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<110> vaximm GmbH

<120> Novel MSLN targeting DNA vaccine for cancer immunotherapy
<130> 110154P885PC

<160> 2

<170> PatentIn version 3.5

<210> 1

<211> 630

<212> PRT

<213> Homo sapiens

<400> 1

Met Ala Leu Pro Thr Ala Arg Pro Leu Leu Gly Ser Cys Gly Thr Pro
1 5 10 15

Ala Leu Gly Ser Leu Leu Phe Leu Leu Phe Ser Leu Gly Trp val GIn
20 25 30

Pro Ser égg Thr Leu Ala Gly Ggu Thr Gly G1n Glu 21a Ala Pro Leu
4 5

Asp Gly val Leu Ala Asn Pro Pro Asn Ile Ser Ser Leu Ser Pro Arg
50 55 60

GIn Leu Leu Gly Phe Pro Cys Ala Glu val Ser Gly Leu Ser Thr ' glu
65 70 75 80

Arg val Arg Glu Leu Ala val Ala Leu Ala GIn Lys Asn val Lys Leu
85 920 95

Ser Thr Glu Gln Leu Arg Cys Leu Ala His Arg Leu Ser Glu Pro Pro
100 105 110

Glu Asp Leu Asp Ala Leu Pro Leu Asp Leu Leu Leu Phe Leu Asn Pro
115 120 125

Asp Ala Phe Ser Gly Pro Gln Ala Cys Thr Arg Phe Phe Ser Arg Ile
130 135 140

Thr Lys Ala Asn val Asp Leu Leu Pro Arg Gly Ala Pro Glu Arg GIn
145 150 155 160

Arg Leu Leu Pro Ala Ala Leu Ala Cys Trp Gly val Arg Gly Ser Leu
165 170 175

Leu Ser Glu Ala Asp val Arg Ala Leu Gly Gly Leu Ala Cys Asp Leu
180 185 190

pro Gly Arg Phe val Ala Glu Ser Ala Glu val Leu Leu Pro Arg Leu
195 200 205
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atggecttge

ctcetgttcece
acagggcagg
ctcteceectce
cgtgtccggg
ctgcgetgtce
gacctgctgce
ttcteccgcea
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gatgtgcggg
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Leu Tyr
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Pro

Ala
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sapiens

caacggctcg
tgctcttcag
aggctgegec

gccaactcct

agctggctgt.

tggctcaccg
tattcctcaa
tcacgaaggc
ctgcggctcet

ctctgggagg

tgctacccey

acccctgttg
cctcggatgyg
cctggacgga
tggcttcccg
ggccttggea
gctctctgag
cccagatgcg
caatgtggac
ggcctgctgg
cctggcttgce

gctggtgage

val

Leu Thr

gggtcctgtg
gtgcagccct
gtcctggeca
tgtgcggagg
cagaagaatg
cccececcgagg
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gacctgcctg

tgcccgggac
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605

val
620

Leu

ggacccccgce
cgaggaccct
acccacctaa
tgtccggect
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