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General Information:
	Current application / Applicant file reference: ZZLJSU220038US-PCT
	Earliest priority application / IP Office: CN
	Earliest priority application / Application number: CN202110520499.9
	Earliest priority application / Filing date: 2021-05-13
	Applicant name: JIANGSU TRAUTEC MEDICAL TECHNOLOGY CO., LTD.
	Applicant name / Language: en
	Invention title: RECOMBINANT HUMAN TYPE XVII COLLAGEN, AND PREPARATION METHOD AND USE THEREOF ( en )
	Sequence Total Quantity: 10
Sequences: 
	Sequence Number (ID): 1
	Length: 1497
	Molecule Type: AA
	Features Location/Qualifiers:
		- source, 1..1497
			> mol_type, protein
			> organism, Homo sapiens
	Residues:
	MDVTKKNKRD  GTEVTERIVT  ETVTTRLTSL  PPKGGTSNGY  AKTASLGGGS  RLEKQSLTHG  60
	SSGYINSTGS  TRGHASTSSY  RRAHSPASTL  PNSPGSTFER  KTHVTRHAYE  GSSSGNSSPE  120
	YPRKEFASSS  TRGRSQTRES  EIRVRLQSAS  PSTRWTELDD  VKRLLKGSRS  ASVSPTRNSS  180
	NTLPIPKKGT  VETKIVTASS  QSVSGTYDAT  ILDANLPSHV  WSSTLPAGSS  MGTYHNNMTT  240
	QSSSLLNTNA  YSAGSVFGVP  NNMASCSPTL  HPGLSTSSSV  FGMQNNLAPS  LTTLSHGTTT  300
	TSTAYGVKKN  MPQSPAAVNT  GVSTSAACTT  SVQSDDLLHK  DCKFLILEKD  NTPAKKEMEL  360
	LIMTKDSGKV  FTASPASIAA  TSFSEDTLKK  EKQAAYNADS  GLKAEANGDL  KTVSTKGKTT  420
	TADIHSYGSS  GGGGSGGGGG  VGGAGGGPWG  PAPAWCPCGS  CCSWWKWLLG  LLLTWLLLLG  480
	LLFGLIALAE  EVRKLKARVD  ELERIRRSIL  PYGDSMDRIE  KDRLQGMAPA  AGADLDKIGL  540
	HSDSQEELWM  FVRKKLMMEQ  ENGNLRGSPG  PKGDMGSPGP  KGDRGFPGTP  GIPGPLGHPG  600
	PQGPKGQKGS  VGDPGMEGPM  GQRGREGPMG  PRGEAGPPGS  GEKGERGAAG  EPGPHGPPGV  660
	PGSVGPKGSS  GSPGPQGPPG  PVGLQGLRGE  VGLPGVKGDK  GPMGPPGPKG  DQGEKGPRGL  720
	TGEPGMRGLP  GAVGEPGAKG  AMGPAGPDGH  QGPRGEQGLT  GMPGIRGPPG  PSGDPGKPGL  780
	TGPQGPQGLP  GTPGRPGIKG  EPGAPGKIVT  SEGSSMLTVP  GPPGPPGAMG  PPGPPGAPGP  840
	AGPAGLPGHQ  EVLNLQGPPG  PPGPRGPPGP  SIPGPPGPRG  PPGEGLPGPP  GPPGSFLSNS  900
	ETFLSGPPGP  PGPPGPKGDQ  GPPGPRGHQG  EQGLPGFSTS  GSSSFGLNLQ  GPPGPPGPQG  960
	PKGDKGDPGV  PGALGIPSGP  SEGGSSSTMY  VSGPPGPPGP  PGPPGSISSS  GQEIQQYISE  1020
	YMQSDSIRSY  LSGVQGPPGP  PGPPGPVTTI  TGETFDYSEL  ASHVVSYLRT  SGYGVSLFSS  1080
	SISSEDILAV  LQRDDVRQYL  RQYLMGPRGP  PGPPGASGDG  SLLSLDYAEL  SSRILSYMSS  1140
	SGISIGLPGP  PGPPGLPGTS  YEELLSLLRG  SEFRGIVGPP  GPPGPPGIPG  NVWSSISVED  1200
	LSSYLHTAGL  SFIPGPPGPP  GPPGPRGPPG  VSGALATYAA  ENSDSFRSEL  ISYLTSPDVR  1260
	SFIVGPPGPP  GPQGPPGDSR  LLSTDASHSR  GSSSSSHSSS  VRRGSSYSSS  MSTGGGGAGS  1320
	LGAGGAFGEA  AGDRGPYGTD  IGPGGGYGAA  AEGGMYAGNG  GLLGADFAGD  LDYNELAVRV  1380
	SESMQRQGLL  QGMAYTVQGP  PGQPGPQGPP  GISKVFSAYS  NVTADLMDFF  QTYGAIQGPP  1440
	GQKGEMGTPG  PKGDRGPAGP  PGHPGPPGPR  GHKGEKGDKG  DQVYAGRRRR  RSIAVKP     1497

	Sequence Number (ID): 2
	Length: 233
	Molecule Type: AA
	Features Location/Qualifiers:
		- source, 1..233
			> mol_type, protein
			> note, Recombinant human type XVII collagen 170801
			> organism, synthetic construct
	Residues:
	GSPGPKGDMG  SPGPKGDRGF  PGTPGIPGPL  GHPGPQGPKG  QKGSVGDPGM  EGPGEKGERG  60
	AAGEPGPHGP  PGVPGSVGPK  GSSGSPGPQG  PPGPVGLQGL  RGEVGLPGVK  GDKGPMGPPG  120
	PKGDQGEKGP  PGPPGPPGPK  GDQGPPGPRG  HQGEQGLPGF  SGPPGPPGPQ  GPKGDKGDPG  180
	VPGALGIPGP  PGQKGEMGTP  GPKGDRGPAG  PPGHPGPPGP  RGHKGEKGDK  GDQ         233

	Sequence Number (ID): 3
	Length: 466
	Molecule Type: AA
	Features Location/Qualifiers:
		- source, 1..466
			> mol_type, protein
			> note, Recombinant human type XVII collagen 170802
			> organism, synthetic construct
	Residues:
	GSPGPKGDMG  SPGPKGDRGF  PGTPGIPGPL  GHPGPQGPKG  QKGSVGDPGM  EGPGEKGERG  60
	AAGEPGPHGP  PGVPGSVGPK  GSSGSPGPQG  PPGPVGLQGL  RGEVGLPGVK  GDKGPMGPPG  120
	PKGDQGEKGP  PGPPGPPGPK  GDQGPPGPRG  HQGEQGLPGF  SGPPGPPGPQ  GPKGDKGDPG  180
	VPGALGIPGP  PGQKGEMGTP  GPKGDRGPAG  PPGHPGPPGP  RGHKGEKGDK  GDQGSPGPKG  240
	DMGSPGPKGD  RGFPGTPGIP  GPLGHPGPQG  PKGQKGSVGD  PGMEGPGEKG  ERGAAGEPGP  300
	HGPPGVPGSV  GPKGSSGSPG  PQGPPGPVGL  QGLRGEVGLP  GVKGDKGPMG  PPGPKGDQGE  360
	KGPPGPPGPP  GPKGDQGPPG  PRGHQGEQGL  PGFSGPPGPP  GPQGPKGDKG  DPGVPGALGI  420
	PGPPGQKGEM  GTPGPKGDRG  PAGPPGHPGP  PGPRGHKGEK  GDKGDQ                  466

	Sequence Number (ID): 4
	Length: 249
	Molecule Type: AA
	Features Location/Qualifiers:
		- source, 1..249
			> mol_type, protein
			> note, Optimized amino acid sequence of 170801
			> organism, synthetic construct
	Residues:
	YVWSHPQFEK  GSPGPKGDMG  SPGPKGDRGF  PGTPGIPGPL  GHPGPQGPKG  QKGSVGDPGM  60
	EGPGEKGERG  AAGEPGPHGP  PGVPGSVGPK  GSSGSPGPQG  PPGPVGLQGL  RGEVGLPGVK  120
	GDKGPMGPPG  PKGDQGEKGP  PGPPGPPGPK  GDQGPPGPRG  HQGEQGLPGF  SGPPGPPGPQ  180
	GPKGDKGDPG  VPGALGIPGP  PGQKGEMGTP  GPKGDRGPAG  PPGHPGPPGP  RGHKGEKGDK  240
	GDQHHHHHH                                                               249

	Sequence Number (ID): 5
	Length: 482
	Molecule Type: AA
	Features Location/Qualifiers:
		- source, 1..482
			> mol_type, protein
			> note, Optimized amino acid sequence of 170802
			> organism, synthetic construct
	Residues:
	YVWSHPQFEK  GSPGPKGDMG  SPGPKGDRGF  PGTPGIPGPL  GHPGPQGPKG  QKGSVGDPGM  60
	EGPGEKGERG  AAGEPGPHGP  PGVPGSVGPK  GSSGSPGPQG  PPGPVGLQGL  RGEVGLPGVK  120
	GDKGPMGPPG  PKGDQGEKGP  PGPPGPPGPK  GDQGPPGPRG  HQGEQGLPGF  SGPPGPPGPQ  180
	GPKGDKGDPG  VPGALGIPGP  PGQKGEMGTP  GPKGDRGPAG  PPGHPGPPGP  RGHKGEKGDK  240
	GDQGSPGPKG  DMGSPGPKGD  RGFPGTPGIP  GPLGHPGPQG  PKGQKGSVGD  PGMEGPGEKG  300
	ERGAAGEPGP  HGPPGVPGSV  GPKGSSGSPG  PQGPPGPVGL  QGLRGEVGLP  GVKGDKGPMG  360
	PPGPKGDQGE  KGPPGPPGPP  GPKGDQGPPG  PRGHQGEQGL  PGFSGPPGPP  GPQGPKGDKG  420
	DPGVPGALGI  PGPPGQKGEM  GTPGPKGDRG  PAGPPGHPGP  PGPRGHKGEK  GDKGDQHHHH  480
	HH                                                                      482

	Sequence Number (ID): 6
	Length: 699
	Molecule Type: DNA
	Features Location/Qualifiers:
		- source, 1..699
			> mol_type, other DNA
			> note, DNA sequence encoding 170801
			> organism, synthetic construct
	Residues:
	ggttctcctg  gtccaaaagg  tgacatgggt  tctccaggtc  ctaaaggtga  cagaggtttt  60
	cctggtactc  caggtattcc  tggtccattg  ggtcatccag  gtcctcaagg  tccaaaaggt  120
	caaaagggtt  ctgttggtga  ccctggtatg  gaaggtccag  gtgaaaaggg  tgaaagaggt  180
	gctgctggtg  aacctggtcc  acacggtcca  cctggtgttc  caggttctgt  tggtcctaag  240
	ggttcttctg  gttctcctgg  tccacaaggt  cctcctggtc  cagttggttt  gcaaggtttg  300
	agaggtgaag  ttggtttgcc  aggtgttaag  ggtgacaagg  gtccaatggg  tcctccaggt  360
	ccaaaaggtg  accaaggtga  aaagggtcca  cctggtcctc  ctggtccacc  tggtccaaag  420
	ggtgaccaag  gtcctccagg  tcctagaggt  catcaaggtg  aacaaggttt  gcctggtttt  480
	tctggtccac  caggtcctcc  aggtccacaa  ggtcctaaag  gtgacaaagg  tgacccaggt  540
	gttcctggtg  ctttgggtat  tccaggtcca  cctggtcaaa  aaggtgaaat  gggtactcca  600
	ggtcctaagg  gtgacagagg  tccagctggt  ccacctggtc  atcctggtcc  accaggtcca  660
	agaggtcata  agggtgaaaa  aggtgacaag  ggtgaccaa                           699

	Sequence Number (ID): 7
	Length: 1398
	Molecule Type: DNA
	Features Location/Qualifiers:
		- source, 1..1398
			> mol_type, other DNA
			> note, DNA sequence encoding 170802
			> organism, synthetic construct
	Residues:
	ggttctccag  gtcctaaagg  tgacatgggt  tctccaggtc  ctaagggtga  cagaggtttt  60
	ccaggtactc  caggtattcc  aggtcctttg  ggtcatccag  gtcctcaagg  tcctaaaggt  120
	caaaaaggtt  ctgttggtga  ccctggtatg  gaaggtcctg  gtgaaaaagg  tgaaagaggt  180
	gctgctggtg  aacctggtcc  acacggtcct  ccaggtgttc  ctggttctgt  tggtccaaaa  240
	ggttcttctg  gttctcctgg  tccacaaggt  cctccaggtc  ctgttggttt  gcaaggtttg  300
	agaggtgaag  ttggtttgcc  aggtgttaaa  ggtgacaaag  gtccaatggg  tcctccaggt  360
	ccaaagggtg  accaaggtga  aaaaggtcca  cctggtcctc  ctggtccacc  aggtccaaaa  420
	ggtgaccaag  gtccacctgg  tccaagaggt  caccaaggtg  aacaaggttt  gcctggtttt  480
	tctggtcctc  caggtcctcc  tggtcctcaa  ggtccaaagg  gtgacaaggg  tgaccctggt  540
	gttccaggtg  ctttgggtat  tcctggtcct  ccaggtcaaa  agggtgagat  gggtactcct  600
	ggtcctaagg  gtgacagagg  tccagctggt  cctcctggtc  acccaggtcc  tcctggtcct  660
	agaggtcata  aaggtgaaaa  aggtgacaag  ggtgaccaag  gttctccagg  tccaaagggt  720
	gacatgggtt  ctcctggtcc  aaaaggtgac  agaggtttcc  ctggtactcc  aggtattcct  780
	ggtccattgg  gtcacccagg  tccacaaggt  ccaaaaggtc  aaaaaggttc  tgttggtgac  840
	ccaggtatgg  aaggtccagg  tgaaaagggt  gaaagaggtg  ctgctggtga  accaggtcct  900
	catggtccac  caggtgttcc  aggttctgtt  ggtccaaagg  gttcttctgg  ttctccaggt  960
	ccacaaggtc  ctccaggtcc  agttggtttg  caaggtttga  gaggtgaagt  tggtttgcct  1020
	ggtgttaagg  gtgacaaagg  tcctatgggt  cctcctggtc  ctaaaggtga  ccaaggtgaa  1080
	aagggtccac  caggtcctcc  aggtccacct  ggtccaaaag  gtgaccaagg  tccaccaggt  1140
	cctagaggtc  atcaaggtga  acaaggtttg  ccaggttttt  ctggtccacc  aggtccacca  1200
	ggtcctcaag  gtcctaaggg  tgacaaaggt  gacccaggtg  ttcctggtgc  tttgggtatt  1260
	cctggtccac  ctggtcaaaa  gggtgaaatg  ggtactcctg  gtcctaaagg  tgacagaggt  1320
	cctgctggtc  cacctggtca  tccaggtcca  cctggtccaa  gaggtcacaa  aggtgaaaag  1380
	ggtgacaagg  gtgaccaa                                                    1398

	Sequence Number (ID): 8
	Length: 758
	Molecule Type: DNA
	Features Location/Qualifiers:
		- source, 1..758
			> mol_type, other DNA
			> note, Synthetic DNA sequence
			> organism, synthetic construct
	Residues:
	tacgtatggt  ctcatccaca  attcgagaag  ggttctcctg  gtccaaaagg  tgacatgggt  60
	tctccaggtc  ctaaaggtga  cagaggtttt  cctggtactc  caggtattcc  tggtccattg  120
	ggtcatccag  gtcctcaagg  tccaaaaggt  caaaagggtt  ctgttggtga  ccctggtatg  180
	gaaggtccag  gtgaaaaggg  tgaaagaggt  gctgctggtg  aacctggtcc  acacggtcca  240
	cctggtgttc  caggttctgt  tggtcctaag  ggttcttctg  gttctcctgg  tccacaaggt  300
	cctcctggtc  cagttggttt  gcaaggtttg  agaggtgaag  ttggtttgcc  aggtgttaag  360
	ggtgacaagg  gtccaatggg  tcctccaggt  ccaaaaggtg  accaaggtga  aaagggtcca  420
	cctggtcctc  ctggtccacc  tggtccaaag  ggtgaccaag  gtcctccagg  tcctagaggt  480
	catcaaggtg  aacaaggttt  gcctggtttt  tctggtccac  caggtcctcc  aggtccacaa  540
	ggtcctaaag  gtgacaaagg  tgacccaggt  gttcctggtg  ctttgggtat  tccaggtcca  600
	cctggtcaaa  aaggtgaaat  gggtactcca  ggtcctaagg  gtgacagagg  tccagctggt  660
	ccacctggtc  atcctggtcc  accaggtcca  agaggtcata  agggtgaaaa  aggtgacaag  720
	ggtgaccaac  accatcatca  ccatcattaa  gcggccgc                            758

	Sequence Number (ID): 9
	Length: 1457
	Molecule Type: DNA
	Features Location/Qualifiers:
		- source, 1..1457
			> mol_type, other DNA
			> note, Synthetic DNA sequence
			> organism, synthetic construct
	Residues:
	tacgtatggt  ctcatcctca  atttgaaaag  ggttctccag  gtcctaaagg  tgacatgggt  60
	tctccaggtc  ctaagggtga  cagaggtttt  ccaggtactc  caggtattcc  aggtcctttg  120
	ggtcatccag  gtcctcaagg  tcctaaaggt  caaaaaggtt  ctgttggtga  ccctggtatg  180
	gaaggtcctg  gtgaaaaagg  tgaaagaggt  gctgctggtg  aacctggtcc  acacggtcct  240
	ccaggtgttc  ctggttctgt  tggtccaaaa  ggttcttctg  gttctcctgg  tccacaaggt  300
	cctccaggtc  ctgttggttt  gcaaggtttg  agaggtgaag  ttggtttgcc  aggtgttaaa  360
	ggtgacaaag  gtccaatggg  tcctccaggt  ccaaagggtg  accaaggtga  aaaaggtcca  420
	cctggtcctc  ctggtccacc  aggtccaaaa  ggtgaccaag  gtccacctgg  tccaagaggt  480
	caccaaggtg  aacaaggttt  gcctggtttt  tctggtcctc  caggtcctcc  tggtcctcaa  540
	ggtccaaagg  gtgacaaggg  tgaccctggt  gttccaggtg  ctttgggtat  tcctggtcct  600
	ccaggtcaaa  agggtgagat  gggtactcct  ggtcctaagg  gtgacagagg  tccagctggt  660
	cctcctggtc  acccaggtcc  tcctggtcct  agaggtcata  aaggtgaaaa  aggtgacaag  720
	ggtgaccaag  gttctccagg  tccaaagggt  gacatgggtt  ctcctggtcc  aaaaggtgac  780
	agaggtttcc  ctggtactcc  aggtattcct  ggtccattgg  gtcacccagg  tccacaaggt  840
	ccaaaaggtc  aaaaaggttc  tgttggtgac  ccaggtatgg  aaggtccagg  tgaaaagggt  900
	gaaagaggtg  ctgctggtga  accaggtcct  catggtccac  caggtgttcc  aggttctgtt  960
	ggtccaaagg  gttcttctgg  ttctccaggt  ccacaaggtc  ctccaggtcc  agttggtttg  1020
	caaggtttga  gaggtgaagt  tggtttgcct  ggtgttaagg  gtgacaaagg  tcctatgggt  1080
	cctcctggtc  ctaaaggtga  ccaaggtgaa  aagggtccac  caggtcctcc  aggtccacct  1140
	ggtccaaaag  gtgaccaagg  tccaccaggt  cctagaggtc  atcaaggtga  acaaggtttg  1200
	ccaggttttt  ctggtccacc  aggtccacca  ggtcctcaag  gtcctaaggg  tgacaaaggt  1260
	gacccaggtg  ttcctggtgc  tttgggtatt  cctggtccac  ctggtcaaaa  gggtgaaatg  1320
	ggtactcctg  gtcctaaagg  tgacagaggt  cctgctggtc  cacctggtca  tccaggtcca  1380
	cctggtccaa  gaggtcacaa  aggtgaaaag  ggtgacaagg  gtgaccaaca  ccatcaccat  1440
	catcattaag  cggccgc                                                     1457

	Sequence Number (ID): 10
	Length: 4550
	Molecule Type: DNA
	Features Location/Qualifiers:
		- source, 1..4550
			> mol_type, other DNA
			> note, Synthetic DNA sequence
			> organism, synthetic construct
	Residues:
	gaattctgga  gtcatcctca  attcgaaaaa  atggatgtca  ctaaaaagaa  caagagagac  60
	ggaactgagg  tcactgagag  aatcgttacc  gaaactgtca  ccacaagact  tacttcatta  120
	cctccaaagg  gtggaacttc  taatggttac  gcaaagacag  catcattagg  aggtggttca  180
	agacttgaga  aacaatccct  tactcatggt  tcaagtggat  acataaattc  aactggttca  240
	acaagaggac  atgcaagtac  ttcttcttat  agaagagcac  atagtccagc  atcaactttg  300
	cccaactctc  ctggttcaac  atttgagaga  aaaactcatg  taaccagaca  tgcctatgag  360
	ggttctagtt  ctggtaattc  atctccagaa  taccctagaa  aagagtttgc  atcatcctca  420
	actagaggta  gatcacagac  tagagaatct  gaaatcagag  tcagattaca  atcagcatct  480
	ccttcaacta  gatggactga  gttagacgac  gtgaaaagat  tattaaaggg  atcaagaagt  540
	gcaagtgttt  cccctacaag  aaattcttcc  aacacccttc  ccattcctaa  gaaaggaacc  600
	gttgaaacta  aaatcgttac  agcatcatct  cagtctgtat  ccggaaccta  cgacgctacc  660
	attctggacg  ccaacttacc  ttctcatgtc  tggtcttcaa  ctttacccgc  aggttcctca  720
	atgggaactt  accacaataa  catgactact  caatcaagtt  ctcttctgaa  taccaatgca  780
	tactcagccg  gttccgtttt  tggagtccct  aacaatatgg  cctcttgctc  cccaactctt  840
	catccaggtc  tttcaacctc  atcaagtgta  tttggtatgc  agaacaactt  agccccttcc  900
	ttgacaaccc  tgtctcatgg  tactactacc  actagtacag  catatggagt  caagaagaac  960
	atgccacagt  cacctgctgc  cgttaacact  ggagtttcaa  catctgctgc  ctgcactaca  1020
	tctgttcaat  cagatgatct  tctgcataag  gactgcaagt  ttttaatttt  agagaaagac  1080
	aatacccctg  ccaaaaagga  aatggagtta  cttataatga  ccaaagattc  tggtaaagta  1140
	ttcactgctt  ctcccgctag  tatcgccgca  acttcattct  ctgaagatac  tttaaagaag  1200
	gaaaaacaag  ccgcatacaa  cgcagactca  ggtttaaaag  cagaagcaaa  cggtgacctt  1260
	aaaacagtgt  caactaaggg  aaagactaca  accgcagaca  tccattcata  tggttcttca  1320
	ggtggaggag  gatctggagg  aggtggtgga  gtgggaggtg  ctggaggagg  tccatggggt  1380
	cctgcacctg  catggtgccc  ttgcggttct  tgctgcagtt  ggtggaagtg  gcttctgggt  1440
	ttattattaa  cttggctgct  tttactgggt  cttttattcg  gtcttatcgc  attagcagaa  1500
	gaggtcagaa  aacttaaggc  cagagttgat  gagttagaga  gaatcagaag  atcaatcctt  1560
	ccctatggag  actccatgga  cagaatcgaa  aaggatagac  ttcagggtat  ggcccctgca  1620
	gcaggagctg  atctggataa  aatcggactt  cattcagatt  ctcaagagga  attatggatg  1680
	tttgttagaa  agaaacttat  gatggagcag  gagaacggta  acctgagagg  ttctcctggt  1740
	ccaaaaggag  atatgggttc  acccggtccc  aaaggagata  gaggattccc  tggtactcca  1800
	ggtatccccg  gtcccctggg  tcaccctgga  cctcaaggtc  ctaaaggtca  aaagggttct  1860
	gtaggagatc  caggtatgga  gggtcccatg  ggtcagagag  gtagagaagg  tcccatggga  1920
	ccaagaggtg  aagctggacc  tcccggaagt  ggtgaaaaag  gagaaagagg  agcagcagga  1980
	gaacctggac  cccatggacc  tccaggagtt  cctggatcag  tcggacccaa  aggttcatcc  2040
	ggttctcctg  gacctcaagg  tccaccagga  cccgtcggat  tgcaaggatt  gagaggagaa  2100
	gttggacttc  ccggagttaa  gggtgacaag  ggtcctatgg  gtcctcctgg  tccaaaggga  2160
	gatcagggtg  aaaagggtcc  tagaggtctg  actggtgaac  caggaatgag  aggacttccc  2220
	ggtgccgtgg  gtgaacccgg  tgcaaaagga  gcaatgggtc  ctgccggtcc  tgatggacac  2280
	cagggaccca  gaggagagca  gggattaaca  ggaatgcctg  gtatcagagg  tcccccaggt  2340
	ccctcaggag  acccaggaaa  gccaggactt  actggtcccc  agggtcctca  aggtctgcct  2400
	ggaactcccg  gaagacccgg  aatcaaaggt  gaaccaggag  ccccaggaaa  aatcgttact  2460
	agtgaaggat  cttcaatgct  gactgtgcca  ggtccacctg  gtcctcctgg  agctatgggt  2520
	cctcccggtc  cccctggagc  acccggtcct  gcaggtcctg  ccggattacc  tggacatcag  2580
	gaagtcttaa  acctgcaagg  tccaccaggt  cctcctggtc  caagaggacc  ccctggtcct  2640
	tcaatccctg  gtccacctgg  acctagaggt  ccacccggag  agggacttcc  cggaccacca  2700
	ggacctcctg  gatcatttct  gtctaattct  gagacatttc  tttcaggacc  tcctggtcct  2760
	cccggaccac  ctggaccaaa  aggagatcag  ggaccacctg  gtcccagagg  acatcaagga  2820
	gagcagggtc  ttccaggttt  ctctacttct  ggatcatcat  catttggtct  taatcttcaa  2880
	ggtcctcctg  gacccccagg  accacaggga  cccaagggtg  acaagggaga  ccctggagtc  2940
	ccaggtgcac  tgggaatccc  ttcaggtcct  tcagaaggtg  gttcatcttc  aaccatgtat  3000
	gtgtctggac  ccccaggacc  tcccggacct  ccaggtcctc  ctggttcaat  ctcttcttct  3060
	ggtcaagaaa  ttcagcagta  tatttctgag  tacatgcaat  ctgactctat  tagaagttat  3120
	ttgtctggtg  tgcagggtcc  accaggtcct  ccaggtcccc  ctggaccagt  cactactatc  3180
	actggagaga  catttgatta  tagtgaatta  gcatcacacg  tcgtttctta  tctgagaact  3240
	tcaggttatg  gtgtttcatt  attttcctcc  tcaatctctt  cagaagacat  cttagccgta  3300
	ctgcagagag  atgatgtaag  acagtacctt  agacaatact  tgatgggtcc  aagaggacca  3360
	ccaggtccac  ccggtgcatc  aggagacgga  tcattattat  ctttggatta  cgctgaatta  3420
	tcatcaagaa  tccttagtta  catgtcctct  tctggtatct  ccataggtct  gcccggtcct  3480
	cctggtcctc  ccggacttcc  tggtacttct  tacgaagagc  ttctgtcact  tttaagagga  3540
	tctgagttta  gaggtatagt  tggtccccca  ggacctccag  gtcctccagg  tatcccaggt  3600
	aacgtgtggt  catctatctc  agttgaggat  ctttcatctt  atcttcacac  cgccggattg  3660
	tcctttatac  ctggtcctcc  aggaccccct  ggacctcctg  gacccagagg  tcctccagga  3720
	gtatccggtg  ctttagcaac  ttatgcagca  gaaaactccg  attcttttag  atcagaattg  3780
	atctcctacc  ttacttctcc  tgatgttaga  tcattcatcg  tcggacctcc  aggaccacct  3840
	ggacctcaag  gacctcctgg  agattcaaga  ttactgagta  cagatgcatc  acattcaaga  3900
	ggttcaagtt  cttcttctca  ctcctcttct  gttagaagag  gatcatcata  ttcatcaagt  3960
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	gctggtgaca  gaggacctta  tggtactgac  attggacctg  gtggaggtta  tggtgcagca  4080
	gcagaaggtg  gaatgtatgc  tggtaatgga  ggtttactgg  gagccgactt  tgccggagac  4140
	ctggactaca  acgagttagc  tgttagagtg  tcagagtcaa  tgcagagaca  aggattatta  4200
	cagggtatgg  cttatacagt  tcagggaccc  ccaggtcagc  caggtcctca  aggaccccct  4260
	ggtatttcaa  aagtcttctc  cgcttattct  aacgttactg  cagacctgat  ggatttcttc  4320
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	agaagtattg  ccgtcaagcc  tcaccatcac  catcatcact  aagcggccgc              4550
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