>
OMSNLAS

<SEQ ID NO:58>
AHNLELPWT

<SEQ ID NO:59>

QVQLQOOSGPELVKPGASVKMSCKASGYTFTDF I IAWVKQRTGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADKS
SNTAYMQLSSLTSVDSAVYFCARRTIYYDYDGDYWGQGTTLTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG
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<SEQ ID NO:60>
DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSNGITYLYWYLOQKPGQSPQLLIYQOMSNLASGVPDREFSSSGSGTD
FTLRISRVEAEDVGVYYCAHNLELPWTFGGGTKLELKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNFYPREAK
VOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:61>
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADTS
TSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS

<SEQ ID NO:62>
DFIIA

<SEQ ID NO:63>
EIYPGTGRTYYSEKFRG

<SEQ ID NO:64>
RTIYYDYDGDY

<SEQ ID NO:65>
DIVMTQSPLSLPVTPGEPASISCRSSKSLLHSNGITYLYWYLQKPGQSPQLLIYQOMSNLASGVPDRESGSGSGTD
FTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK

<SEQ ID NO:66>
RSSKSLLHSNGITYLY

<SEQ ID NO:67>
OMSNLAS

<SEQ ID NO:68>
AHNLELPWT

<SEQ ID NO:69>

QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADTS
TSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:70>
DIVMTQSPLSLPVTPGEPASISCRSSKSLLHSNGITYLYWYLOQKPGQSPQLLIYQOMSNLASGVPDRFSGSGSGTD
FTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNFYPREAK
VOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:71>
EVQLVESGGGLVQPGGSLRLSCAASGEFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTS
KNTAYLOMNSLRAEDTAVYYCSRWGGDGEFYAMDYWGQGTLVTVSS

<SEQ ID NO:72>
DTYIH

<SEQ ID NO:73>
RIYPTNGYTRYADSVKG

<SEQ ID NO:74>
WGGDGEYAMDY
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<SEQ ID NO:75>
DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQOKPGKAPKLLIYSASFLYSGVPSRESGSRSGTDETLTI
SSLOPEDFATYYCQQHYTTPPTEGQGTKVEIK

<SEQ ID NO:76>
RASQDVNTAVA

<SEQ ID NO:77>
SASFLYS

<SEQ ID NO:78>
QQHYTTPPT

<SEQ ID NO:79>

EVQLVESGGGLVQPGGSLRLSCAASGENIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTS
KNTAYLOMNSLRAEDTAVYYCSRWGGDGEYAMDYWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYA
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:80>
DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQOKPGKAPKLLIYSASFLYSGVPSRESGSRSGTDETLTI
SSLOPEDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQWKV
DNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:81>
EVQLVESGGGLVQPGGSLRLSCAASGENIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTS
KNTAYLOMNSLRAEDTAVYYCSRWGGDGEFYAMDYWGQGTLVTVSS

<SEQ ID NO:82>
DTYIH

<SEQ ID NO:83>
RIYPTNGYTRYADSVKG

<SEQ ID NO:84>
WGGDGEYAMDY

<SEQ ID NO:85>
DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQOKPGKAPKLLIYSASFLYSGVPSRESGSRSGTDETLTI
SSLOPEDFATYYCQQHYTTPPTEFGQGTKVEIK

<SEQ ID NO:86>
RASQDVNTAVA

<SEQ ID NO:87>
SASFLYS

<SEQ ID NO:88>
QQHYTTPPT

<SEQ ID NO:89>

EVQLVESGGGLVQPGGSLRLSCAASGENIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTS
KNTAYLOMNSLRAEDTAVYYCSRWGGDGEYAMDYWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYQ
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STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:90>
DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQOKPGKAPKLLIYSASFLYSGVPSRESGSRSGTDETLTI
SSLOPEDFATYYCQQHYTTPPTEFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNEYPREAKVQWKV
DNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:91>
EVQLLESGGGLVQPGGSLRLSCAASGFTESSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGREFTISRDNS
KNTLYLOMNSLRAEDTAVYYCAKLTGTSEDYWGQGTLVTIVSS

<SEQ ID NO:92>
SYAMS

<SEQ ID NO:93>
SISGSGGSTLYADSVKG

<SEQ ID NO:94>
LTGTSFDY

<SEQ ID NO:95>
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLA
ITGLQSEDEADYYCQSEFDSSLKKVFGGGTKLTVL

<SEQ ID NO:96>
SGSSSNIGSNPVN

<SEQ ID NO:97>
SNNQRPS

<SEQ ID NO:98>
QSFDSSLKKV

<SEQ ID NO:99>
EVQLLESGGGLVQPGGSLRLSCAASGFTESSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGRETISRDNS
KNTLYLOMNSLRAEDTAVYYCAKLTGTSEDYWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYF
PEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHT
CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTY
RVVSVLTVLHQODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:100>
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLA
ITGLQSEDEADYYCQSEFDSSLKKVEFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDEYPGAVTVA
WKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

<SEQ ID NO:101>
EVQLLESGGGLVQPGGSLRLSCAASGEFTESSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGREFTISRDNS
KNTLYLOMNSLRAEDTAVYYCAKLTGTSEDYWGQGTLVTVSS

<SEQ ID NO:102>
SYAMS

<SEQ ID NO:103>
SISGSGGSTLYADSVKG

<SEQ ID NO:104>
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LTGTSFDY

<SEQ ID NO:105>
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLA
ITGLQSEDEADYYCQSEFDSSLKKVEFGGGTKLTVL

<SEQ ID NO:106>
SGSSSNIGSNPVN

<SEQ ID NO:107>
SNNQRPS

<SEQ ID NO:108>
QSEFDSSLKKV

<SEQ ID NO:109>
EVQLLESGGGLVQPGGSLRLSCAASGEFTESSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKGREFTISRDNS
KNTLYLOMNSLRAEDTAVYYCAKLTGTSEDYWGQGTLVTIVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYF
PEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHT
CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYQSTY
RVVSVLTVLHQODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:110>
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLIYSNNQRPSGVPDREFSGSKSGTSASLA
ITGLOQSEDEADYYCQSEFDSSLKKVEGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDEYPGAVTVA
WKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

<SEQ ID NO:111>
EVQLLESGGGLVQPGGSLRLSCAASGFTESPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGRETISRDNS
KNTLYLOMNSLRAEDTAVYYCARGGDTYEFDYFDYWGQGTLVTVSS

<SEQ ID NO:112>
PYPMI

<SEQ ID NO:113>
YISPSGGSTHYADSVKG

<SEQ ID NO:114>
GGDTYFDYFDY

<SEQ ID NO:115>
DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRESGSGSGTDETLTI
SSLOPEDFATYYCQQSYTSPFITFGQGTKVEIK

<SEQ ID NO:116>
RASQSISGYLN

<SEQ ID NO:117>
QASSLQS

<SEQ ID NO:118>
QQOSYTSPEIT

<SEQ ID NO:119>

EVQLLESGGGLVQPGGSLRLSCAASGFTESPYPMIWVRQAPGKGLEWVSYISPSGGSTHYADSVKGREFTISRDNS
KNTLYLOMNSLRAEDTAVYYCARGGDTYEFDYEFDYWGQGTLVTIVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
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THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREENYQ
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:120>
DIOMTQSPSSLSASVGDRVTITCRASQSISGYLNWYQOKPGKAPKLLIYQASSLOSGVPSRESGSGSGTDETLTI
SSLOPEDFATYYCQQOSYTSPFITFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNEYPREAKVQWK
VDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:121>
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGOQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTS
TSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS

<SEQ ID NO:122>
DEFIIA

<SEQ ID NO:123>
EIYPGTGRTYYSEKFRG

<SEQ ID NO:124>
RTIYYDYDGDY

<SEQ ID NO:125>
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGITYLYWYLOQKPGQSPQLLIYQOMSNRASGVPDRFSGSGSGTD
FTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK

<SEQ ID NO:126>
RSSQSLLHSNGITYLY

<SEQ ID NO:127>
OMSNRAS

<SEQ ID NO:128>
AHNLELPWT

<SEQ ID NO:129>

QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADTS
TSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:130>
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGITYLYWYLQKPGQSPQLLIYQOMSNRASGVPDRESGSGSGTD
FTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNFYPREAK
VOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:131>
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGOQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTS
TSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS

<SEQ ID NO:132>
DFIIA

<SEQ ID NO:133>
EIYPGTGRTYYSEKFRG
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<SEQ ID NO:134>
RTIYYDYDGDY

<SEQ ID NO:135>
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGINYLYWYLQKPGQSPQLLIYQOMSNRASGVPDRESGSGSGTD
FTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK

<SEQ ID NO:136>
RSSQSLLHSNGINYLY

<SEQ ID NO:137>
OMSNRAS

<SEQ ID NO:138>
AHNLELPWT

<SEQ ID NO:139>

QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADTS
TSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:140>
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGINYLYWYLQKPGQSPQLLIYQOMSNRASGVPDRESGSGSGTD
FTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNFYPREAK
VOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:141>
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGOQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTS
TSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS

<SEQ ID NO:142>
DEFIIA

<SEQ ID NO:143>
EIYPGTGRTYYSEKFRG

<SEQ ID NO:144>
RTIYYDYDGDY

<SEQ ID NO:145>
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLOQKPGQSPQLLIYQOMSNRASGVPDRFSGSGSGTD
FTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK

<SEQ ID NO:146>
RSSQSLLHSNWINYLY

<SEQ ID NO:147>
OMSNRAS

<SEQ ID NO:148>
AHNLELPWT

<SEQ ID NO:149>
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADTS
TSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVK
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DYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:150>
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLQKPGQSPQLLIYQOMSNRASGVPDRESGSGSGTD
FTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNFYPREAK
VOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:151>
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGOQGLEWIGEIYPGTGRTYYSEKFRGKATLTADTS
TSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS

<SEQ ID NO:152>
DFIIA

<SEQ ID NO:153>
EIYPGTGRTYYSEKFRG

<SEQ ID NO:154>
RTIYYDYDGDY

<SEQ ID NO:155>
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLQKPGQSPQLLIYQGSNRASGVPDRESGSGSGTD
FTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIK

<SEQ ID NO:156>
RSSQSLLHSNWINYLY

<SEQ ID NO:157>
QGSNRAS

<SEQ ID NO:158>
AHNLELPWT

<SEQ ID NO:159>

QVQLVQSGAEVKKPGASVKVSCKASGYTFTDF I IAWVKQAPGOGLEWIGEIYPGTGRTYYSEKFRGKATLTADTS
TSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTICVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGE
YPSDIAVEWESNGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:160>
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNWINYLYWYLQKPGQSPQLLIYQGSNRASGVPDRESGSGSGTD
FTLKISRVEAEDVGVYYCAHNLELPWTFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASVVCLLNNFYPREAK
VOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:161>
HSDAVEFTDNYTRLRKOMAVKKYLNSILN

<SEQ ID NO:162>
ATEPRKQYATPRVEFWTDAPG

<SEQ ID NO:163>
LOWRRDDNVHNEFGVWARYRL
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<SEQ ID NO:164>
MARGSLRRLLRLLVLGLWLALLRSVAGEQAPGTAPCSRGSSWSADLDKCMDCASCRARPHSDEFCLGCAAAPPAPFE
RLLWPILGGALSLTFVLGLLSGFLVWRRCRRREKFTTPIEETGGEGCPAVALIQ

<SEQ ID NO:165>
MLRRRGSPGMGVHVGAALGALWEFCLTGALEVQVPEDPVVALVGTDATLCCSFSPEPGEFSLAQLNLIWQLTDTKQL
VHSFAEGODQGSAYANRTALFPDLLAQGNASLRLOQRVRVADEGSFTCEFVSIRDEFGSAAVSLQVAAPYSKPSMTLE
PNKDLRPGDTVTITCSSYQGYPEAEVEFWQDGQGVPLTGNVITSOQMANEQGLFDVHSILRVVLGANGTYSCLVRNP
VLOODAHSSVTITPQRSPTGAVEVQVPEDPVVALVGTDATLRCSFSPEPGEFSLAQLNLIWQLTDTKQLVHSEFTEG
RDQOGSAYANRTALFPDLLAQGNASLRLQRVRVADEGSFTCEVSIRDFGSAAVSLOQVAAPYSKPSMTLEPNKDLRP
GDTVTITCSSYRGYPEAEVEWQDGQGVPLTGNVITSQMANEQGLEFDVHSVLRVVLGANGTYSCLVRNPVLQODAH
GSVTITGOPMTFPPEALWVTVGLSVCLIALLVALAFVCWRKIKQSCEEENAGAEDQDGEGEGSKTALQPLKHSDS
KEDDGQETIA

<SEQ ID NO:166>
MELAALCRWGLLLALLPPGAASTQVCTGTDMKLRLPASPETHLDMLRHLYQGCQVVQGNLELTYLPTNASLSFLQ
DIQEVQGYVLIAHNQVRQVPLORLRIVRGTQLFEDNYALAVLDNGDPLNNTTPVTGASPGGLRELQLRSLTEILK
GGVLIQRNPQLCYQDTILWKDIFHKNNQLALTLIDTNRSRACHPCSPMCKGSRCWGESSEDCQSLTRTVCAGGCA
RCKGPLPTDCCHEQCAAGCTGPKHSDCLACLHFNHSGICELHCPALVTYNTDTFESMPNPEGRYTFGASCVTACP
YNYLSTDVGSCTLVCPLHNQEVTAEDGTQRCEKCSKPCARVCYGLGMEHLREVRAVTSANIQEFAGCKKIFGSLA
FLPESFDGDPASNTAPLQPEQLQVFETLEEITGYLYISAWPDSLPDLSVFONLQVIRGRILHNGAYSLTLQGLGI
SWLGLRSLRELGSGLALTHHNTHLCEFVHTVPWDQLFRNPHQALLHTANRPEDECVGEGLACHQLCARGHCWGPGP
TQCVNCSQFLRGQECVEECRVLQGLPREYVNARHCLPCHPECQPONGSVTCEFGPEADQCVACAHYKDPPFCVARC
PSGVKPDLSYMPIWKFPDEEGACQPCPINCTHSCVDLDDKGCPAEQRASPLTSIISAVVGILLVVVLGVVEGILI
KRROQOKIRKYTMRRLLQETELVEPLTPSGAMPNQAQMRILKETELRKVKVLGSGAFGTVYKGIWIPDGENVKIPV
ATKVLRENTSPKANKEILDEAYVMAGVGSPYVSRLLGICLTSTVQLVTQLMPYGCLLDHVRENRGRLGSQDLLNW
CMQIAKGMSYLEDVRLVHRDLAARNVLVKSPNHVKITDFGLARLLDIDETEYHADGGKVPIKWMALESILRRRET
HOQSDVWSYGVTVWELMTFGAKPYDGIPAREIPDLLEKGERLPQPPICTIDVYMIMVKCWMIDSECRPRFRELVSE
FSRMARDPQRFVVIQNEDLGPASPLDSTEYRSLLEDDDMGDLVDAEEYLVPQQGFFCPDPAPGAGGMVHHRHRSS
STRSGGGDLTLGLEPSEEEAPRSPLAPSEGAGSDVEFDGDLGMGAAKGLOSLPTHDPSPLOQRYSEDPTVPLPSETD
GYVAPLTCSPQPEYVNQPDVRPQPPSPREGPLPAARPAGATLERPKTLSPGKNGVVKDVFAFGGAVENPEYLTPQ
GGAAPQPHPPPAFSPAFDNLYYWDOQDPPERGAPPSTFKGTPTAENPEYLGLDVPV

<SEQ ID NO:167>
MRPSGTAGAALLALLAALCPASRALEEKKVCQGTSNKLTQLGTFEDHFLSLORMENNCEVVLGNLEITYVQRNYD
LSFLKTIQEVAGYVLIALNTVERIPLENLQITRGNMYYENSYALAVLSNYDANKTGLKELPMRNLQEILHGAVRFE
SNNPALCNVESIQWRDIVSSDEFLSNMSMDFQONHLGSCQKCDPSCPNGSCWGAGEENCQKLTKITICAQQCSGRCRG
KSPSDCCHNQCAAGCTGPRESDCLVCRKFRDEATCKDTCPPLMLYNPTTYQMDVNPEGKY SFGATCVKKCPRNYV
VTDHGSCVRACGADSYEMEEDGVRKCKKCEGPCRKVCNGIGIGEFKDSLSINATNIKHFKNCTSISGDLHILPVA
FRGDSFTHTPPLDPQELDILKTVKEITGFLLIQAWPENRTDLHAFENLEITRGRTKQHGQFSLAVVSLNITSLGL
RSLKEISDGDVIISGNKNLCYANTINWKKLEGTSGQKTKIISNRGENSCKATGQVCHALCSPEGCWGPEPRDCVS
CRNVSRGRECVDKCNLLEGEPREFVENSECIQCHPECLPQAMNITCTGRGPDNCIQCAHYIDGPHCVKTCPAGVM
GENNTLVWKYADAGHVCHLCHPNCTYGCTGPGLEGCPTNGPKIPSIATGMVGALLLLLVVALGIGLFMRRRHIVR
KRTLRRLLQERELVEPLTPSGEAPNQALLRILKETEFKKIKVLGSGAFGTVYKGLWIPEGEKVKIPVAIKELREA
TSPKANKEILDEAYVMASVDNPHVCRLLGICLTSTVQLITQLMPFGCLLDYVREHKDNIGSQYLLNWCVQIAKGM
NYLEDRRLVHRDLAARNVLVKTPQHVKITDFGLAKLLGAEEKEYHAEGGKVPIKWMALESILHRIYTHQSDVWSY
GVIVWELMTFGSKPYDGIPASEISSILEKGERLPQPPICTIDVYMIMVKCWMIDADSRPKFRELIIEFSKMARDP
QRYLVIQGDERMHLPSPTDSNEFYRALMDEEDMDDVVDADEYLIPQQOGFEFSSPSTSRTPLLSSLSATSNNSTVACI
DRNGLOSCPIKEDSFLQRYSSDPTGALTEDSIDDTFLPVPEYINQSVPKRPAGSVONPVYHNQPLNPAPSRDPHY
ODPHSTAVGNPEYLNTVQPTCVNSTEFDSPAHWAQKGSHQISLDNPDYQQODFFPKEAKPNGIFKGSTAENAEYLRV
APQSSEFIGA





