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Figure 1: STEAP-1 SSH sequence of 436 nucleotides. {SEQ D NO: 1)

1 GTACAGCAAR RAAGAAACTG AGAAGCCCAA ACTGCTTTCT TETTAACATC CACTTATCCA
61 ACCRAATGTGG AAACTTCTTA TACTTEGTTC CATTATGAAG TTGGACAATT GCTECTATCA
121 CACCTGGCAG GTAAACCAAT GCCAAGAGAG TGATGGEAAAC CATTGEGCAAG ACTTTETTGA
181 TGACCAGGAT TGGAATTTTA TAAAAATATT GTTGATGGGA AGTTGCTAAN CGEGTGAATTA
241 CTPCCCTCACG ARGAGTGTAA AGAAARGTCA GAGATGCTAT AATAGCAGCT ATTTTAATTS
301 GCAAGTGCCA CTGTEGAAAG AGTTCCTATE TGTECTGAAG TTCTGAAGEE CAGTCARATT
3681 CATCAGCATG GGCTATTIGG TGCAAATGCA AAAGCACAGE TCTTTITAGC ATGCTGGTCT
421 CTCCCGETGETC CTTATG .
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Figure :
Figure 2A, The cDNA {SEQ 1D NO: 2) and amino acid sequence (SEQID NO: 3) of STEAP-1 v.1. The start
methionine is underfined. The open reading frame extends from nucleic acid 66-1085 including the stop codon.
1 ccgagactcacggtcaagctaaggcgaagagtgggtggctgaagccatactattttatag
1 M E 8 R KD I TN OQEUETULWU KMTZEKDPR

61 aattaATGGAAAGCAGAARAGACATCACAARCCAAGARGAACTITGGAAAATGAAGCCTA

20 R N L EEDD Y L H XD T GGE T S8 N L K
121 GEAGAAATTTACAAGAAGACGATTATTTGCATARGGACACGCCGAGAGACCAGCATGCTAA

40 R PV LLHELEOQTAEADTETFT DG CTP S
181 ABAGACCTATGCTTTTECATTITGCACCARACAGCUCATCCTEATGAATTTGACTGCCCTT

660 E L ©Q H#H T Q E L F P @Q WH L P I K I A A
241 CAGAACTTCAGCACACACAGGAACTCTTTCCACAGTGGCACTTGCCAATTAAAATAGCTG7

g T I A 5 L T F L Y ¥ L L R E V I H P L &
301 CTATTATAGCATCTCTGACTTTTCTTTACACTCTTCTGACGCARGTARTTCACCCTTTAG
100 T S H 0 0 ¥ F ¥ X I P £ L VvV I ¥ K V L P
361 CAACTTCCCATCAACAATATTTTTATAAAATTCCAATCCTEGTCATCAACARRGTCTTGL
120 M Vv & I T L L A L ¥ ¥ L P G V I A & I V
421 CARTGCTTTCCATCACTCICTIGGCATTECTT TACCTGCCAGETETGATACCAGCARTTG
140 ¢ L H N ¢ T K ¥ KX K F P H W L D X W M L
481 TCCAACTTCATAATGGAACCAAGTATAAGAAGTTTCCACATTGE T TGGATARGTGGATGT
16 T R K 0 F @ L L 8§ F F F A V L. H A I Y 8§
541 TAACAAGAAAGCAGTTTGEECTTCTCAGTTICT I TTTTGCTGTACTGCATGCAATTTATA
180 . 5 ¥ P M R R 8§ ¥ R Y K L L N W a2 Y 0 ©Q
601 GTCTATCTTACCCAATGAGGCCGATCCTACAGATACAAGTTGCTAAACTGGECATATCARC
200 V © QN K E D A W I EHDV WRMETIY
661 AGGTCCAACARAATAAAGARGATGCCTGGATTGAGCATGATGTTTGCAGAATGGAGATTT
220 V § L. ¢ I Vv 6 L A I L AL LAYV TS I P
721 ATETETCTCTECEAATTETEOCATTGRCAATACTGECTCTETTGECTETGACATCTATTC
240 S8 V 8 D 8 L T W R E F H Y I @ 8 X L G I
781 CATCTGTGAGTGACTCTTTGACATGAAGAGAATTTCACTATATTCAGAGCARGCTAGGAR
260 Vv & L L L @ T I H A L I F & W N X W I D
841 TTETTTCCCTTCTACTEGGCACARTACACGCATTGATTTTTGCCTEGEARTAAGTCGEATAG
280 I X @ P V W Y T P. P T F M I A V F L P I
901 ATATAAAACAATTTGTATGETATACACCTCCAACTTTTATGATAGCTGTTTTCCTTCCAR
300 ¥V VvV L I F K § I L F L P C L R KZEKZI L K
961 TTETTETCCTEATATTTARAAGCATACTATTCCTCCCATCCT TCAGCGAAGAAGATACTGA,
320 I R 5 @ W ED V T KINZKTETIGCS QL
1021 AGATTAGACATGETTGCGAAGACGTCACCAMAATTARCAAAACTGAGATATGTTCCCAGT
340 ¥
1081 TETAGaattactgtttacacacatttttgtteaataktgatatattttatcaccaacatt:

1141 teaagtttgtatttgttaataaaatgattacaaggaaaaaaaaaaanaaaaas

2179



WO 2005/113601 PCT/US2004/012625

Figure 2B. The ¢cDNA {SEQ ID NO: 4) and amino acid sequence (SEQ ID NO: 5} of STEAP-1 v.2. The start
methionine is underlined, The open reading frame extends from nucleic acid 96-872 including the stop codon,
1 ggggecegeacctetgggeagoageggeagecgagacteacggtcaagetaaggegaaga
1 M E 8 R KD I T N
61 gtgggtggctgaagocatactattttatagaattaATECGAAAGCAGRARRGACATCACAR
¢ O EE L W X M X P R R NL EEDDVY L H
121 ACCAAGAAGAACTTTGEGAARATGAAGCCTAGCAGAAATTTAGAAGAAGACGATIATTTGEC
30 K D T & BE T 8§ M L X R PV L L E L HOQ T
181 ATAAGGACACGGGAGAGRCCAGCATGCTARAAAGACCTGTGCTTTTGCATTTGCACCARA
50 A H A D E FF D C?P S EL OQHT QQEULF P
241 CAGCCCATGCTEATGAATTTGACTGCCCTTCAGAACTTCAGCACACACAGGARCTCTTTC
70 ¢ W H L P I K I A A I I &2 &8 L T F L Y T
301 CACAGTEECACTTGCCAATTAAAATAGCTGCTATTATAGCATCTCTGACTTTTCTTTACA
20 LT L R B ¥V I H P L A T 8 H Q Q0 ¥ F ¥ X I
361 CTOTTCTCAGAGAAGTAATTCACCCCTTAGCAACT TCCCATCARCAATATTTTTATAAAR
i10 P I L vV I ¥ K VvV L p M V §8 I T DL L A L V
421 TTCCAATCCTGGTCATCAACAAAGTCTTGCCAATGGTTTCCATCACTCTCTTGGCATTGG
130 Y L P ¢ V I A A I V @ L H N G T K Y K X
481  TTTACCTECCAGETETGATAGCAGCAAT TEGTCCAACTTCATAATGGAACCAAGTATAAGA
150 F P B W L D XK WMOULTT RIEKQV F ¢ L L 8 F
541 AGTTTCCACATTGGTTCGATAAGTEEATETTAACARGAAAGCAGTTTGEECTTCTCAGTT
170 F P A V L, # A2 I ¥ 8 L 8 ¥ P M R R .S ¥ R
501 TCTTTTPIECTETACTGCATGCARTTTATAGTCTEGTCTTACCCAATEAGELGATCCTACA
180 ¥ X L. L ¥ WwWa¥Y QgQQV Qg N KED A W I
661 GATACAAGTTGCTAAACTGEECATATCAACAGETCCAACARAATARACGARAGATEGCCTCGA
210 E' E D V WRMETI Y V 8L 6 I VvV & L A I
721 TTGAGCATGATGTTTGEAGAATAGAGATTTATETGTCTCTGGGARTTGTGGGATTGGCAR
230 L A L L. AV T S I P S V S P S L T WZR E
781 TACTERCTCTIGEPTECCTETCACATCTATTCCATCTCTGAGTGACTCTTTGACATACGAGAG
250 F H Y I Q VvV ¥ ¥ I *
841 AATTTCACTATATTCAGETAAATAATATATAAzataaccctaagaggtaaatettotttt
301 tgtgtttatgatatagaatatgttgactttaccccataaaaaataacaaatgtttttcaa
961 cagcaaagatcttatacttgttccaattaataatgtgctctcctgttgttttccctattg'
1021 cttctaattaggacaagtgtttoctagacataaataaaaggeattaaaatattetttgtt
1081 tttttttbtttghbttgtttgttetttgttigtitgtttgbtttttigagatgaagtetey
1141 ctectgtigeccatgetggagtacagtggcacgatceteggeteactgeaacctgegectoe
1201 tgggtteaggegattcotettgecteagectectgagtagetyggattacaggeacecate
1261 accatgtccagetaattttigtatttttagtagagacagggtttteccatgttggecagg
1321 ctggtctegatctoctgaceteaaatgatecgeccaccteggecteccaaagtgetggga
1381 tgacagttgtgagccaccacacteoagectgetetttetaatatttgaaacttgttagaca
1441 atttgctacccatctaatgtgatattitaggaatecaatatgeatggtttattatitett

1501 aaaazaaatatitcttttacctgtcacctgaatttagtaatgecttitatgttacacaact
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1561 tagcactttccagaaacaaaaactctctccttgaaataatagagtttttatctaccaaag
1621 atatgctagtgtctcatttcaaaggctgctttttccagcttacattttatatacttactc
1681 acttgaagtttcotaaatattettgtaattttaaaactatcteagatttactgaggtttat
1741 cttctggtggtagattatccataagaagagtgatgtgccagaatcactctgggatccttg
1801 tctgacaagattcaaaggactaaatttaattcagtcatgaacactgccaattaccgttta
1861 tgggtagacatctttggaaatttccacaaggtcagacattcgcaactatcccttctacat
1921 gtccacacgtatact5caacactttattaggcatctgattagtttggaaagtatgcctcc
1981 akctgaattagtccagtgtggettagagttggtacaacattetcacagaatttectaatt
2041 ttgtaggttcageotgataaccactggagttetttggtecteattaaatagetttottea
2101 cacattgctctgcctgttacacatatgatgaacactgctttttagacttcattaggaatt
2161 taggactgcatcttgacaactgagcctattctactatatgtacaatacctagcccataat
2221 aggtatacaatacacatttggtaaaactaattttcaaccaatgacatgtatttttcaact
2281 agtaacctagaaatgtttcacttaaaatctgagaacﬁggttacactacaagttaccttgg
2341 agattcatatatgaaaacgcaaacttagctatttgattgtattcactgggacttaagaat
2401 gcgcctgaataattgtgagttcgatttgttctggcaégctaatgaccatttccagtaaag
2461 tgaatagaggtcagaagtcgtataaaagaggtgttgtcagaacaccgttgagattacata
2821 ggtgaacaactatttttaagcaactttatttgtgtagtgacaaagcatcccaatgcaggc
2581 tgaaatgtttcatcacatctctggatctctctattttgtgcagaca;tgaaaaaattgtt
2641 catattatttcocatgttatcagaatatttgattititaaaaacataggecaagttoattc
2701 actteattattcatttatcaaaatcagagtgaatcacattagtegeoctteacaactgata
2761 aagatcactgaagtcaaattgatttttgctataatcttcaatctacctatatttaattga
2821 gaatctaaaatgtacaaatcattgtgttgattctgcagtgatcctgctataagtaagact
2881 cagtccctgattttaggtatcctétgaaaagcagaattaagacaaatacacaagagacaa
2941 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
3002 tttttgatcacctgccttcaaagaaaggctgtgaattttgttcacttagacagcttggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagcagaaagatgtgaa
3121 tggacattgttgagaaatgtgataggaaaacaatcatagataaaggatittecaagcaaca
3181 gagcatatccagatgaggtaggatgggataaactcttattgaaccaatcttcacéaattt
3241 tgtttttcttttgcagagcaagctaggaattgtttcccttctactgggcacaatacacgc
3301 attgatttttgcctggaataagtggatagatataaaacaatttgtatggtatacacctcc
3361 aacttttatgatagotgttttoctiocaattgttgtectgatatttaaaageatactatt
3421 cctgccatgcttggggaagaagatactgaagattagacatggttgggaagacgtcaccaa
3481 aattaacaaaactgagatatgticccagttgtagaattactgtttacacacatttttgtt
3541 caatattgatatattttatcaccaacatttcaagtttgtatttgttaataaaatgattat

3601 tcaaggaaaaaaaaaaaaasdaazaaa

Figure 2C. The cDNA (SEQID NO: 6) and amino acid sequence (SEQ ID NO: 7) of STEAP-1 v.3. The start
methionine is underlined. The open reading frame extends from nucleic acid 96-844 including the stop codon.
1 ggggcccgcacctctgggcagcagcggcagccgagactcacggtcaagctaaggcgaaga
i M B 8 R KD I TN

61 gtgggtggctgaagccatactattttatagaattaATGGAAAGCAGAAAAGACATCACAA

10 @ E E L W X M K P R R N L E E DD ¥ L H
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121 ACCAAGARGAACTTTGGARAATGAAGCCTAGGAGAAATT TAGAAGARGACGATTATTTIGC
a0 K D T @ BE T s ML K R P VL L HL EQ T
181 ATAAGGACACGEGAGAGACCAGCATGCTAAAAAGACCTGTACTTTTGCATTTIGCACCAAA
50 A HADEVF D CP S EL Q HT Q EL F P
241 CAGCCCATGCTGATGAATTTGACTGCCCTTCAGAACTTCAGCACACACAGGAACTCTTTC
70 Q W HLL P I ¥ I A A I I A S8 L T F L ¥ T
301 CACAGTGGCACTTGCCAATTAAAATAGCTGCTATTATAGCATCTCTGACTTTTCTTTACA
80 LT L R E VI ¥ P L AT S H Q Q Y F Y K I
361 CTCTTCTCAGGGAAGTAATTCACCCTTTAGCAACTTCCCATCARCAATATTTTTATARLA
110 » I Lh vV I ¥ XK Vv L P MV 8 I T L I A L V
421 TTCCAARTCCTEETCATCARCAARGTCTTECCAATGETTITCCATCACTCTCTTEGCATTGGE
130 Yy L. P ¢ VI A A I V Q L HNGT K Y K K
481 TTTACCTGCCAGETETCATAGCAGCAATTGTCCAACTTCATAATGGARCCAAGTATARGA
150 F P H W L D K ¥ M L, T R K@ F ¢ L L 8 F
541 AQTTTCCACATTRGETTGCATAAGTGGATETTAACAAGAAAGCAGTTTGEGCTTCTICAGTT
170 ¥ F A V L B A I Y 8 L 8§ Y P M R R S Y R
601 TCTTTTTIGCTGTACTGCATCCAATTTATAGTCTGTCTTACCCAATGAGECGATCCTACA
190 ¥ K L I NW A Y ©Q Q vV Qg 0 N K E D A W I
661 GATACAAGTTECTAAACTGCECATATCARCAGETCCAACARARTAAAGAAGATCGCCTGEGA
210 E H D V WRMEI YV 8L G I V G L A I
721 PTEAGCATGATGTTTECAGAATEGAGATTTATGTGTCTCTGEGAATTGTGGEATTGGCAR
230 . L A L L A V T 8 I 8 V 858 D &§ 1L T W PR E
781 TACTEGCTCTETTGECTETCACATCTATTCCATCTGTCAGTGACTCTITGACATGCGAGAG
250 ¥ B Y ¥ @ I T # K XK 8 b v P E S8 In W DP
841 AATTTCACTATATTCAGATTATCCATAAGAAGAGTGATGTGCCAGAATCACTCTCAGATC
270 ¢ L T R P K ¢ L N L I 9 8 *
901 CTTGTCTGACAAGATTCAAAGGACTAAATTTAATTCAGTCATGAacactgcpaattaccg
961 tttatgggtagavatctittggaaatitocacaagageaagetaggaattgtitoccttet
1021 -actgggeacaatacacgcattgatttttgectggaataagtggatagatataaaacaatt
1081 tgtatggtatacacctccaacttttatgatagetgttttcettecaattgttgtectgat
1141 atttaasagecatactattcctgecatgettgaggaagaagatactgaagattagacatygy
1201 ttgggaagacgtcaccaaaattaacaaaactgagatatgttececagttgtagaattactyg
1251 tttacacacatttttgttcaatattgatatattttatcaccaacatttecaagtttgtatt

1321 tgttaataaaatgattattcaaggasaaasaaaaaasaaananaa

-Figure 20. The cDNA (SEQ ID NO: 8} and amino acid sequence (SEQ D NO: 9) of STEAP-1 v.4, The start methionine
is underlined. The open reading frame extends from nuclele acid 96-872 including ihe stop cadon.

1 ggggeccgeacototgggeagcageggeagecgagacteacggtcaagetaaggegaaga

1 M B 8 R KD I T N

61 agtyggtyggetgaagocatactattttatagaattaATGGAAAGCAGARAAGACATCACAR

10 ¢ BE E L W X M K P R R NILZEZETDDZYTL H
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121 ACCAAGAAGAACTTTIGGAAAATGAAGCCTACGGAGAARTTTAGAAGARGACGATTATTTGC
30 ¥ DT ¢ ET S ML X R PV L L HL HQT
181 ATAARGGACACGGGAGAGACCAGCATGCTAARARGACCTGTGCTTTTGCATTTGCACCARA
50 A H A DUEVF D C?P S EL QQ ETQZEULF P
241 CAGCCCATGCTGATCAATTTGACTGCCCTTCAGAACTTCAGCACACACAGGARCTCTTTC
70 ¢ W H®H L P I K I A A I I A S L TFUL YT
301 CACAGTGECACTTGCCAATTAAAATAGCTGCTATTATAGCATCTCTGACTTITCTTTACA
S0 L L R EV I H P L A TS H QO Y F Y K I
361 CTCTTCTGAGGGAACTAATTCACCCCTTAGCAACTTCCCATCARCARTATTTITTATARRAR
110 P I L v I ¥ K VL P M VvV 8 I T L - A L V¥V
421 TTCCAAICCTGGTCATCAACAAAGTCTTGCCAATGGTTTCCATCACTCTCTTGGCATTGG
130 ¥y L P @ V I A A I V Q B HN T K Y K K
481'TTTACCTGCCAGGTGTGATAGCAGCAATTGTCCAACTTCATAATGGAACCAAGTATAAGA
150 F P H W L D K WM UL TR X QF G L L § L
541 AGTTTCCACATTGGTTGEATAAGTGEATETTAACAAGAARCCAGTTTEGGEGCTTCTCAGTT
170 F F A vV L H A I ¥ 8 L & Y P M R R 8 ¥ R
601 TETTTTTTCCTGTACTECATGCAATTTATAGTCTGTCTTACCCAATGAGGCEGATCCTACA
190 Yy X L L N W A Y Q@ V 0 g N KU ED-AWI
661 GATAQAAGTTGCTAAACTGGGCATATCAACAGGTCCAACAARATAAAGAAGATGCCTGGA
210 E H D VvV W RME I ¥ VvV S5 L G I V G L & T
721 TTUAGCATGATGTTTCEEAGAATCGGAGATTTATGTCTCTCTCGRAATTGTGEGATTGECAA
230 L A L L AV T 8 I P § V §D 8 L T W R E
781 TACTEGCTCTETTECCTETGACATCTATTCCATCTGTCAGTGACTCTTTIGACATGGAGAG
250 ¥ H Y I Q VvV N NI *
841 AATTTCACTATATTCAGGTAAATAATATATAAaataaccctaagaggtaaatcettetttt
801 tgtgtttatgatatagaatatgttgactttaccccataaaaaataacaaatgtttttcaa
961 cagcaaagatcttatacttattccaattaataatgtgetctectgttgttttecctatty
1021 cttotaattaggacaagtgtitcetagacataaataaaaggeattaaaatattetttgte
1081 tttttttttttgtttgtttgttttttgtttgttigtetgttttttitgagatgaagtetey
1341 ctctgttgcccatgctggagtacagtggcacgatctcggctcactgcaacctgcgcctcc
1201 tgggttcaggcgattctcttgcctcagcctcctgagtagctgggattacaggcacccatc
1261 accatgtccagcetaattttbgtatttttagtagagacagggtttteccatgttggecagg
1321 ctggtetegatctectgaceteaaatgateegeccaccteggectoccaaagtgctggga
1381 tgacagttgtgagccaccacactcagcctgctctttctaatatttgaaacttgttagaca
1441 atttgetacccatetaatgtgatattttaggastceaatatgeatggtttattatttett
1501 aaaaaaaatattcttttacctgteacctgaatttagtaatgecttttatgttacacaact
1561 tageactttecagaaacaaaaactetetecttgaaataatagagtitttatctaccaaag
1621 atatgctagtgteteatttcaaaggebgettittccagettacattttatatacttacte
1681 acttgaagtttcetaaatattcttgtaattttaaaactatetecagatttactgaggtttat
17471 cttctggtggtagattatccataagaagagtgatgtgccagaatcactctgggatccttg
1801 tctgacaagattcaaaggactaaatttaatteagtcatgaacactgecaatitacegttta

1861 tgggtagacatctttggaaatttgcacaaggtcagacattcgcaactatcccttctacat
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1921 gtccacacgtatactccaacactttattaggcatctgattagtttggaaagtatgcctcc
1981 atctgaattagtccagtgtggcttagagttggtacaacattctcacagaatttcctaatt
2041 ttgtaggttcagcctgataaccactggagttctttggtcctcattaaatagctttcttca
2101 cacattgctctgcctgttacacatatgatgaacactgctttttagacttcattaggaatt
2161 taggactgcatcttgacaactgagcctattctactatatgtacaatacctagcccataat
2221 aggtatacaatacacatttggtaaaactaattttcaaccaatgacatgtatttttcaact
2281 agtaacctagaaatgtttcacttaaaatctgagaactggttacactacaagttaccttgg
2341 agattcatatatgaaaacgcaaacttagctatttgattgtattcactgggacttaagaat
2401 gcgcctgaataattgtgagttcgatttgttctggcaggctaatgaccatttccagtaaag
2461 tgaatagaggtcagaagtcgtataaaagaggtgttgtcagaacaccgttgagattacata
2521 ggtgaacaactatttttaagcaactttatttgtgtagtgacaaagcatcccaatgcaggc
2581 tgaaatgtttcatcacatctctggatctctctattttgtgcagacattgaaaaaattgtt
2641 catattatttccatgttatcagaatatttgattttttaaaaacataggccaagttcattc
2701 actteattattcatttatcaaaatcagagtgaatcacattagtecgecttcacaactgata
2761 aagatcactgaagtcaaattgatttttgctataaﬁcttbaatctacctatatttaattga
2821 gaatctaaaatgtacaaatcattgtgttgattctgcagtgatcctgctataagtaagact
T 2881 cagtccctgattttaggtatcctgtghaaagcagaattaagacaaatacdc§agagacaa
2541 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
3001 tttttgatcacctgccttcaaagaaaggctgtgaattttgttcacttagacagcttggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagcagaaagatgtgaa
3121 tggacattgttgagaaatgtgataggaaaacaatcatagataaaggatttccaagcaaca
3181 éagcatatccagatgaggtaggatgggataaactcttattgaaccaatcttcaccaattt
3241 tgtttttcttttgcagagcaagctaggaattgtttcccttctactgggcacaatacacgc
3301 attgatttttgcctggaataagtggatagatataaaacaatttgtatggtatacacctcc
3361 aacttttatgatagctgttttccttccaattgttgtcctgatatttaaaagcatactatt
3421 cctgccatgcttgaggaagaagatactgaagattagacatggttgggaagacgtcaccaa
3481 aattaacaaaactgagatatgttcccagttgtagaattactgtttacacacatttttgtt
3541 caatattgatatattttatcaccaacatttcaagtttgtatttgttaataaaatgattat

3601 tcaaggaaaadaaaaaaasaaaaiaaa .

Figure 2E. The cDNA (SEQID NO: 10) and amino acid sequence (SEQ [D NO: 11) of STEAP-1 v.5. The
start methionine is underlined. The open reading frame extends from nucleic acid 96-872 including the stop codon.
1 ggggcccgcacctctgggcagcagcggcagccgagactcacggtcaagctaaggcgaaga
1 M E & R KD I T N
61 gtgggtggetgaageoatactattttatagaattalTGGAAAGCAGAAARGRCATCACAR
10 ¢ E E L W KM K P RRNILETETDDYTILEH
121 ACCAAGARGAACTTTGAAARATGAAGCCTAGGAGAAATTTAGAAGARGACGATTATTTGC
30 X D T ¢ BE T S M L XK R P V L L B L H QT
181 ATAAGGACACGGGAGAGACCAGCATGCTARAAAGACCTGTACTTTTGCATTTCCACCAAR
5 A H A DEF DCP S EBELQHTOQETLFP
241 CAGCCCATGCTEATGAATTTEACTECCCTTCAGAACTTCAGCACACACAGGAACTCTTTC
7 Q@ W H L P I XK I A A I I 328 LB TVF L YT
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301 CACAGTGECACTTACCAATTARAATAGCTGCTATTATAGCATCTCTGACTITICTTTACA
90 L I R E VvV I ®# P L A T 8 H Q ¢ Y F Y K I
351 CTCTTCTGAGGGAAGTAATTCACCCTTTAGCAACTTCCCATCAACAATATTTITATAAAA
110 P ¥ L v I N K V L P M VvV 8§ I T L L A L V
421 TPCCAATCCTGETCATCARCAAAGTCTTGCCAATGETTTCCATCACTCTCTTGECATTIGE
130 Yy L » ¢ V I A A I v ¢ L BHNGTI K Y KK
481 TTTACCTGCCAGGTGTGATAGCAGCAATTGTCCAACTTCATAATGGAACCAAGTATAAGA
i15¢ F P H W L D K WMULTZRI KU QU FGGLUL 8 F
541 AGTTTCCACATTGGTTGGATAAGTGEATGTTAACAAGARAGCAGTTIGRGCTTCTCAGTT
170 ¥ F A VvV L H A I ¥ S8 L 8 ¥ P M R R S ¥ R
601 TCTITTTTECTETACTGCATECAATTTATAGTCTGTCTTACCCAATGAGECEATCCTACA
190 v K L L N W a Y ¢ ¢ VvV Q ¢ ¥ K E D A W I
661 GATACAAGTTGCTAAACTGGCGCATATCAACAGGTCCAACAAAATAARGARGATGCCTGEA
210 E H D V W R M EBE I ¥ V 8 L ¢ I V ¢ L A I
721 TTEAGCATEATGTTTEEAGAATGEAGATTTATETETCTCTEGGART TGTGGGATTGGECAR,
230 L A L L AV T S I P 8 V 8D S L TWZR E
781 TACTEECTOTETICECTEGTGACATCTATTCCATCTETGAGTCACTCTTITGACATGGAGAG
250 F H Y I Q V N N I *
841 AATTTCACTATATTCAGETAAATAATATATAAAataaccctaagaggtaaatettetitt
901 tgtgtttatgatatagaatatgttgactttaccccataaaaaataacaaatgtttttcaa
%61 cagcaaagatcttatacttgttccaattaataatgtgctctcctgttgttftccctattg
1021 cttctaattaggacaagtgtttcctagacataaataaaaggcattaaaataftctttgtt
1081 tttttttttbtgbttgbttgtbtittgtttgtttgttigtttttttgagatgaagteteg
1140 ctctgttgcceatgctggagtacagtggcacgatctcggctcactgcaacctgcgcctcc
1201 tgggttcaggcgattctcttgcctcagcctcctgagtagctgggattacaggcacccatc
1261 adcatgtccagctaatttttgtatttttagtagagacagggttttcccatgttggccagg
1321 ctggtctogatetcctgaccteaaatgatocgeccaccteggecteceaaagtgetggga
1381 tgacagttgtgagccaccacéctcagcctgctctttctaatatttgaaacttgttagaca
| 1421 atttgctacccatctaatgtgatattttaggaatccaatatgcatggtttattatttctt
1501 aaaaaaaatattcttttécctgtcacctgaatttagtaatgccttttatgttacacaact_
1561 tagcactttccagaaacaaaaactctetcecttgaaataatagagtttitatcetaccaaag
1621 atatgctagtgtotcattteaaaggetgetttttoeagettacattttatatacttacte
1681 acttgaagtttctaaatattettgtaattttaaaactateteagatttactgaggtttat
1741 cttotggtggtagattatccataagaagagtgatgtgocagaateactetgggatecttg
1801 tctgacaagattcaaaggactaaatttaattcagtcatgaacactgccaattaccgttta
1861 tgggtagacatctttggaaatttccacaaggtcagacattcgcaactatcccttctacat
1921 gtccacacgtatactccaacactttattaggcatctgattagtttggaaagtatgcctcc
1981 atctgaattagtccagtgtggcttagagttggtacaacattctcacagaatttcctaatt
2041 ttgtaggttcagcctgataaccactggagttctttggtcctcattaaatagctttcttca
2101 cacattgctctgcctg?tacacatatgatgaacactgctttttagacttéattaggaatt
2161'taggactgcatcttgacaactgégcctattctactatatgtacaatacctagcccataat

2221 aggtatacaatacécatttggtaaaactaattttcaaccaatgacatgtatttttcaact
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2281 agtaacctagaaatgtttcacttaaaatctgagaactggttacactacaagttaccttgg
2341 agattcatatatgaaaacgcaaacttagctatttgattgtattcactgggacttaagaat
2401 gcgcctgaataattgtgagttcgatttgttctggcaggctaatgaccatttccagtaaag
2461 tgaatagaggtcagaagtcgtataaaagaggtgttgtcagaacaccgttgagattacata
2521 ggtgaacaactatttttaagcaactttatttgtgtagtgacaaagcatcccaatgéaggc
2581 tgaaatgtttcatcacatctctggatctctctattttgtgcagacattgaaaaaattgtt
2641 catattatttecatgttatcagastatttgattttttaaaaacataggecaagtteatte
2701 acttecattattcatttatcaaaatecagagtgaatcacattagtegecttecacaactgata
2761 aagatcactgaagtcaaattgatttttgctataatcttcaatctacctatatttaattga
2821 gaatctaaaatgtacaaatcattgtgttgattctgcagtgatcctgctataagtaagact
2881 cagtccctgattttaggtatcctgtgaaaagcagaattaagacaaatacacaagagacaa
2941 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
3001 tttttgatcacctgccttcaaagaaaggctgtgaattttgttcacttagacagcttggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagcagaaagatgtgaa
3121 tggacattgttgagaaatgtgataggaaaaqaatcatagataéaggatttccaagcaaca
3181 gagcatatccagatgaggtaggatgggataaactcttattgaaccaatcttcaccaattt
3241 tgtttttcttttgcagagcaagctaggaattgtttcccttctactgggcacaatacacgc
3301 attgatttttgcctggaatéagtggatagatataaaacaatttgtatggtatacacctcc
3361 aacttttatgatagctgtittecttcecaattgttgtoctgatatttaaaageatactatt
3421 cctgccatgcttgaggaagaagatactgaagattagacatggttgggaagacgtcaccaa
3481 aattaacaaaactgagatatgttcccagttgtagaattactgtttacacacatttttgtt
3541 caatattgatatattttatcaccaacattteaagttitgtatttgtiaataaaatgattalt

3601 tcaaggaaaaaaaaaaaadaaaaaaas

Figure 2F, The cDNA (SEQ ID. NO.: 12) and amino acid sequence (SEQ ID NO: 43} of STEAP-{ v.6. The start
methionine is underlined. The open reading frame extends from nucleic acid 96-872 including the stop codon.
1 ggggcacgcacctcégggcagcagcggcagccgagactcacggtcaagctaaggcgaaga
1 ' M E S R KDITN
6l gtgggtggctgaagccatactattttatagaattagggGAAAGCAGAAAAGACATCACAA
10 © E E L W K M K P R R N L E E DD Y L EH
121 ACCAAGARGAACTTTGGAARATGARGCCTAGGAGAAATTTAGARCGARGACGATTATTTGC
30 KDTGETSM.LKRPVLLHLHQT
181 ATAAGGACACGGGAGAGACCAGCATGCTARAAAGACCTETGCTTTTGCATTTGCACCAAA
50 A HA DEUVFDTCDPS EL QETOQEUDLFF
241 CAGCCCATECTGATGAATTTCGACTACCCTTCAGRACTTCAGCACACACAGEARCTCTTIC
70 O W H L P I K I A A I T A S L T F L ¥ T
301 CACAGTGGCACTTECCAATTAARATAGCTACTATTATAGCATCTICTGACTITTCTTTACA
%9 L L R E V I H P L A T 8 H QQ Q Y F.Y K I
361 CTCTTCTCAGRGARGTAATTCACCCCTTAGCAACTICCCATCAACARTATTTITATARRR
1190 p I L VvV I ¥ K vV L P MV S8 I TL L ALYV
421 TTCCAATCCTGETCATCAACAAAGTCTTCCCAATGETTTCCATCACTCTCTTGGCATTCE

13 Y L P 6 V I A A I V Q L H ¥ ¢ T K ¥ K K
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481 TTTACCTGCCAGGTGTGATAGCAGCAATTGTCCAACTTCATAATGGAACCAAGTATAAGA
150 ¥ P H WL P K WMUDLZLTRTXQQF ¢ L L S F
541 AGTTTCCACATTGGTTGGATAAGTGGATGTTAACAAGAAAGCAGTTTGGGCTTCTCAGTT
170 ¥ F AV L H A I ¥ S L 8 Y P M R R 8 Y R
601 TCTTTTTTGCTGTACTGCBTGCAATTTATAGTCTGTCTTACCCAATGAGGCGATCCTACA
190 ¥y K L L N W A Y Q g VvV ¢ Q N K E D A W I
661 GATACAAGTTGCTAAACTGGGCATATCAACAGGTCCAACAAAATAAAGAAGATGCCTGGA
210 E H D V WRMUE I ¥ V 8§ L ¢ I v & L A 1
721 TTGAGCATGATGTTTGGAGAATGGAGAITTAIGTGTCTCTGGGAATTGTGGGATTGGCAA
230 %+ A L L A vV T 8 I P S8 V B D 8§ L T W R E
781 TACTGGCTCTGTTGGCTGTGACATCTATTCCATCTGTGAGTGACTCTTTGACAEGGAGAG
250 F H ¥ I ¢ vV N § I *
841 AATTTCACTATATTCAGGTAAATAATATATAAaataaccctaagaggtaaatcttctttt
901 tgtgtttatgatatagaatatgttgactttaccccataaaaaataacaaatgtttttcaa
961 cagcaaagatcttatacttgttccaattaataatgtgctctcctgttgttttccctattg
10621 cttctaattaggacaagtgtttcctagacataaataaaaggcattaaaatattctttgtt
i081 ttttttgttttgtttgtttgttttttgtttgtttgtttgtttttttgagatgaagtctcg
1141 ctctgttgcccatgctggagtacagtggcacgatctcggctcactgcaacctgcgcctcc
1201 tgggttcaggcgattctcétgcctcagcctcctgagtagctgggattacaggcacccatc
1261 accatgtccagctaatttttgtatttttagtagégacagggttttcccatgttggccagg
1321 ctggtctcgatétcctgacctcaaatgatccgcccacctcggcctcccaaagtgctggga ‘
1381 tgagagttgtgagccaccacactCagcctgctctttctaatatttgaaacttgttagaca
14471 atttgctacccatctaatgtgatattttaggaatccaatatgcatggtttattatttctt
1501 aaaaaaaatattcttttacctgtcacﬁtgaatttagtaatgccttttatgttacacaact
1561 tagcactttccagaaacaaaaactctctccttgaaataétagagtttttatctaccaaag
1621 atatgctagtgtctcatttcaaaggctgctttttccagcttacattttatatacttactc
15681 acttéaagtttctaaatattcttgtaattttaaaactatctcagatttactgaggtttat
1743 cttctggtggtagattatccataagaagagtgatgtggcagaatcactctgggatccttg
1801 tctgacaagattcaaaggactaaatttaattqagtcatgaacactgccaattaccgttta
1861 tgggtagacatctttggaaatttccacaaggtcagacattcgcaactatcccttctacat
1921 gtccacacgtatactccaacactttattaggcatctgattagtttggaaagtatgcctcc
1981 atctgaattagtccagtgtggcttagagttggtacaacattctcacagaatttcctaatt
2041 ttgtaggttcagcctgataaccactggagttctttggtcctcattaaatagctttcttca
2101 cacattgctctgcctgttacacatatgatgaacactgctttttagacttcattaggaatt
2161 taggactgcatcttgacaactgagcctattctactatatgtacaatacctagcccataat
2221 aggtatacaatacacatttggtaaaactaattttcaaccaatgacatgtatttttcaact
2281 agtaacctagaaatgtttcacttaaaatctgagaactggttacactacaagttaccttgg
2341 agattcatatatgaaaacgcaaacttagctatttgattgtattcactgggacttaagaat
2401 gcgcctgaataattgtgagttcgatttgttctggcaggctaatgaccatttccagtaaag
2461 tgaatagaggtcagaagtcgtataaaagaggtgttgtcagaacaccgttgagattacata
2521 ggtgaacaactatttttaagcaactttatttgtgtagtgacaaagcatcccaatgcaggc

2581 tgaaatgtttcatcacatctctggatctctctattttgtgcagacattgaaaaaattgtt
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2641 catattatttccatgttatcagaata&ﬁtgattttttaaaaacataggccaagttcattc
2701 acttcattattcatttatcaaaatcagagtgaatcacattagtcgccttcacaactgata
276l aagatcactgaagtcaaattgatttttgctataatcttcaatctacctatatttaattga
2821 gaatctaaaatgtacaaatcattgtgttgattctgcagtgatcctgctataagtaagact
2881 cagtccctgattttaggtatcctgtgaaaagcagaattaagacaaatacacaagagacaa
2941 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
3001 tttttgatcacctgccttcaaagaaaggctgtgaattttgttcacttagacagcttggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagcagaaagatgtgaa
3121 tggacattgttgagaaatgtgataggaaaacaatcatagataaaggatttccaagcaaca
3181 gagcatatccagatgaggtaggatgggataaactcttattgaaccaatcttcaccaattt
3241 tgtttttgttttgcagagcaagctaggaattgtttcccttctactgggcacaatacacgc
3301 attgatttttgcctggaataagtggatagatataaaacaatttgtatggtatacacctcc
3361‘aacttttatgatagctgttttccttccaattgttgtcctgatatttaaaagcatactatt
3421 cctgccatgcttgaggaagaagatactgaagattagacatggttgggaagacgtcaccaa
3481 aattaacaaaactgagatatgttcccagttgtagaattactgtttacacacatttttgtt
35241 caatattgatatattttatcaccaacatttcaagtttgtatttgttaataaaatgattat

3601 tcaadgaaaaaaaadaaaadaa’aasaa

Figure 2G. The cDNA (SEQID NO: 14) and amino acid sequende (SEQID NO: 15) of STEAP-1 v.7. The start
methioning is underlined. The open reading frame extends from nucleic acid 96-872 including the stop godon,
1 ggggcccgcacctctgggcagcagcggcagccgagactcacggtcaagctaaggcgaaga
1 M E 8 R K D I T N
a1 gtgggtggctgaagccatactattttatagaattagggGAAAGCAGAAAAGACATCACAA
‘10 Q EE L WEXKMI XPUZRRHEN L E E DD Y L H
121 ACCAAGAAGAACTTTGGAAAATGAAGCCTAGGAGAAATTTAGAAGAAGACGATTATTTGC
30KDTGETSMLKRPVLLHLHQT
181 ATBAGGACACGGGAGAGACCAGCAIGCTAAAAAGACCTGTGCTTTTGCATTTGCACCAAA
50 A B ADET®T D C®P S B L Q HT ¢ B L F P
241 CAGCCCATGCTGATGAATTTGACTGCCCTTCAGAACTTCAGCACACACAGGAACTCTTTC
70 O W HTL P I K I & A I T A 5 L T F L Y T
301 CACAGTGGCACTTGCCAAETAAAATAGCTGCTATTATAGCATCTCTGACTTTTCTTTACA
90 1 L R E V I H P L & T &8 # Q@ Q ¥ F ¥ K I
361 CTCTTCTGAGGGAAGTAATTCACCCCTTAGCAACTTCCCATCAACAATATTTTTATAAAA
110 p T L V I N XK VL P M VS5 ITILDL A L V
421 TTCCAATCCTGGTCATCAACAAAGTCTTGCCAATGGTTTCCATCACTCTCTTGGCATTGG
130 v , P ¢ vV I A A I V QL H N G T K ¥ K K
481 TTTACCTGCCAGGTGTGAEAGCAGCAAITGTCCAACTTCATAATGGAACCAAGTATAAGA
150 F P §H W IL D K WML T RIEKQVF G L L 8 F
541 AGTTTCCACATTGGTTGGATAAGTGGATGTTAACAAGAABGCAGTTTGGGCTTCTCAGTT
170 F F A V L H A I ¥ 8 = 8 Y P M RR 5 Y R
601 TCTTTTTTGCTGTACTGCATGCAATTTATAGTCTGTCTTACCCAATGAGGCGATCCTACA
120 v ¥ L. L N W ayY Qe vV QN KED A W I
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661 GATACRAGTTGCTAAACTECEGCATATCAACAGGETCCAACARAATAARGARGATECCTEGR
210 E H P V WRME I ¥ V 8L GG I V @@L AT
721 TTGAGCATGATGTTTGGAGRAATEGAGATTTATGTETCTCTGEGAATTETECCATTAGCAR
230 L AL L AV TS I P S V S5 D8 L T W R E
781 TACTGECTCTGTIGECTGTGACATCTATTCCATCTGTCGAGTGACTCTTTGACATEGAGAG
250 F H Y I 0 V N N I *
841 AATTTCACTATATTCAGGTAAATAATATATAAaataaccctaagaggtaaatcttettit
901 tgtgtttatgatatagaatatgtigactttaccccataaaaaataacaaatgtttttcaa
961 cagcaaagatcttatacttgtitccaattaataatgtgctetectgtbgttitecctattg
1021 cttctaattaggacaagtgttboctagacataaataaaaggecattaaaatattettigtt
1081 tttttttttttgtttgtbtgttttttgttigtitgtttgttttttigagatgaagteteg
1141 ctctgttgeccatgotggagtacagtggeacgateteggeteactgeaacctgegectoe
1201 tgggttcaggcgattctettgecteagectectgagtagetgggattacaggeacecate
1261 accatgtccagetaatttttgtattittagtagagacagggttttoccatgttageocagg
1321 ctagtetcgatetectgaccteaaatgatecgeccaceteggectecocaaagtgetggga
1381 tgacagttgtgagecaccacacteagectgetetttetaatatttgaaactigttagaca
1441 atttgccacccatctaatgtgatattttaggaatcceatatgeatggtttattatttett
1501 aaaaaaaatattcttttacctgteacctgaatttagtaatgectittatgttacacaact
1561 tagcactttccagaaacaaaaactctetocttgaaataatagagtttttatetaccaaag
1621 atatgetagtgtctcocatttocaaaggetgeotttttecagettacattttatatacttacte
1681 acttgaagttfctaaatattcttgtaattttaaaactatctcagatttactgaggtttat
1741 cttetggtggtagattatecataagaagagtgatgtgecagaateactetagggatocttg
1801 tctgacaagattcaaaggactaaatttaattcagtecatgaacactgocaattacegttta
1861 tgggtagacatctttggaaatttecacaaggtcagacattegeaactateccttetacat
1821 gtccacacgtatactccaacactttattaggeatctgattagtttggasagtatgectee
1981 atctgaattagtecagtgtggettagagttggtacaacaticteacagaatittoctaatt
2041 ttgtaggttcagcctg;taaccactggagttctttggtcctcattaaatagctttcttca
2101 cacattgctctgecotgttacacatatgatgaacactgetttttagactteattaggaatt
2161 taggactgcatcttgacaactgagcctattcotactatatagtacaatacctageccataat
2221 aggtatacaatacacatttggtaaaactaattttcaaccaatgacatgtattttteaact
2281 agtaacctagaaatgtitcacttaaaatctgagaactggttacactacaagttaccttgg
2341 agattcatatatgaaaacgcaaacttagctatttgattgtatteactgggacttaagaat
2401 gcgectgaataattgtgagttegatttgtteotggeaggetaatgaccatttecagtasag
2461 tgaatagaggtcagaagtegtataaaagaggtgttgteagaacacegttgagattacata
2521 ggtgaacaactatttttaagcaactttatttygtgtagtgacaaagcatececaatgeagge
2581 tgaaatgtttcatcacatctetggatcetetetattttgtgeagacattgaasaaattgtt
2641 catattatttcocatgttatcagaatatttgattttttaaaaacataggecaagttcatte
2701 actteattattecatttatcaaaatcagagtgaatcacattagtegectteacaactgata
2761 aagatcactgaagtcaaattgatttttgetataatetteaatctacetatatttaattga
2B21 gaatctaaaatgtacaaatcattgtgttgattectgeagtgatcctgetataagtaagact
2881 cagteccetgattttaggtatectgtgaaaagcagaattaagacaaatacacaagagacaa

23241 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
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3001 tttttgatcacctgccttcaaagaaaggctgtgaattttgttcacttagacagcttggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagcagaaagatgtgaa
31231 tggacattgttgagaaatgtgataggaaaacaatcatagataaaggatttccaagcaaca
318% gagcatatccagatgaggtaggatgggataaactcttattgaagcaatcttcaccaattt
3241 tgtttttcttttgcagagcaagctaggaattgtttcccttctactgggcacaatacacgc
3301 attgatttttgcctggaataagtggatagatataaaacaatttgtatggtataca0ctcc
3361 aacttttatgatagctgttttccttccaattgttgtcctgatatttaaaagcatactatt
3421 cctgccatgcttgaggaagaagatactgaagattagacatggttgggaaéacgtcaccaa
3481 aattaacaaaactgagatatgttcccagttgtagaattactgtttacacacatttttgtt
3541 caatattgatatattttatcaccaacatttcaagtttgtatttgttaataaaatgattat

3601 tcaaggaaaaaaaaaaaaaaaanaaas

Flgure 2H. The cDNA (SEQ ID NO: 16} and amino acid sequence {SEQ ID NO: 17) of STEAP-1 v.8. The star{
methioning is underlined. The open reading frame extends from nucleic acid 96-872 including the stop codon.

1 ggggcccgcacctctgggcagcagcggcagccgagactcacggtcaagctaaggcgaaga
1 M E 8§ R KD T T N
61 gtgggtggctgaagccatactattttatagaattag;gGAAAGCAGAAAAGACATCACAA
10 9 FE E L W XK MK PRRNTIELTETETDTDTYZLH
121 ACCAAGAACAACTTTGCAARATGAAGCCTAGGAGARATTTAGAAGRAGACCATTATTTGC
3y X D T ¢ E T 8 M L K R P VI L EL H QT
181 ATAACGACACGGGAGAGACCAGCATGCTARAAAGACCTATGCTITIGCATTTGCACCARA
56 A H A D E F D CP S BL QHT QETDLF P
241 CAGCCCATGCTEATGAATTTGACTGCCCTTCAGARCTTCAGCACACACAGEAACTCTTIC
70 ¢ W H L P I XK' A A I I A S8 L TVF L Y T
301 CACAGTGCCACTTECCARTTAAAATAGCTACTATTATAGCATCTCTIGACTTTTCTTTACA
%0 L L R E V I HE P L AT S HQ Q Y F ¥ K I
361 CTCTTCTGAGGEAAGTAATTCACCCCTTAGCAACTTCCCATCAACAATATTTTTATAARA.
126 P I L-¥ I N K vV L P M VvV § I T L L A L V¥
421 TTCCBATCCTEETCATCAACARAGTCTTGCCARTGETTTCCATCACTCTCTTAGCATTER
3¢ ¥ L P @ V I A A I VvV ¢ L H N G T XK ¥ K K
481 TTTACCTGCCAGETGTGATACCAGCARATTGTCCARCTTCATAATGGAACCARGTATARGA
is6 ¥ P HE W L D K W M L T R X @ F 6 L L § F
541 AGTTTCCACATTGGTT;%GATAAGTGGATGTTAACAAGAAAGCAGTTTGGGCTTCTCAGTT
170 F FA VL HEATIGYSL S Y PMZRERTSZYR
601 TCTTTTITGCTETACTGCATOCAATTTATAGTCTCTCTTACCCAATGAGGCGATCCTACA
190 YKLLNWAYQQVQQNK‘EDAWI
651 GATACAACTTGCTAAACTGEGUATATCARCAGETCCAACARAAATAAAGRAGATGCCTEGA
210 ® HE D V W R M E T ¥ V 8 L ¢ I VvV 6 L A I
721 PTGAGCATGATGTTTGEAGAATGEAGATTTATGTGTCTCTGGEAATTCTCEGATTGGCAA
230 L A L L A V T 8 I P 8 ¥V 8 D 8§ L T W R B
781 TACTGGCTCTETTGECTETGACATCTATTCCATCTETGAGTGACTCTTTGACATGEAGAG

250 F H ¥ I Q VvV N B I *
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841 AAETTCACTATATTCAGGTAAATAATAEATAAaataaccctaagaggtaaatcttctttt

501 tgtgtttatgatatagaatatgttgactttaccccataaaaaataacaaatgtttttcaa
851 cagcaaagatcttatacttgttccaattaataatgtgctctcctgttgttttccctattg
1021 cttctaattaggacaagtgtttcctagacataaataaaaggcattaaaatattctttgtt
1081 tttttttttttgtttgtttgttttttgtttgtttgtttgtttttttgagatgaagtctcg
1lal ctctgttgcccatgctggagtacagtggcacgatctcggctcactgcaacctgcgcctcc
1201 tgggttcaggcgattctcttgcctcagcctcctgagtagctgggattacaggcacccatc
1261 accatgtccagctaatttttgtatttttagtagagacagggttttcccatgttggccagg
1321 ctggtctcgatctcctgacctcaaatgatccgcccacctcggcctcccaaagtgctggga
1381 tgacagttgtgagccaccacactcagcctgctctttctaatatttgaaacttgttagaca
1441 atttgctacccatctaatgtgatattttaggaatccaatatgcatggtttattatttctt
1501 aaaaaaaatattcttttacctgtcacctgaatttagtaatgccttttatgttacacaact-
1561 tagcactttcaagaaacaaaaactctctccttgaaataatagagtttttatctaccaaag
1621 tfatgctagtgtctcatttcaaaggctgctttttccagcttacattttatatacttactc
1681 acttgaagtttctaaatattcttgtaattttaaaactatctcagatttactgaggtttat
1741 cttctggtggtagattatccataagaagagtgatgtgccagaatcactctgggatccttg
1801 tctgacaagattcaaaggéctaaatttaattcagtcatgaacactgccaattaccgttta
186l tgggtagacatctttggaaatttccacaaggtcagacattcgcaactatcccttctacat
1921 gtccacacétatactccaacactttattaggcatctgattagtttggaaagtatgcctcé
1981 atctgaattagtccagtgtggqttagagttggtacaacattctcacagaatttcctaatt
2041 ttgtaggttcagcctgataaccactggagttctttggtcctcattaaatagctttcttca
2101 cacattgptctgcctgttacacatatgatgaacactgctttttagacttcattaggaatt
2161 taggactgcatcttgacaactgagcctattctactatatgtacaatacctagcccataat
2221 aggtatacaatacacatttggtaéaactaattttcaaccaatgacatgtatttttcaact
2281 agtaacctagaaatgtttcacttaaaatctgagaactggttacactacaagttaccttgg
2341 agattcatatatgaaaacgcaaacttagctatttgattgtgttcactgggacttaagaat
2401 gcgcctgaataattgtgagttcgatttgtt¢tggcaggctaﬁtgaccatttccagtaaag
2461 tgaatagaggtcagaagtcgtataaaagaggtgttgtcagaacaccgttgagattacata
2521 ggtgaacaactatttttaagcaactttatttgtgtagtgacaaagcatcccaatgcaggc
2581 tgaaatgtttcatcacatctctggatctctctattttgtgcagacattgaaaaaattgtt
2641 catattatttccatgttatcagaatatttgattttttaaaaacataggcéaagttcattc
2701 actteattatteatttatcaaaatoagagtgastcacattagtegectteacaactgata
2761 aagétcactgaagtcaaattgatttttgctaﬁaatcttqaatctacctatatttaattga
2821 gaatctaaaatgtacaaatcattgtgttgattctgcagtgatcctgctataagtaagact
2881 cagtccctgattttaggtatcctgtgaaaagcagaattaagacaaatacacaagagacaa
2941 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
3001 tttttgatcacctgccttcaaagaaaégctgtgaattttgttcacttagacagcttggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagcagaaagatgtgaa
3121 tggacattgttgagaaatgtgataggaaaacaatcatagataaaggatttccaagcaaca
3isl gagcatatccagatgaggtaggatgggataaactcttattgaaccaaf&ttcaccaattt
3241 tgtttttcttttgdagagcaagctaggaattgtttcccttctactgggcacaatacacgc

3301 attgatttttgcdtggaataagtggatagatataaaacaatttgtatggtatacacctcc
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3361
3421
3481
3541
3641

aacttttatgatagetgttttocttecaattgttgtectgatatttaaaageatactatt
cctgcoatgettgaggaagaagatactgaagattagacatggttgggaagacgtecaceaa
aattaacaaaactgagatatgttccecagttgtagaattactgtttacacacatttttgtt
caatattgatatattttatecaccaacatttoaagtttgtattitgttaatasaatgatiat

tcaaggaaaaaaaaaaasaaaaaaaaa

Figure 21 The ¢DNA (SEQ ID NO: 18) and amino acid sequence (SEQ ID NO: 18) of STEAP-1 v.5.
methionine is underlined. The open reading frame extends from nuclelc acid 96-872 including the stop codon.

1

1
61
10
121
30
181
50
241
70
301
20

361 .

110
421
130

481

150
541
170
601
120
661
210
721
230
781
250
841
o0l
261
1021
1081
114%

agggeccgeacctetgggeagoageggoageegagacteacggbeaagetaaggegaaga
M BE 82 R KD I TN
gtgggtggctgaagccatactattttatagaattaéggﬁAAAGCAGAAAAGACATCACAA
O EE L W EKMI KUPZRZRDNTULEZETDDTYDL H
ACCAAGRAGRACTT TGCARAATGAAGCCTAGGAGARATTTAGARGARGACGATTATTTGC
¥ DT G E T MM L XK RP YV L L HL B QT
ATAACGGACACGEGAGAGACCAGCATGCTAAAAAGACCTGTGCTTTTGCATTTGCACCAAA
AL H A D EF D CP S EL Q@ HTQQETDL F P
CAGCCCATGCTEATEGAATTTGACTGCCCTTCAGAACT TCAGCACACACAGEARCTCTTTC
Q0 W ¥ L P I XK I A A I I A S L T PF L ¥ T
CACAGRTERCACTTGCCAATTARRATAGCTGCTATTATAGCATCTCTGACTTTTCTITACA
L, L R E vV I # P L A T &S H Q Q Y F ¥ K T
CTCTTCTGAGEEARGTAATTCACCCCTTAGCAACTTCCCATCAACAATATTTTTATAARA
r ¥ L VI ¥ KV L P MV §$§ I T L L & L V
TTCCAATCCTGOTCATCARCAANGTCTTGCCAATGETTTCCATCACTCTCTTGGCATTCS
Yy L P @ v I A A.I Vv QL HN G T K ¥ K K
T ACCTECCACGTETCATAGCAGCAATTGTCCARCTPCATARTGGAACCARGTATAAGA
F P H WL D KWMULTRIEKGQPF GG L L 8 F
ACTTTCCACATTGET TCCATARGTGEATCT TAACAAGAARGCAGTTTGEGGCTTCTCAGTT
F FA VL HATTYS DL S Y PMUBRIRTSE YR
TCTTTTPTTGCTETACTGCATECAATTTATAGTCTGTCTTACCCAATGAGGCGATCCTACA
¥y ¥ L, L ¥ W A ¥ @ 0 V QQ ¢ N K E D A W I
GATACAAGTTECTAARCTEOGCATATCARCAGGTCCARCARAATARAGARGATGCCTGOGEA
E E D VW RMETI Y VvV 8§ LT G I VG L & I
TrEAGCATGATGTTTGGAGAATEAAGATITATGTETCTCTEGCAATTGTGEEGATTGGCAA
L A L L AV T S8 I P 8 V 8D S L T WR E
TACTGACTCTE T TGO TETGACATCTATTCCATCTATGAGTCACTCTITGACATAGAGAC
F H Y I ¢ VvV N N I *
ARTTTCACTATATTCAGETAAATARATATATARAaataaccctaagaggtaaatettottel
tgtgtttatgatatagaatatgttgactttaccccataaaaaataacaaatgtttticaa
cagcaaagatcttatacttgttccaattaataatgtgctctcctgttgttttccctattg
cttctaattaggacaagtgtttcctagacataaataaaaggcattaaaatattctt_tgtt
tttttttttttgtttgtttgttttttgtttgtttgtttgtttttttgagatgaagtctcg
ctctgttgecoatgetggagtacagtbggcacgatetogget cactgoaacetgegectee
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1201 tgggttcaggcgattcetettgeeteagectectgagtagetgggattacaggeaceoecate
1261 accatgtccagctaatttttgtatttttagtagagacagggtiticceatgttggecagg
1321 ctggtetegatctectgacetcaaatgatecgeecaccteggoocteecaaagtgeotggga
1381 tgacagttgtgagccaccacactcagectygctetttoctaatatttgaaacttgttagaca
1441 atttgctacccatctaatgbgatattttaggaatecaatatgeatggtitattatttett
1501 amasaaaatattcttttacctgtcacctgaatttagtaatgecttttatgttacacaact
1561 tagcactticcagaaacaaaaacteteteocttgaaataatagagtttttatetaccaaag
1621 atattctagtgtcteattteaaaggetgettttteocagettacattttatatacttacte
1681 acttgaagtttctaaatattetigtaattttaaaactateteagatttactgaggttiat
1741 cttetggtggtagattatecataagaagagtgatgbgcocagaateactetgggateoettg
1801 tétgacaagattcaaaggactaaatttaattcagtcatgaacactgccaattaccgttta
1861 tgggtagaéatctttggaaatttccacaaggtcagacattcgcaactatcccttctacat
1921 gtccacacgtatactcocaacactitattaggeatetgattagtttggaaagtatgectee
1881 atctgaattagtccagtgtggcttagagttggtacaécattctcacagaatttcctaatt
2041 ttgtaggttcagcctgataaccactggagttottitggtecteattaaatagetttettea
2101 cacattgctctgectgttacacatatgatgaacactgetttttagactteattaggaatt
2161 taggactgcatcttgacaactgageetattctactatatgtacaatacctageceataat
2221 aggtatacaatacacattiggtaaaactaattttcaaccaatgacatgtattttteaact
2281 agtaacctagaaatgttteacttaaaatotgagaactggttacactacaagttaccttgg
2341 agattcatatatgaaaacgcaaacttagetatttgattqgtattecactgggacttaagaat
2401 gegectgaataattgtgagttogatttgttctggeaggctaatgaceatitecagtaaag
. 2461 tgaatagaggtbcagaagtogtataaaagaggtgttgtcagaacacogttgagattacata
2521 ggtgaacaactatttttaagcaactttatttgtgtagtgacaaageatccceaatgeagge

2581 tgaaatgttitecatcacatctectggatctetctattttgtgeagacattgaaaaaattgtt ?
2641 catattatttccatgttatcaéaatatttgattttttaaaaacataggccaagttcattc i
2701 actbecattatbcatttatcaaaatcagagtgaatcacattagtegecttcacaactgata

2781 aagatcactgaagtcaaatﬁgatttttgctataatcttcaatctacctatatttaattga

2821 gaatctaazatgtacaaatcattgtgttgattctgeagtgatecetgetataagtaagact

2881 cagtcectgattttaggtatcoctgtgaaaageagaattaagacaaatacacaagagacaa

2941 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag

3001 tttttgatcacctgectteaaagaaaggetgtgaattttgtteacttagacagettagag

3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagcagaaagdtgtgaa

3121 tggacattgttgagaaatgbtgataggaaaacaatcatagatazaggatttcecaageaaca

3181 gagcatatcecagatgaggtaggatgggataaactettattgaaccaatettcaccaattt

§241 tgtttttetttigeagagoaagetaggaattgtttecottotactgggeacaatacacge

3301 attgatttttgcctggaataagtggatagatataaaacaatttgtatggtatacacetee

33el aacttttatgatagetgttttecttccaatbgttgtectgatatttaaaageatactatt

3421 cetgecatgettgaggaagaagatactgaagattagacatggttgggaagacgtcaceaa

3481 aattaacaaaactgagatatgttcccagftgtagaattactgtttacacacatttttgtt

3541 caatattgatatattttatcaccaacattteaagtttgtatttgttaatasaatgattat

3601 tcaaggaaaaaaaaaaaazaaaaaaaa
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Figure 2J. The ¢DNA (SEQ ID NO: 20) and amino acid sequence (SEQ ID NO.: 2%) of STEAP-1 v.10. The start
methionine is underlined, The open reading frame extends from nucleic acid 96-872 including the stop codon.
1 ggggecegeacetetygggeageageggcagecgagactcacggtecaagetaaggegaaga
1 M E S R K D I T N
61 gtgggtggctgaagecatactattttatagaattaATGGARARGCAGAARAGACATCACAA
10 ¢ BEE L W XK M X P RRDNDLZEZ EDUD Y L H
121 ACCAAGAAGAACTTTGGAAAATGAACCCTAGCAGARATTTAGAAGAAGACGEATTATTTEC
30 X p TG ET 8 ML KR PV L L H L H Q@ T
181 ATAAGGACACGGEACGACACCAGCATCCTAARARGACCTETCCTTTTGCATTTGCACCARA
50 A H A D E F D C P S8 E L Q HT Q E L F P
241 CAGCCCATGCTGATGAATTIGACTGCCCTTCAGAACTTCACGCACACACAGEAACTOTTTC
70 O W HUL P I K I AAIZI I ASTLT T VF UL Y T
301 CACAGTGGCACTTGCCAATTAARATAGCTGCTATTATAGCATCTCTGACTTTTCTTTACA
20 L L R E V I HP L AT S HOOQTUTYT F Y K I
361 . CTCITCTGAGGGAAGTAATTCACCCCTTAGCAACTTCCCATCAACAATATTTTTATAAARD
110 r ¥r L v I ¥ ¥ v L P M Vv §8 ¥ T L L A L V
421 TTCCAATCCTEGTCATCAACAAAGTCITGCCAATGGTTITCCATCACTCTCTTGGCATTEG
130 Y L P ¢ VI A ATI VQ L H N G T K Y K K
481 TTTACCTGCCAGGTGTGATAGCAGCAATTGTCCAACTTCATAATGGAACCAAGTATAAGA.
A50 F P H WL D XK WMUL T R KOQ F @ L L 8 F
541 AGTTTCCACATTGGTICEGATARGTGEATETTAACARGRAAGCAGTTTGEGECTTCTCAGTT
170 F F &a VvV L # A I ¥ &8 L 8§ ¥ P M R R 8 ¥ R
601 TCTTTTTTGCTGTACTGCATGCAATTTATAGTCTGTCTTACCCAATEAGBCGATCCTACA
180 Yy KL L N W A Y Q0 Q 'V 0 Q0 N K E. D A W I
661 GATACARGTTGCTAARCTGGGCATATCAACAGGTCCAACARAATAAAGAAGATAECCTEEA
210 E B DV WERMUEI YV 8 L 6 I V 6L & I
721 TTGAGCATGATGTTICGAGAATGGAGATTTATCTGTCTCTGGEAATTETECGATTHGECAA
230 L A L L AV TS ¥ P §8 V 853 D 8 L T W ZR B
781 TACTGGCTCTGTTEGGCTEGTGACATCTAT TCCATCTGTGAGTEGACTCTTTGACATEGAGAG
250 F H Y I QO V N N I *
841 AATTTICACTATATTCAGGTARAATAATATATAAaataaccctaagaggtaaatettetttt
901 tgtgtttatgatatagaatatgttgactttaccccataaasaataacaaatgtttttcaa
961 cagcaaagatcttatacttgttccaattaataatgtgetectectgttgttttecetattg
1021 cttetaattaggacaagtgtttectagacataaataaaaggeattaaaatattetttgtt
1081 ttttttttittgtttgtttgtttttigtttgtttgtitgttttttigagatgaagtcteg
1141 ctetgttgeccatgetggagtacagtggeacgatcteggetecactgeaacctgagecteo
1201 tgggttceaggegattetoettgocteagectoctgagtagetaggattacaggeacecate
1261 accatgtccagetaatttttgtattttitagtagagacagggttttceecatgtiggecaay
1321 ctggtctegatctectgaccteaaatgatcegeecaccteggectoccaaagtgetygga
1351 tgacagttgtgagecaceacacteageetgetctttotaatatttgaaacttgttagaca
1441 atttgctacccatctaatgtgatattttaggaateccaatatgeatggtttattatttott
1501 aaaaaaaatattcttttacctgtcacctgaatttagtaatgecttttatgttacacaact
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1561 tagceactitccagaaacaaaaactetcetocttgaaataatagagtitttatetaccaaag
1621 atatgetagtgtcteattteaaaggetgetttttocagettacattttatatacttacte
1681 acttgaagtttctaaatattcttgtaattttaaaaatatectcagatttactgaggtttat
1741 cttctggtggtagattatccataagaagagtgatgtgocagaateactetgggatectty
1801 tctgacaagattceaaaggactaaatttaattcagtecatgaacactgecaattacegttta
1861 tgggtagacatctttggaaatttccacaaggteagacattegeaactateccttctacat
1921 gtecacacgtatactecaacactttat taggcatctgattagtttanaagtatgcctcc
1981 atctgaattagtccagtgtggcttagagttggtacaacattthacagaqtttcctaatt
2041 ttgtaggttcagectgataaccactggagttetttggteocteattaaatagetttottea
2101 cacattgetctgectgttacacatatgatgaacactgetttttagactieattaggaatt
2161 taggactgcatcttgacaactgagectattctactatatgtacaatacctageccataat
2221 aggtatacaatacacatttggtaaaactaattttcaaccaatgacatgtatttttcaact
2281 agtaacctagaaatgtttcacttaaaatetgagaactggttacactacaagttaccettgya
2341 agattcatatatgaaaacgcaaacttagctatttgattgtattcactgggactfaagaat
2401 gcgcctgaataattgbgagttegatttgbtotggeaggetaatgaceatttecagtaaag
2461 tgaatagaggtcagaagtcogtataaaagaggtgttgtcagaacaccgttgagattacata
2521 ggtgaacaactatttttaageaactttatttgtgtagtgacaaagecatcocaatgcagge
2581 tgaaatgtttcatecacatetcbggatetetotatttigtacagacattgaaaaaatitgtt
2641l catattatttocatgttatcagaatatttgattttttaaaaacataggecaagtteatte
- 2701 acttcattatteatttatcaaaatcagagtgaatcacattagtegectteacaactgata
2761 aagatcactgaagtcaaattgatttttgetataatettcaatctacctatatttaattga
2821 gaatctaaaatgtacaaatcattgtgttgatictgeagtgatecetgetataagtaagact
2881 cagtccetgattittaggtatcctgtgaaaagecagaattaagacaaatacacaagagacaa
2341 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
3001 ttttitgatcacctgectteaaagaaaggetgtgaattttgticacttagacagettggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagcagaaagatgtgaa
3121 tggacattgttgagaaatgtgataggaaaacéatcatagataaaggatttccaagcaaca
3181 gagcatatceagatgaggtaggatgggataaactcttattgaaccaatctteaccaattt
3241 tgtttttetttitgeagagcaagcotaggaattgttteoccttetactgggeacaatacacge
1301 attgatttttgoetggaataagtggatagatataaaacaattbgtatggtatacaccetec
3361 aacttttatgatagctgttttecttccoaattgtigtectgatatttaaaageatactatt
3421 cctgcecatgettgaggaagaagatactgaagattagacatggttaggaagacgteaccaa
348i aattaacaaaactgagatatgttcecagttgtagaattactgtttacacacattttigtt
3541 caatattgatatattttatcaccaacattteaagtttgtatttgttaataaaatgattat

3601 tcaaggaaaaaaaaaaaaaaaaaaaaa

Figura 2K. The ¢cDNA (SEQ 1D NO; 22) and amino acid sequence (SEQ ID NO: 23) of STEAP-1 v.11. The start
methionine is underlined. The open reading frame extends from nucleic acld 96-872 including the stop codon.

1 ggggcecgeacctotgggeageageggecagoecgagactcacggteaagetaaggegaaga
i M E 8 R KD I TN

61 gtgggtggctgaagoecatactatitttatagaattaATGEGAMAGCAGARAAGACATCACAR
ig Q E EL W XK M K P RRNUILEEDUDY L H
18/79
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121 ACCAAGARGAACTTTGGAAAATGAAGCCTACGAGARATTTAGAAGARGACEATTATTTIGC
30 X p T 6 ET s ¥ L XK R P VL L HL B QT
181 ATAAGCGACACGGGAGAGACCAGCATECTARARRAGACCTETGCTTITGCATTTGCACCAAR
50 A H A D EVPFPF D CP S8 E L Q HTQQEBETULF P
241 CAGCCCATGCTEATGAATTTGACTECCCTTCAGAACTTCAGCACACACAGGARCTCTTIC
70 ¢ W H L P I K I A A I I A 8 L TPF L ¥ T
301 CACAGTGCGCACTTGCCAATTAAAATAGCTEGCTATTATAGCATCTCTCACTTTTCTTTACA
a0 L L R BE V I H P L AT S HQ Q Y F Y K I
361 CTCTTCTGAGGEARGTAATTCACCCCTTAGCAACTTCCCATCAACAATATTTTTATARRA
iio P I . v I N XK v L P M v 8 I T L L A L V
421 TTCCAATCOTGETCATCARCARAGTCTTGCCAATGGTTTICCATCACTCTCITGGCATIGE
130 Y h P @ V I A AT V QL HEHNGTK Y K K
481 TTTACCTGCCAGETATGATAGCACGCAATTGTCCAACTTCATAATGGARCCAACTATARGA
150 F P H W L D K WM L TU®RI KOGQUPFGL L 8 F
541 AGTTTCCACATTGGTTGEATAAGTCEATHITAACARGAARGCAGTTTGGECTTCTCAGTT
170 ¥F F A V L B A I Y &8 L 8 ¥ P M R R S5 ¥ R
601 TCTTTTITIGCTETACTGCATGCAATTTATAGTCTETCTTACCCAATGACGCGATCCTACA
190 ¥y X L L N WA Y QQ Q V Q @ ¥ K ED A W I
661 GATACAAGTTGECTARAACTGEGCATATCAACAGETCCAACAARAATAAAGRAGATGCCTGCA
210 E H D V WRMETI Y V 8L G I V G L A I
721 TTGAGCATGATCTTTCGACGRATGCAGATTTATETGTCTCTCGEAATTETAGGATTGACAA
230 L A L L A VvV T & I P 8 VvV 58 D 8 L T W R E
9781 TACTEECTCTETTGGCTGTEACATCTATTCCATCTGTGAGTCGACTCTTTGACATGGAGRE
250 F H Y I @ VvV N N I ¥
841 AATTTCACTATATTCAGCTAAATAATATATARaataaccctaagaggtaaatettetttt
201 tgtgtttatgatatagaatatgttgactttaccccataaaaaataacaaétgtttttcaa
261 cagcaaagatcttatacttgttccaattaataatgtgctctcctgttgttttcéctattg
1021 cttetaattaggacaagtgtttoctagacataaataaaaggcattaaaatattettigtt
1081 tttitttttttghbttgtttgttttttgtttgtttgtttgtttttttgagatgaagteteg
1i41 ctctgttgcccatgctggagﬁacagtggcacgatctcggctcactgcaacctgcgcctcc
1201 tgggttcaggcgattctettgecteagectectgagtagetgggattacaggecacecate
1261 accatgtecagetaatttttgtatttttagtagagacagggttttcceatgttggecagy
1321 ctggtctegatctectgacceteaaatgatecgeccaccteggecteceaaagtgetggga
1381 tgacagttgtgagocaccacactecagectgetetttctaatatttgaaacttgttagaca
1441 atttgctacceatctaatgtgatattttaggaatccaatatgeatggtttattatttett
1501 aaaaaaaatattcttttacctgtcacctgaatttagtaatgccttttétgttacacaact
1561 tagcactttccagaaacaaaaactctetcocttgaaataatagagtttttatetaccaaag
1621 atatgctagtgtcteatitcaaaggetgettittecagettacattttatatacttacte
1681 acttgaagtttctaaatattottgtaattttaaaactatcteagatitactgaggtitat
1741 cttetggtggtagattatceataagaagagtgatgtgecagaatcactetgggatectty
1801 tctgacaagattcaaaggactaaatttaattcagteatgaacactgecaattacogtita

1861 tgggtagacatcttiggaaatittccacaaggtcagacattcgecaactatecettetacat
19/79 '
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1921 gteeacacgtatactecaacactttattaggeatetgattagtttggaaagtatgectee
1981 atctgaattagtccagtgtggettagagttggtacaacatteteacagaatttectaatt
2041 ttgtaggttcagectgataaccactggagttetttggtectcattaaatagetttettea
2101 cacattgetctgectygtitacacatatgatgaacactgetttttagacttecattaggaatt
2161 taggactgecatcttgacaactgagcetattcectactatatgtacaatacctagececataat
2221 aggtatacaatacacatttggtaaaactaattttcaaccaatgacatgtatttttcaact
2281 agtaacctagaaatgtttcacttaaaatctgagaactggttacactacaagttaccttgg
2341 agattcatatatgaaaatgcaaacttagctatttgattgtatteactgggacttaagaat
2401 gcgcctgaataattgtgagttcgatttgttctggcaggctaatgaccatttccagtaaag‘
2461 tgaatagaggtcagaagtcgtataaaagaggtgttgtcagaacaccgttgagattacata'
2521 ggtgaacaactatttttaageaactttatttgtgtagtgacaaageateccaatgeagge
2581 tgaaatgtttcatcacatctctggatctetetattttgtgcagacattgaaaaaattgtt
2641 catattatttccatgttatcagaatatttgattttttaaaaacataggccaagttcatte
2701 acttcattattcatttatcaaaatcagagtgaatcacattagtoegecttoacaactgata
2761 aagatcactgaagtcaaattgatttttgctataatcttcaatctacctatatttaatiga
2821 gaatctaaaatgtacaaatcattgtgttgattetgeagtgatectgetataagtaagact
2881 cagtccctgattttaggtatcctgtgaaaagcagaa&taagacaaatacacaagagacaa
2941 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
3001 tttttgatcacctgoettcaaagaaaggctgtgaattttgttcacttagacagettyagag
3061 acaagaaattacccaaaagtaaggtgaggaggataggeaaaaagagcagaaagatgtgaa
3121 tgoacattgttgagaaatgtgataggaaaacaatcatagataaaggatttoccaageaaca
3181 gagcatatceagatgaggtaggatgggataaactocttattgaaccaatctteaccaattt
3241 tgtttttettttgeagageaagetaggaattgtttoccttotactgggeacaatacacge
3301_attgatttttgcctggaataagtggatagatétaaaacaatttgtatggtatacacctcc
3361 aacttttatgatagotgttttcettceaattgttgtectgatatttaaaageatactatt
3421 cotgecatgeottgaggaagaagatactgaagattagacatggttgggaagacgteaceas
3481 aattaacaaaactgagatatgttcccagtigtagaattactgtitacacacatttttgtt
3541 caatattgatatattittatcaccaacatttcaagtttgtatttgttaataaaatgattat

3601 tcaaggaaaassaaaadadaaasnaza’a

Figure 2L. The cDNA (SEQID NO: 24) and amino acid sequence {SEQ ID NO: 25) of STEAP-1 v.12. The start
methionine is undedined. The open reading frames extends from nucleic acid 96-872 including the stop codon.
1 ggggcccgcacctctgggcagcagéggcagccgagactcacggtcaagctaaggcgaaga
1 M E 8 R X D I T N
-61 gtgggtggctgaagecatactattttatagaattapTGEGARAGCAGARARGACATCACAR
10 g B E L W XM K PRBERNDLEUETDDDYUL H
121 ACCAAGAAGAACTTTGGAARATEAAGCCTAGGAGARATTTAGAAGAAGACGATTATITAC
30 XK b T ¢ ET S M L KR P VL L HL HEQT
181 ATAAGGACACGGGAGAGACCAGCATGCTAAARAGACCTGTGCTTTITGCATTTGCACCAAR
50 A BE A D EVFDCP S EL Q HTQUEUDLTF P
241 CAGCCCATGCTGATGARTTTGACTEGCCCTICACGAACTTCAGCACACACAGGAACTCTTTC
70 Q W R L » I X I A A X I 2 8L TPF L YT
20/79



WO 2005/113601 PCT/US2004/012623

301 CACAGTGGCACTTECCAATTARAATAGCTACTATTATAGCATCTCTGACTTTTICTTTACA
S0 L L R E V I H P L A TS H Q QY F Y K I
361 CTCTTCTGAGGGAAGTAATTCACCCCTTAGCAACTTCCCATCAACAATATTTTTATARAA
110 P I L VvV I ¥ K Vv L P M V 8 T 7T L L A L V
421 TTCCAATCCTEGTCATCAACARAGTCTTGCCAATGETTTCCATCACTCTCTTEGCATTGE
130 Yy L P @ Vv I A A I V QL HN G T K Y KK
481 FTrTACCTECCAGGTGTGATAGCAGCAATTGTCCAACTTCATAATCGGARCCARGTATARCGA
150 F P H W L b X WML TRIXKOUPFGULIDL 8§ F
541 AGTTTCCACATTGGTTGGATAAGTGGATGTTAACAAGAAAGCAGTTTGGGCTTCTCAGTT
17¢ F F A vV L. H A I Y S L B8 Y P M R R S Y R
601 TCTTETITUECTETACTECATGUAATTTATAGTCTETYCTTACCCAATGAGGCGATCCTACA
10 Y K L hHh N W A'Y 0 .V Q Q N K E D A W I
661 GATACAAGTTGCTAAACTEGCCATATCAACAGETCCARCARRATAAAGARGATGCCTCGGA
210 E H D V WZRMETI Y V 8 L G I V G L A I
721 TTEAGCATCRATGTTTGGAGAATGCAGATTTATGTGTCTCTEGCGAAT TETGAGATTGECAR
230 L AL L A V T S8 I P 8 VS5 D S L T WRE
781 TACTEGCTCIETTERCTETEACATCTATTCCATCTGTCGAGTGACTCITTGACATGCAGAS
250 F H ¥ I Q@ VvV N N I *
841 AATTITCACTATATTCAGGTAAATAATATATARaataaccctaagaggtaaatcttctttt
' 901 tgtgtttatgatatagaatatgttgactttaccccataaaaaataacaaatgtttttcaa
861 cagcaaagatcttatacttgttccaattaataatgtgetetectgtigttticectattyg
1021 cttctaattaggacaagtgtttoctagacataaataaaaggcattaaaatattotttgtt
1081 tttttttttttgtttgttbgttttttgtttgtttgtttgtttttttgagatgaagteteg
1141 ctctgttgeccatgetggagtacagtggeoacgatectegygcteactgeaacctgegectoo
1201 tgggttcaggegatteotottgeeteagecteetgagtagetgggattacaggeacceate
1261 accatgtccagoetaatttitgtatttttagtagagacagggtitteceatgttggecagy
1321 ctggtetegatetectgaccteaaatgatecgeccaccteggecteccaaagtgetggga
1381 tgacagtﬁgtgagccaccacactcagcctgctctttctaatatttgaaacttgttagaca
1441 atttgctacccatctaatgtgatattttaggaatccaatatgca;ggtttattatttctt
1501 aaaaaaaatattcttttacctgtecacctgaatttagtaatgecttttatgttacacaact
1561 tagcactttcocagaaacaaaaactetetcettgaaataatagagtittttatctaccaaag
1621 atatgctagtgtcteatttcaaaggectgettittecagettacattttatatacttacte
1681 acttgaagtttctaaatattcttgtaattttaaaactatcteagatttactgaggtttat
1741 cttetggtggtagattatecataagaagagtgatgtgecagaatcactetgggatecttg
1801 tctgacaagattcaaaggactaaatttaattcagteatgaacactgecaattaccgttta
1861 tgggtagacatctttggaaatttcoacaaggteagacattegeaactateccttetacat
1921 gtccacacgtatactecaacactttattaggeatetgattagbttggaaagtatgectee
1981 atetgaattagtcecagtgtggettagagttggtacaacattetcacagaattteetaatt
2041 ttgtaggttcagectgatascioactggagttetttggtecteattaaatagetttettea
2101 cacattgeteotgectgttacacatatgatgaacactgettittagactteattaggaatt
2161 taggactgcatcttgacaactgagectattetactatatgtacaatacctagcceataat

2221 aggtatacaatacacatttggtaaaactaattttcaaccaabgacatgtatitttcaact
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2281 agtaacctagaaatgtttcacttaaaatctgagaactggttacactacaagttacettgg
2341 agattcatatatgaaaacgcaaacttagctatttgattgtattcéctgggacttaagaat
2401 gogectgaataattgtgagttegatitgttctggeaggetaatgaccatttecagtaaag
2461 tgaatagaggtcagaagtcgtataaaagaggtgttgteagaacacegttgagattacata
2521 ggtgaacaactatttttaagcaactttatttgtgtagtgacaaagecatcccaatgeagge
2581 tgaaatgtttceatcacatctetggatctetetattttgtgeagacattgaaaaaattgtt
2641 catatgatttocatgttatcagaatatttgattttttaaraacataggoccaagtteatte
2701 acttcattattcatttatcaaaatcagagtgaatcacattagteogoctteacaactgata
2761 aagatcactgaagtcaaattgatttttgctataatcttcaétcﬁacctatatttaattga
2821 gaatctaaaatgtacaaatcattgtgttgattctgeagtgatcectgctataagtaagact
2881 cagtccctgattttaggtatectgtgaaaagcagaattaagacaaatacacaagagacaa
2941 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
3001 tttttgatcacctgecttcaaagaaaggetgtgaattttgttcacttagacagettggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggeaaaaagagcagaaagatgtgaa
3121 tggacattgttgagaaatgtgataggaaaacaatcatagataaaggatttccaagcaaca
3181 gagcatatccagatgaggtaggatgggataaactettattgaaceaatettcaccaatet
3241 tgtttttettttgeagagcaagetaggaattgtttecctictactgggcacaatacacge
3301 attgatttttgcctggaataagbggatagatataaaacaattigtatggtatacacctec
3361 aacttttatgatagetgttttecttcecaattgttgtoctgatatttaaaageatactatt
3421 cchgcocatgecttgaggaagaagatactgaagattagacatggttgggaagacgtecaccaa
3481 aattaacaaaactgagatatgtteccagttgtagaattactgtttacacacatttitgtt
3541 caatattgatatattttatcaccaacatttcaagtitgtatttgttaataasatgattat

3601 tcaaggazaaaaaaaaaaanaaaaaaa

Figure 2M. The ¢cDNA (SEG ID NO: 26) and amino acid sequence (SEQ ID NO: 27) of STEAP-1 v.13. The start
methionine is underiined. The open reading frame extends from nucleic acid 96-872 including the stop codon.
1. ggggccecgeacctotgggoageageggeagecgagactcacggtocaagetaaggegaaga
1 M BE 8 R KD I TN
61 gtgggtggetgaagecatactatttiatagaattaATGEARAGCAGRAARGACATCACAA
10 @ E E L W K M X P R R N L EED D ¥ L H
121 ACCRAGAAGAACTTTGGAAAATGAAGCCTAGCAGARATTTAGAAGARGACGATTATTTGC
30 X b T G E T 8 M ¥ X R P VL L HELHOQQ T
181 ATAMGGACACGEGAGACACCAGCATGCTAARARGACCTATGCTTITGCATTTGCACCARR
50 A H A D E F D CP S EL Q HT Q B L F P
‘241 CAGCCCATGCTAATGAATTIGACTECCCTTCAGAACTICAGCACACACAGGAACTCTTTC
70 Q© W H L P I X I A A I I A S L T PF L Y T
301 CACAGTEECACTTGCCAATTAAAATAGCTGCTATTATAGCATCTCTGACTTTTCTTTACA
%0 . L R BE VvV I HE P L A T S8 HQ ¢ Y F Y K I
361 CTCTTCTGAGGGAAGTAATTCACCCCTTAGCAACTTCCCATCAACAATATTTTTATARAR
110 P I L VvV I N K V L P M VvV § I T L L A L V
421 'TTCCAATCCTEETCATCAACAAAGTCTTGCCAATGETTTCCATCACTCTCTTAGCATTHG
130 Y » P ¢ VvV I A A I ¥V Q L H N 6 T K ¥ K K
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481 TTPACCTGCCAGETETGATAGCAGCAATTGTCCARCTTCATAATGGARCCARGTATARGA
15 F P H W L. b K W M b * R K ¢ P G L L 8 F
541 AGTTTCCACATTGETTGCATAAGTCEATETTAACARAGARAGCAGTTTGEGGCTTCTCAGTT
170 F P AV I» H A I ¥ 8 L 8 Y P M RR S Y R
601 TCTTTTTTGCTGTACTGCATGCAATTTATAGTCTGTCTTACCCAAfGAGGCGATCCTACA
190 Yy X L. LT N W A ¥ Q ¢ V. QO 0 ¥W-X E D A W I
661 GATACAAGTTGCTAAACTGEGCATATCAACAGCTCCAACARAATARAGANGATGCCTGGA
210 E H b V W RMEZIT YV S5 L G I V G L A I
721 TTCAGCATGATGTTTCCAGAATCGCAGATTTATGTCTCTCTGGEGAATTGTGEGATTGECAA
230 L A L L A VvV T 5 I P 8V 8 D 8 L T W R E
781 TRACTCEECTCTGTTGEECTGTCACATCTAT ICCATCTEGTCGAGTGACTCTTTGACATGGAGAG
250 F H Y I ¢ V N N I *
841 AATTTCACTATATTCAGETAAATAATATATARaataaccctaagaggtaaatettctttt
901 tgtgtttatgatatagaatatgttgadtttaccccataaaaaataacaaatgtttttcaa
961 cagcaaagatcttatacttgttccaattaataatgtgetetectgtigttttecctattg
1021 cttctaattaggacaagtatttectagacataaataaaaggcattaaaatattetttgtt
1081 tttttttttttgtttgtttgttitttgtttgtitgtttgtttttttgagatgaagteteg
1141 ctetgttgeccatgetggagtacagtggeacgateteggcteactgeaacetgegectee
1201 tgggtteaggcgatictettgectcageckectgagtagetgggattacaggeacccate
1261 accatgtccagetaattttitgtattittagtagagacagggttiteceatgttggecagg
1321 ctggtectegatetectgacceteaaatgatacgeecaceteggectoccaaagtgetggga
1381 tgacagttgtgagccaccacactcagoctgetetitetaatatttgazacttgttagaca
1441 atttgctacccatctaatgtgatattttaggaatcqaatatgcatggtttattatttétt
1501 aazaaaaatattcttttacctgtcacctgaatttagtaatgecttttatgttacacaact
1561 tagcactttccagaaacaaaaactctctccttgaaafaatagagtttttatctaccaaag
1621 atatgctagtgtctcatttcaaaggetgetttticecagettacattitatatacttacte
1681 acttgaagtttctaaatattcttgtaattttaaaadtatctcagatttactgaggtttat
1741 cttctggtggfagattatccataagaagagtgatgtgccagaatcactctgggatccttg
1801 tétgacaagattcaaaggactaaatttaattcagtcatgaacactgccaattaccgttta
1861 tgggtagacatctttggaaatttccacaaggtcagacattcgcaactatcccttctacat
1921 gtecacacgtatactcecaacactttattaggeatetgattagtttggaasagtatgectee
1981 atctgaattagtccagtgtggettagagttggtacaacattcteacagaatttectaatt
2041 ttgtaggtteagectgataaccactggagttctttggtecteattaaatagetitettea
2101 cacattgctetgoctgttacacatatgatgaacactgetttttagactteattaggaatt
2161 taggactacatcttgacaactgagcctattetactatatgtacaatacctageccataat
2221 aggtatacaatacacatttggtaaaactaattttcaaccaatgacatgtatttttcaact
2281 agtaacctagaaatgtttcacttaaaatctgagaactggttacactacaagttaccttyyg
2341 agattcatatatgaaaacgcaaacttagctatttgattgtattecactgggacttaagaat
2401 gegectgaataattgtgagttegatttgttotggeaggetaatgaccatttocagtaaag
2461 tgaatagaggtcagaagtegtataaaagaggbgttgtcagaacaccgitgagattacata
2521 ggtgaacaactatttttaagcaactttatttgtgtagtgacaaagéatcccaatgcaggc
2581 tgaaatgtttoatcacatetotggatotetetattttgtgeagacattgaaaaaattgtt
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2641 catattatttccatgttateagaatatttgattttttasaaacataggecaagtteatte
2701 actteattattcatttatcaaaatcagagbgaatcacattagtegecttcacaactgata
2761 aagatcactgaagtcaaattgatttttgetataatctteaatctacctatatttaattga
2821 gaatctaaaaﬁgtacaaatcattgtgttgattctgcagggatcctgctataagtaagact
2881 cagtecctgattttaggtatoctgtgaaaageagaattaagacaaatacacaagagacaa
2941 agcacaaaaaataaatatcataaggggatgaacaazatggtggagaaagagtagacaaag
3001 tttttgatcacctgecttcaaagaaaggebtgtgaatttitgtteacttagacagettggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagcagaaagatgtgaa
3121 tggacattgttgagaaatgtgataggaaaacaatcatagataaaggattfccaagcaaca
3181 gadcatatccagatgaggtaggatgggataaactettatitgaaccaatetteaccaattt
3241 tgtttttcttttgcagagéaagctaggaattgtttcccttctactgggcacaatacacgc
3301 attgatttttgcctggaataagtggatagatataaaacaatttgtatggtatacacctec
3361 aacttttatgatagetgttttecttecaattgttgtectgatatttaaaageatactatt
3421 cctgecatgetigaggaagaagatactgaagattagacatggttgggaagacgtcaceaa
3481 aattaacaaaactgagatatgttcoeagttgtagaattactgtitacacacatttttgtt
3541 caatattgatatattttatcaccaacattteaagtttgtatitgttaataaaatgattat

3601 tcaaggaaaaaaaaaaaaaaaaaaaaa

Figure 2N. The ¢cDNA (SEQ D NO: 28) and amino acid sequence (SEQ ID NO: 28} of STEAP-1 v.14. The start
methionine is underlined. The open reading frame extends from nucleic acid 96-872 including the stop codon.

1 ggggccegeaccetctgggcagoageggeagecgagacteacggtcaagetaaggegaaga
1 M E S R KD I TN
61 gtgggtggctgaagccatactattttatagaattaATCGARAGCAGAAAAGACATCACAR
10 ¢ EEL W X M X P R RN L EED D Y 5L B
121 ACCAAGAAGAACTTTEGAAAATGAAGCCTAGGAGARATTTAGRAGAAGACGATTATITGC
30 XK p T @ E T S M L K R PV L L H W HQ T
181 ATAAGGACACGEGGAGAGACCAGCATECTARARAGACCTGTGCTITTTGCATTTGCACCAAA
50 A H A DEFDC?P S EL ¢HT Q E L F P
241 CAGCCCATGCTGATGAATTTGACTGCCCTTCAGRACTTCAGCACACACAGGAACTCTTTC
70 Q W HL P I K I a2 4TI I A S L TUPF L Y T
301 CACAGTGGCACTTGCCAATTAAAATAGCTéCTATTATAGCATCTCTGACTTTTCTTTACA
=14 L L R EV I H#H P L &4 T S HQ @ ¥ F ¥ K I
361 CTCTTCTGAGEGARGTAATTCACCCCTTACGCAACTYCCCATCAACARTATTTTTATARAAD
110 P I L vV I N K vV L P M V 5 I T L L AL V
421, TTCCAATCCTEETCATCAACAAAGTCTTGCCAATGGTITCCATCACTCTCTTGECATTCER
130 Y L P @ VI A A I V QL ENGTUZ K Y KK
+ 481 TTTACCTECCAGGTETGATAGCAGCAATTATCCAACTTCATAATGCGAACCARGTATARGA
is0 F P H WL b K W ML T R X QQ F & L L 8 F
541 AGTTPCCACATTGCETTGEATAAGTGCATGTTAACARCGARAGCAGTTTEGEGCTTCTCAGTT
170 F F A vV L. # A I ¥ S L 8 ¥ P M R R S8 ¥ R
601 TCTTTTTTGCTGTACTGCATECAATTTATACGTCTGTCTTACCCAATGAGGCGATCCTACA

10 ¥ K L L. N ¥ 2 Y 0 Q ¥V 0 9 N X E D A W I
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661 GATACAAGTTGCTAAACTGGGCATATCAACAGGTCCAACAAAATAAAGAAGATGCCTGGA
210 E D V WRME I Y V S L @ I V G L A I
791 TPGACCATGATEGTTTGCGAGRATGCAGATTTATCTGTCTCTGEGGAATTGTGGGATTGGCAA
230 L A L L A VvV T § I P 8 VvV 8 D & L T W R E
781 TACTCECTCTGTTGECTETCACATCTATTCCATCTGTEAGTGACTCTTITGACATGGAGAG
250 ¥ H Y I Q VvV ¥ N I ~*

841 AATTTCACTATATTCACGTAAATAATATATAAaataaccctaagaggtaaatettetitt
901 tgtgtttatgatatagaatatgttgactttaccccataaaaaataacaaatgtttttcaa
961 cagcaaagatcttatacttgttocaattaataatgtgetetectgttgttttecctattg
1021 cttctaattaggacaagtgtttoctagacataaataaaaggcattaaaatattetttgtt
1081 tittbtttttbgtttgtitbgttttttgtttgtttgtttgtttttttgagatgaagteteg
1141 etetgttgeccatgctggagtacagtggeacgateteggeteactgeaacetgegeetee
1201 tgggttcaggcgattctcttgcctcagcctcgtgagtagctgggattacaggcacccatc
1261 accatgtccagotaatttttgtatttttagtagagacagggtitteccatgttggoecagy
1321 ctggtetegatctectgacetcaaatgatecgeecaccteggecteccaaagtgetggga
1381 tgacagttgtgagccaccacactcagectgctcotttetaatattigaaacttgttagaca
1441 atttgctacccatctaafgtgatattttaggaatccaatatgcatggtttattatttctt
1501 aaaaaaaatattcttttacctgtcacctgaatttagtaatgecttttatgttacacaact
1561 taguactttccagaaacaaaaactctetcecttgaaataatagagtttttatctaccaaag
1621 atatgctagtgtctcatttcaaaggctgctttttccagcttacattttatatacttactc
1681 acttgaagtttctaaatattcttgtaattttaaaactatctcagatttéctgaggtttat
1741 cttetggtggtagattatecataagaagagtgatgtgocagaatcactetgggatecttg
1801 tctgacaagattcaaaggactaaatttaattcagtcatgaacactgccaattacoegtita
1861'tgggtagacatctttggaaatttccacaaggtcagacattcgcaactatcccttctacat
1921 gtccacacgtatactcdaacaqtttattaggcatctgattagtttggaaagtatgcctcc
1981 atctgaattagtccagtgtggcttagagttggtacaacattcﬁcacagaatttcctaatt
2041_ttgtaggttcagcctgataaccactggagttctttggtcctcattaaatagctttcttca
2101 cacattgetetgectgttacacatatgatgaacactgetttttagactteattaggaatt
2161 taggactgeatettgacaactgagectattctactatatgtacaatacctagecceataat
2221 aggtatacaatacacatttggtaaaactaattttcaaccaatgacatgtatttttcaact
2281 agtaacctagaaatgtttcacttaaaatctgagaactggttacactacaagttaccttgg
2341 agattcatatatgaaaacgcaaacttagetatttgatigtattoactgggacttaagaat
2401 gcgcctgaataattgtgagttcgatttgttctggcaggctaatgaccatttccagtaaag
2461 tgaatagaggtcagaagtcgtataaaagaggtgttgtcagaacaccgttgagattacata
2521 ggtgaacaactatttttaagcaactttatttgtgtagtgacaaagcatcccaatgcaggc
2581 tgaaatgttteatcacatctctggatctetetattttgtgeagacattgaaaaaattgtt
2641 catattatttccatgttatcagaatatttgattttttaaaaacataggecaagtteatte
2701 actteattattcatttatcaaaatcagagtgaatcacattagtcgeottcacaactgata
2761 aagatcactgaagtcaaattgatttttgctataatcttcaatctaccetatatttaattga
2821 gaatctaaaatgtacaaatcattgtgttgattctgeagtgatectgetataagtaagact
2881 cagtcectgattttaggtatcctgtgataageagaattaagacaaatacacaagagacaa

2941 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
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3001 tttttgatcacctgcqttcaaagaaaggctgtgaattttgttcacttagacagcttggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagcagaaagatgtgaa
3121 tggacattgttgagaaatgtgataggaaaacaatcatagataaaggatttccaagcaaca
3181 gagcatatccagétgaggtaggatgggataaactcttattgaaccaatcttcaccaattt
3241 tgtttttcttttgcagagcaagctaggaattgtttcccttctactgggcacaatacacgc
3301 attgatttttgcctggaataagtggatagatataaaacaatttgtatggtatacacctcc
3361 aacttttatgatagctgttttccttccaattgttgtcctgatatttaaaagcatactatt
3421 cctgccatgcttgaggaagaagatactgaagattagacatggttgggaagacgtcaccaa
3481 aattaacaaaactgagatatgttcccagttgtagaattactgtttacacacatttttgtt
3541 caatattgatatattttatcaccaacatttcaagtttgtatttgttéataaaatgattat

3601 tcaaggaaaaaalaaaaaaaaaaaaaana

Figure 2 (). The cDNA (SEQ ID NO: 30) and amino acid sequence (SEQ ID NO: 31) of STEAP-1 v.15. The start
methionine Is underined. The open reading frame extends from nucleic acid 96-872 including the stop codon.

i ggggcccgcacctctgggcagcagcggcagccgagactcacggtcaagctaaggcgaaga

1 i M BE 8§ R Kb I ¥ N
61 gtgggtggctgaagccatactattttatagaatta&EQGAAAGCAGAAAAGAEATCACAA
10 O E E L W K M XK P R R N L E E D D Y L H
121 ACCAAGAAGAACTTTGGAAAATGAAGCCTAGGAGAAATTTAGARGAAGACGATTATTTEC
% K D T 6 E T S M L K R P VL L HL H QT
181 ATAAGCACACGGGAGAGACCAGCATGCTABAAAGACCTGTGCTTTIGCATTTGCACCALR
s0 » H A DR PFDC P S ELQHTQE L F P
241 CAGCCCATGCTGATGAATTTGACTEGCCCTTCAGARCT TCAGCACACACAGGAACTCTITC
70 Q@ W H L P I X I'AAI I ASTLTTFILYT
301 CACAGTECECACTIGCCAATTAAAATAGCTEGCTATTATAGCATCTCTEACTTTICTTTACA
¢ L, L R B VvV I H P b A T 8 HQ @ ¥ F ¥ K I
361 CTCTTCTGAGGGAAGTAATTCACCCCTTAGCAACTTCCCATCAACAAIATTTTTATAAAA
110 P I L VvV I N K VL P MYV S5 I TILL ALV
421 TTCCAATCCTCGETCATCAACAAAGTCTTIGCCAATGGTTTCCATCACTCTCTTGEGCATICE
136 v L P @V I AATILI YV QTLHDNTGTTEK Y XK
481 TTTACCTGCCAGGTATGATAGCAGCARTTETCCARCTTCATAATGGAACCARGTATAACGR
15 P P H W L D X W M L T R X Q F & L L & F
541 AGTTTCCACATTGGTTGGATAAGTGGATGTTAACAAGAAAGCAGTTTGGGCTTCTCAGTT
170 F F A V L. HA I ¥ § L § Y P M R R 858 ¥ R
601 TCTTTTTTGCTGTACTGCATGCAATTTATAGTCTGTCTTACCCAATGAGGCGATCCTACA
10 ¥ K L L N W A Y Q 0 V Q Q ¥ K E D A W I
661 GATACAAGTTGCTAAACTGGGCATATCAACAGGTCCAACAAAATAAAGAAGATGCCTGGA
210 E E D VWR:M EI Y YV 8L ¢ I VG L A I
721 TTGAGCATGATGTTTGGAGAATGGAGATTTATGTGTCTCTGGGAATTGTGGGATTGGCAA
93 L A L L A ¥V T 8 I P 8§ V 8 b 8 L T W R E
781 TACTEECTCTGITEGCTGTGACATCTATTCCATCTETGAGTGACTCTTTGACATGCAGAG

250 F H Y I Q V N N I *
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841 AATTTCACTATATTCAGGTAAATAATATATAAaataaccctaagaggtaaatottetetr
901 tgtgtttatgatatagaatatgttgactttaccccataaaasataacaaatgtttttcaa
961 cagraaagatcttatactigttceaattaataatgtgetctectgtigttitecctattg
1021 cttectaattaggacaagtgttitcctagacataaataaaaggcattaaaatattetttgtt
1081 tttttttittbgtttgbbtgtttittgtttgtttgttbgtttttttgagatgaagtcteg
1141 ctetgttgeccatgetggagtacagtggeacgateteggeteactgeaacetgegeetae
1201 tgggttcaggogattctctibgeocteagectectgagtagetgggattacaggeacccate
1261 accatgtccagctaatttttgtatttttagtagagacagggtttteccatgttggecagy
1321 ctyggtctegatctcctgacctcaaatgatecegeecaccteggectoeccaaagbgetggga
1381 tgacagttgtgagccaccacactcagcctgctctttctaatatttgaaacttgﬁtagaca
1441 atttgctacccatctaatgtgatattttaggaatccaatatgecatggtttattatttett
1501 azaaaaaaatattcttttacctgtcacctgaatttagtaatgeccttttatgttacacaact
1561 tagcactttccagaaacaaaaactctcetocttgaaataatagagtttttatectaceaaag
1621 atatgctagtgtcteatttcaaaggetgetttttecagettacattttatatacttacte
1681 acttgaagtttctaaatattcttgtaatitttaaaactateteagatttactgaggtttat
1741 cttctggtggtagattatccataagaégagtgatgthCagaatcactctgggatccttg
1801 tctgacaagattcaaaggactaaatttaaticagtcoatgaacactgeocaattaccgttta
1861 tgggtagacatctttggaaatttoecacaaggteagacattegeaactateecttctacat
1921 gtecacacgtatactcocaacactttattaggeatectgattagtttggaaagtatgectee
1981 atctgaattagtecagtgtggettagagttggtacaacattetcacagaatttectaatt
2041 ttgtaggttcagectgataaccactggagttetttggtectcattaaatagetticttea
2101 cacattgetctgectgttacacatatgatgaacactgettttiagacticattaggaatt
2161 taggactgcatcttgacaactgagectattetactatatgtacaatacctageccataat’
2221 aggtatacaatacacatttggtaaaactaattitcaaccaatgacatgtatttttcaact
2281 agtaacctagaaatgtttcacttaaaatctgagaactggttacactacaagttacettgg
2341 agattcatatatgasaacgcaaacttagctatttgattgtattcactgggacttaagaat
. 2401 gegectgaataattgbgagttegatttgttetggeaggetaatgaccatttecagtaaag
2461 tgaatagaggtcagaagtcgtataaaagaggtgttgtcagaacacegttgagattacata
2521 ggtgaacaactatttttaagoaactitatttgtgtagtgacaaageateccaatgeagge
2581 tgaaatgtttcatcacatctctggatetotetattttgtgeagacattgaaaaaattgtt
2641 catattattteccatgttatcagaatatttgatttbttaaaaacataggcecaagtteatte
2701 acttcattattcatttatcaaaatcagagtgaatcacattagtegectteacaactgata
2761 aagatcactgaagtecaaattgatttttgetataatottcaatetacctatatttaattga
2821 gaatctaaaatgtacaaatcattgtgttgattetgoagtgatectgetataagtaagact
2881 cagtcectgattttaggtatoctgtgaaaagecagaattaagacaaatacacaagagacaa
2941 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
3001 ttttteatcacetgecttcaaagaaaggetgtgaattttgtteacttagacagettggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagcagaaagatgtgaa
3121 tggaeattgtitgagaaatgtgataggaaaacaatcatagataaaggatttccaagecaaca
3181 gagcatatccagatgaggtaggatgggatasactettattgaaccaatetteaccaattt
3241 tgtttttettbttgeagagcaagetaggaattgttiteecttetactgggcacaatacacge

3301 attgatttttgectggaataagtggatagatataaaacaatttgtatggtatacacetee
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3361 aacttttatgatagctgttttocttecaattgtigtcetgatatttaaaageatactatt
3421 cctaccatgettgaggaagaagatactgaagattagacatggttgggaagacgtcaccaa
3481 aattaacaaaactgagatatgttceccagtitgtagaattactgtttacacacatitttgtt
3541 caatattgatatattttateaccaacatttcaagtttgbatttgttaataaaabgattat

3601 tcaaggaaaasaaaaaaaaaaaaaaaa

Figure 2P. The cDNA (SEQ 1D NO: 32) and amino acid sequence {SEQ IDNO: 33) of STEAP-1 v.16. The start
methionine is underlined. The open reading frame extends from nucleic acid 96-872 including the stop codon.
1 ggggccegeacctotgggcageagegdcagecgagactecacggteaagetaaggegaaga
1 M E 8 R KD I T N
61 gtgggtggctgaagccatactattttatagaattaATGGAAAGCAGARRAGACATCACAA
10 Q E E L W KM XK P R RN L E E DD Y L H
121 ACCAAGAAGAACTTTGGAAAATCAAGCCTAGCAGAAATTTAGAAGAAGACGATTATTTCC
- 30 XK b ¢ B T 8 M L K R P V Lh L # L H Q T
181 ATAAGGACACGGGAGAGACCAGCATGCTAAARAGACCTGTGCTTTTGCATTTGCACCARA
50 A H A DEVFDC®P 858 BL Q HT Q E L F P
241 CAGCCCATGCTGATGAATTTGACTCCCCTTCAGRACTTCAGCACACACAGGAACTCTTTC
70 ¢ wW H L, » I X I A A I ¥ A 8 L T F L Y T
301 CACAGTGGCACTTGCCAATTAAAATAGCTGCTATTATAGCATCTCTGACTTTITCTITACA
0 L L. R E V I BH P L A T S H Q 0 Y F Y K I
361 CTCTTCTOGAGEGAAGTAATTCACCCCTTACCAACTTCCCATCAACAATATTTTTATAARA
110 P I L v I N K v L P MV 8 I T L = A L V
421 TTCCAATCCTGETCATCAACAAAGTCTTGCCAATGETTTCCATCACTCTCTTGGCATTGG
130 ¥y Hh P G V I.A A I V Q K HEHN G T K Y K K
481 TTTACCTGCCAGGTGTGATAGCAGCAATTGTCCAACTTCATAATGEAACCAAGTATAAGA
150 F P H W Ik b K WML TR KQQUVF G L L S F
541 AGTTTCéACATTGGTTGGATAAGTGGATGTTAACAAGAAAGCAGTTTGGGCTTCTCAGTT
170 ¥ F AV LHATI Y S5 L S Y P MRZEREGSE Y R
601 TCTTTTTTGCTATACTGCATRCARTTTATAGTCTGTCTTACCCAATGAGGCGATCCTACA
190 Yy K L. L ¥ W A ¥ Q0 Q@ Vv Q@ O ¥ K- E D A W I
661 GATACAAGTTGCTAAACTGGGCATATqAACAGGTCCAACAAAATAAAGAAGATGCCTGGA
210 E H b VW R M E I ¥ V § L & I V 6 L A I
721 TTGAGCATGATATTTECAGAATGCAGATT TATGIGTCTCTGCCGAATTGTGRCATTGGCAA
230 L A L L A VvV T §8 I P 8 VvV B D 8 L T W R E
-781 TACTGGCTCTGTTGGCTGTGACATCTATTCCATCTGTGAGTGACTCTTTGACAIGGAGAG
250 F H ¥ I Q VvV N N I *

841 AATTTCACTATATTCAGOTAARTAATATATARaataaccctaagaggtaaatettottt
501 tgtgtttatgatatagaatatgttgactttaccccataaaaaataacaaatgttttteaa
961 cagcaaagatcttatacttgttecaattaataatgtgetctectgttgtttteectattg
1021 cttctaattaggacaagtgtttectagacataaataaaaggeattaaaatattetttgtt
1081 tttttttttttgtttgtttgttttttgtttgtttgtttgtttttttgagatgaagtcfcg

1141 ctetgttgeccatgetggagtacagtggeacgateteggeteactgeaacctgegectee
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1201 tgggttecaggegattotcottgecteageotectgagtagetaggattacaggeacecate
1261 accatgtccagetaatttttgtattittagtagagacagggttttcecatgttggocagy
1321 ctggtctegatotectgaccteaaatgatecgeccaccteggecteccaaagtgetggga
1381 tgacagttgtgagccaccacactcagcctgctctttctaétatttgaaacttgttagaca
1441 atttgctacceatctaatgtgatattttaggaatccaatatgeatggtttattatttett
1501 aaaaaaaatattetitttacctgteoacctgaatttagtaatgecttttatgttacacaact
1561 tagcactttccagaaacaaaaactctetecttgaaataatagagtttttatetaccaaag
1621 atatgctagtgtctcatttcaaaggctgctttttccagcttacéttttatatacttactc
1681 acttgaagtttctaaatattcttgtaattttaaaactatctcagatttactgaggtttat
1741 cttctggtggtagattatccataagaagagtgatgtgccagaatcactctgggatccttg'
1801 tctgacaagattcaaaggactaaatttaattcagbtcatgaacactgecaattaccgttta
1861 tgggtagacatctttggaaatttocacaaggteagacattcgcaactateccttetacat
' 1921 gtccacacgtatactccaacactttattaggcatctgattagtttggaaagtatgc&tcc
1981 atqtgaattagtccagtgtégcttagagttggtacaacattctCacagaatttcctaatt
2041 ttgtaggtteagcctgataaccactggagttetttggtecteattaaatagetttcottea
2101 cacattgctectgeoctgttacacatatgatgaacactgettittagactteattaggaatt
2161 taggactgcatcttgacaactgagectattctactatatgtacaatacctageccataat
2221 aggtatacaatacacatttggtaaaactaattttcaaccaatgacatgtatttttcaact
2281 agtaacctagaaatgtttcacttaaaatctgagaactggttacadtacaagttaccttgg
2341 agattcatatatgaaaacgcaaacttagetatttgattgtatteactgggacttaagaat
2401 gcgcctgaataattgtgagttegatttgttetggeaggetaatgaccatttecagtaaag
2461 tgaétagaggtcagaagtcgtataaaagaggtgttgtcagaacaccgttgagattacata
2521 ggtgaacaactatttttaageaactttattitgtgtagtgacaaageateccaatgeagge
2581 tgaaatgttteatcacatctetggatectetetatittgbgeagacattgaaaaaattgtt
2641 catattatttcocatgttatcagaatatttgatttittaaaaacataggecaagticatte '
2701 acttcattattcatttatcaaaatcagagtgaatcacattagtegecticacaactgata
2761 aagatcactgaagtcaaattgatttttéctataatcttcaatctacctatatttaattga
2821 gaatctaaaatgtacaaatecattgtgttgattctgoagtgatectgetataagtaagact
2881 cagtécctgattttaggtatcctgtgaaaagcagaattaagacaaatacacaagagacaa
2941 agcacaasaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
3001 tttttgatcacctgccttcaaagaaaggctgtgaattttgttcacttagacagcttggag
3061 acaagaaattacccaaaagtaaggtgaggaggataggcaaaaagagtagaaagatgtgaa
3121 tggacattgttgagaaatgtgataggaaaacaatcatagataaaggatttecaageaaca
3181 gagcatatccagatgaggtaggatgggataaactcttattgaaccaatetteaccaattt
3241 tgtttticttttgeagagcaagctaggaattgtttcecttctactgggcacaatacacge
3301 attgatttttgectggaataagtggatagatataaaacaatttgtatggtatacacctee
3361 aécttttatgatagctgttttccttccaattgttgtcctgatatttaaaagcatactatt
3421 cctgceatgettgaggaagaagatactgaagattagacatggtigggaagacgteaccaa
3481 aattaacaaaactgagatatgttecccagttgtagaattactgtttacacacattittgtt
3541 caatattgatatattttatcaccaacatttceaagttitgtatttgttaataaaatgattat

3601 tcamggaaaaasasaaaaaanaaaasaaa
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_ Figure 2Q. The cDNA (SEQID NO: 34) and amino acid sequence (SEQ ID NO: 35) of STEAP-1 v.17. The start
methioning Is underlined. The open reading frame extends from nucleic acid 96-872 including the stop codon.
1 ggggecogeacctetgggeageageggcagecgagactecacggteaagetaaggegaaga
1 M E S8 RKDTITN
61 gtgggtygctgaagecatactattttatagaattaATGEGAAAGCAGARAAGACATCACRA
10 Q EEL WK MI KPR .R N L E E D D Y L B
121 ACCAAGAAGARACTTTGGCAAAATGAAGCCTAGGAGARATTTAGAAGAAGACCATTATTTGC
. 30 K p T & &E* 8 M L KR PV L L H L HQ T
181 ATAAGGACACGGGAGAGACCAGCATGCTAAAARGACCTGTGCTITTGCATTTGCACCARA
50 A H A D E F D CUP S E L Q 8B T Q@ E L F P
241 CAGCCCATECTGATGAATTTGACTGCCCTTCAGAACTTCAGCACACACAGGAACTCTTTC
70 9 W H L P ¥ K I A A I I 2 8 Lt T F L ¥ T
301 CACAGTGGCACTTGCCAATTAAAATAGCTECTATTATAGCATCTCTGACTTTTCTTTACA
=l » L R E vV I # P L A TS H Q Q Y F ¥ X I
361 CTCTTCTGAGGGAAGTAATTCACCCCTTAGCAACTTCCCATCAACAATATTTTTATARAR
110 P I L VvV I N K V L P M v 58 I 7™ L L A L V
421 TTCCAATCCTEETCATCAACAAAGTCTTCCCAATCGETTTCCATCACTCTCTTGGCATTGEG
136 ¥ L P & V I A A I V Q@ L H N @ T K Y K K
481 TTTACCTGCCAGETGTGATAGCAGCAATTGTCCAACTTCATAATGCGARCCAAGTATARGA
150 F P H WL D K WML TRZKQQPF G L L & PF
541 AGTTTCCACATTCETTGCATAAGTGEATCTTAACRAGARAGCAGTTIGGEGCTICTCAGTT
i70 FP FP A ¥V L H A I ¥ 8L 858 Y P MPRURGSBE Y R
601 TCTTTTTTGCTGTACTGCATGCAATTTATAGTCTGTCTTACCCAATGAGGCGATCCTACA
150 Y K L L N wayYy QQ VvV Qg QN KEDAWI
661 GATACAAGTTIGCTAAACTGGECATATCAACAGCTCCARCAARATARAGRAGATGECCTGEGA, .
210 BE H D V WRMETI Y V 858 L G I Vv G L A I
721 TTGAGCATCATGTITGGAGAATCCGACGATTTATGTGTCTCTGGEAATTATGGEATTGGCAA
230 L A L L A VvV T 8§ 1 P 8 V 8 P 8 L T WUR E
781 TACPEGCTCTGTTGGCTETGACATCTATTCCATCTGTGACTGACTCTITEACATGCGAGAG
250 F H Y I Q v N N I *
841 AATTTCACTATATTCAGETRAATAATATATAAaataaccoctaagaggtaaatettetttt
901 tgtgtttatgatatagaatatgttgactttaccccataaaaaataacaaatgtttttcaa
961 cagcaaagatcthatacttgttecaattaataatgtgetetootgttgttttecetattg
1021 cttctaattaggacaagtgttteoctagacataaataaaaggecattaaaatattetttgtt
1081 tttttttttttgtttgtttgtttttbgtitgtttgbtttgttitttigagatgaagtoteg
1141 ctetgttgeccatgetggagtacagtggeacgatcteggetecactgoaacetgegecton
1201 tgggttcaggegattctcttgoetcagectectgagtagetgggattacaggeacceate
1261 accatgtccagctaatttttgtatttttagtagagacagggtttteccatgttggocagg
1321 ctggtctegateteetgacctecaaatgatecgeccaccteggecteccaaagtgetggga
1381 tgacagttgtgagccaccacactcagcctgctctttctaatqtttgaéacttgttagaca
1441 atttgctacccatctaatgtgatattttaggaatecaatatgoatggtttattatttett
1501 aaaaaaaatattcttttacctgtcacctgaatttagtaatgecttttatgttacacaact
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1561 tageactttocagaaacaaaaactctctecttgaaataatagagtttttatctaccaaay
1621 atatgctagtgtectecattteaaaggetgetttttocagettacattttatatacttacte
1681 acttgaagtttctaaatattcttgtaattitasaactatcteagatttdactgaggtttat
1741 cttcetggtggtagattatecataagaagagtgatgtoceagaatcactetgggatecttg
1801 tctygacaagattcaaaggactaaatttaattcagtcatgaacactgecaattacegttta
1861 tgggtagacatctttggaaatttccacaaggtecagacattegeaactatecettetacat
1921 gtccacacgtatactecaacactttattaggecatetgattagtttggaaagtatgectee
1981 atetgaattagtcocagtgtgacttagagttggtacaacattcteacagaatttectaatt
2041 ttgtaggttcagcctgataaccactggagtt;tttggtcctcattaaatagctttcttca
2101 cacattgctctgcctgttacacatatgatgaacactgctttttagacttcatfaggaatt
2161 taggactgcatcttgacaactgagectattetactatatgtacaatacetageccataat
2221 aggtatacaatacacatttggtaaaactaattttcaaccaatgacatgtattttteaact
2281 agtaacctagaaatgttteactitaaaatctgagaactggttacactacaagttacettgg
2341 agattcatatatgaaaacgeaaacttagetatttgattgtatteactgggacttaagaat
2401 gegectgaataatitgtgagttogatttgttetggeaggetaatgaccatttecagtaaag
2461 tgaatagaggtcagaagtegtataaaagaggtgttgteagaacacegttgagattacata
2521 ggtgaacaactatttttaagcaactttatttgtgtagtgacaaageatcoccaatgeagge
2581 tgaaatgtttcatcacatctcitggatcteotetattttgtgeagacattgaaaaaattgtt
2641 catattatttecatgttatecagaatattitgatttittaaaaacataggecaagttcatie
2701 actteattatteatttatcaaaatcagagtgaatcacattagtegecttecacaactgata
2761 aagatcactgaagtcaaattgatttitgctataatcttcaatetacctatatttaattga
2821 gaatctaaaatgtacaaatcattgtgttgattctgcagtgatectgectataagtaagact
2881 cagtccctgattttaggtateetgtygaaaageagaattaagacaaatacacaagagacaa
- 28541 agcacaaaaaataaatatcataaggggatgaacaaaatggtggagaaagagtagacaaag
3001 tttttgatcacctgecttcaaagaaaggctgtgaattttgttcacttagacagettggag
3061 acaagaaattacccoaaaagtaaggtgaggaggataggcaaaaagageagaaagatgtgaa
3121 tggacattgttgagaaatgtgataggaaaacaatcatagataaaggatttccaageaact
3181 gageatatccagatgaggtaggatgggataaactettattgaaccaatectteoaccaattt
3241 tgtttttettttgeagageaagetaggaattgbitecettetactgggecacaatacacge
3301 attgatttttgectggaataagtggatagatataaaacaatttgtatggtatacacctcee
3361 aacttttatgatagetgtttteocttecaattgttgteoctgatatttaaaageatactatt
3421 cctgccatgcttgaggaagaagatactgaagaftagacatggttgggaagacgtcaccaa
3481 aattaacaaaactgagatatgticccagttgtagaattactgtttacacacattttigtt
3541 caatattgatatattttatecaccaacatttcaagtttgtatitgttaataaaatgattat

3601 tcaaggaaaaaaaaaaaaaaaanaaaa
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Figure 3:
Figure 3A. Amino acid sequence of STEAP-1 v.1 (SEQ ID NO: 36). The STEAP-1 v.1 protein has 339 amino acids.
1 MESRKDITNQ EELWKMKPRR NLEEDDYLHK DTGETSMLKR PVLLHLHQTA HADEFDCPSE
61 LOHTQELFPQ WHLPIKIAAT IASLTFLYTL LREVIHPLAT SHQQYFYKIP ILVINKVLEPM
121 VSITLLALVY LPGVIAAIVQ LHUNGTEKYKKF PHWLDEWMLT RXQFGLLSFF FAVLHAIYSL
181 SYPMRRSYRY KLLNWAYQQV QQNKEDAWIE HOVWRMEIYV SLGIVGLAIL ALLAVTSIPS
241 VSDSLTWREF HYIQSKLGIV SLLLGTIHAL IFAWNKWIDI KQFVWYTPPT FMIAVFLPIV
301 VLIFKSILFL PCLRKKILKI RHGWEDVTKI NKTEICSQL

Figﬁre 3B. Amino acid sequence of STEAP-1 v.2 (SEQ ID NO: 37). The STEAP-1 v.2 protein has 258 amino acids.

1 MESRKDITNQ EELWKMKPRR NLEEDDYLHK DTGETSMLEKR PVLLHLHOTA HADEFDCPSH
61 LOHTQELFPQ WHLPIKIAAT IASLTFLYTL LREVIHPLAT SHQOYFYKIP ILVINKVLEPM
121 VSITLLALVY LPGVIAATVQ LHNGTKYKKF PHWLDEKWMLT RKQFGLLSFF FAVLHATYSL
181 SYPMERSYRY KLINWAYQQV QONKEDAWIE HDVWRMEIYV SLGIVGLAIL ALLAVTSIPS

241 VSDSLTWREF HYTQVNNI
Figure 3C. Amino acid sequence of STEAP-1 v.3 {SEQ 1D NO: 38). The STEAP-1 v.3 protein has 282 amino aclds.

1 MESRKDITNQ EELWKMKPRR NLEEDDYLHK DTGETSMLER PVLLHTLHQTA HADEFDCPSE
61 LOHTQELFPQ WHLPIKIAAT IASLTFLYTI: LREVIEPLAT SHOQOYFYKIP ILVINKVLPM
121 VSITLLALVY LPGVIAAIVQ LHNGTKYREKF PHWLDKWMLT REKQFGLLSFF FAVLHATYSL
181 SYPMRRSYRY KLLNWAYQQV QONKEDAWIE HDVWRMEIYV SLGIVGLAIL ALLAVTSIPS
241 VSDSLTWREF HYIQITHKKS DVPESLWDPC LTRFKGLNLI OS

Figure 3D. Amino acid sequence of STEAP-1 v.4 (SEQ 1D NO: 39). The STEAP-1v.4 protein has 258 amino acids.

1 MESRKDITNO EELWKMKPRR NLEEDDYLHK DTGETSMLKR PVLLHLHQTA HADEFDCPSE
61 LOHTOELFPQ WHELPIKIAAI IASLTFLYTL LREVIHPLAT SHQQYFYKIP ILVINKVLPM
121 VSITLLALVY LPGVIAAIVQ LHNGTKYKKF PHWLDKWMLT RKQFGLLSLF FAVLHATYSL
181 SYPMRRSYRY KLLNWAYQQV QQNKEDAWIE HDVWRMEIYV SLGIVGLAIL ALLAVISIPS
241 VSDSLTWREF HYIQVNNI '
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Figure 4:
Figure 4A-Homology of STEAP-1 (SEQ ID NO: 40) to mouse TNFa-induced adipose-related protein {gi]16905133). {SEQ

IDNO: 41)

Score = 224 bits (570}, Expect = 2e-57
Identities = 110/270 (40%), Positives = 174/270 (63%)

Query: 66 ELFPOWHLPIKIAAIIASLTFLYILLREVIHFLATSHQQYFYKTPILVINKVLPMVSITL 125
+LFP W P 43444 F+Y 4REVI+P Y++ I + N+V P+ ++ L
Sbijct: 155 QLFPMWRFPFYLSSVLCIFFFVYCAIREVIYPYVNGKIDATYRLATISIPNRVFPITALIL 254

Query: 126 LALVYLPGVIAAIVOLHENGTKYKKFPHWLDEWMLTRKQFGLLSFFFAVLHAIYSLSYPMR 185
LALVYLPGH+AMAT +QL+ GTEY++FP+WLD WML RRKQ GL++ FA LH IY¥+L P4R
Shjct: 255 LALVYLPGILAAILOLYRGTKYRRFPNWLDHWMLCRKQLGLVALGFAFLHVIYTLVIPIR 314

Query: 186 RSYRYKLLNWAYQQVQONKEDAWIEHDVWRMEIYVSLGIVGLAILALLAVISIPSVSDSL 245
R++L N Q NE+ +I W + Y+H+LGI+G + LL +TS+PSVS+ +
Shict: 315 YYVREWRLRNATITQALTNKDSPFITSYAWINDSYLALGILGFFLFLLLGITSLPSVSNMV 374

Query: 246 TWREFHYIQSKLGIVSLLLGTIHALIFAWNEWIDIKQFVWYTPPTFMIAVFLPIVVLIFK 305
WREF ++0SKLG ++L+L: T H L+ 4+ W P +4++B+ +P VIL+ K
Sbjct: 375 NWREFRFVQSKLGYLTLVLCTAHTLVYGGKRFLSPSILRWSLPSAYILALTIPCAVLVLK 434

Query: 306 SILFLPCLRKK1LKIRHGWEDVTKINKTEI 335
IL +PC+ K + +IR GWE +K ++ +
Shiject: 435 CILIMPCIDKTLTRIRQGWERNSKYTQOSAL 464

Figure 4B-Homology of STEAP-1 (SEQ 1D NO: 42) to rat pHyde protein {gl[21717655]). (SEQ ID NO: 43}

Score = 283 bits (724}, Expect = 2e-75
Identities = 127/259 (49%), Positives = 184/259 (71%}

Query: 67 LFPOQWHLPIKIAATTASLTFLYTLLREVIHPLATSHQOYFYKIPILVINKVLPMVSITLL 126
LPHW+P B +++ ++ ¥ +R+V+ P + FYE+P+ V4N 4P V+ LL
Sbhjct: 208 LLPSWKVPTLLALGLSTQSYAYNFIRDVLOPYIRKDENKFYKMPLSVVNTTIPCVAYVLL 267

Query: 127 ALVYLPGVIAATVOLANGTKYKRKFPHWLDIWMLTREQFGLLSFFFAVLHALYSLSYPMRR 186
+LVYLPGV+AA +QL GTKY++FP WLD W+ RRQ GLLSFFFA+LHALYS P+RRE
Shict: 268 SLVYLPGVLAAALOLRRGTKYQRFPDWLDHWLOHRKQIGLLSFFFAMLHALYSFCLPLRR 327
Query: 187 SYRYKLINWAYQOVQONKEDAWIEHDVWRMEIYVSLGIVGLATLATLAVISIPSVSDSLT 246
S54RY L+N A +QV NK W+E +VWRMEIY+SLG++ b +L+LLAVISIPS+++S8L
Sbhict: 328 SHRYDLVNLAVRQVLANKSRLWVEEEVWRMEIYLSLGVIALGMLSLLAVISIPSIANSIN 387 .

Query: 247 WREFHYIQSKLGIVSLLLGTIHALTFAWNEWIDIEQFVWYTPPTFMIAVFLPIVVLIFKS 306
W+EF ++08 LG V4IL+L T+H L + W + + + +Y PPTF + 4+ LP V+++ K
Sbjct: 388 WKEFSFVQSTLGFVALMLSTMHTLTYGWTRAFEENHYRFYLPPTFILTLLLPCVIILAKG 447

Query: 307 ILFLPCLRKKILKIRHGWE 325
' 4+ LPCL ++ KIR GWE
Sbjct: 448 LFLLPCLSHRLTKIRRGWE 466

Figure 4G-Homology of STEAP-1 (SEQ ID NO: 44) to mouse sIx transmembrane epithelial antigen of the prostate
{9i[20820492)). (SEQ ID NO: 45)

Score = - 488 bits (1256}, Expect = e-137
Identities = 255/303 (84%), Positives = 277/303 {91%)
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Query:
Shijct:
Query:
Shict:
Query:
Shijct:
Query:
Shijct:
Query:
Sbijct:
Query:

Shjct:

L

37

61

a7

121

157

181

217

241

277

301

337

MLKRPVLLELHQTAHADEFDCPSELQHTOELFPQWHLP I XKIAAT TASLTFLYTLLREVIH
MLEKRP L HL H D FDCPSELQHTQE FP W LP+K+AAII+SLTFLYTLLRE+I+
MLEKRPGLSHLOHAVAVDAFDCPSELOHTOEFFPNWRLPVEVAATTISSLTFLYTLLRELTY

PLATSHOOYFYRKIPILVINKVLPMVSITLLALVYLPGVIAAIVOLHNGTKYKKFPEWLDK
PL TS +QYFYKIPILVINKVLPMV+ITLLALVYLPG +AA+VQL NGTKYKKFP WLD+
PLVTSREQYFYKIPILVINKVLPMVAITLLALVYLPGELAAVVQLRNGTKYKKFPPWLDR
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Figure 5a STEAP-1 variant 1

Hydrophilicity profile
(Hopp T.P., Woods K.R., 1981,
Proc. Natl. Acad. Sci. U.S.A. 78:3824-3828)
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Figure 5b STEAP-1 variant 3

Hydrophilicity profile
(Hopp T.P., Woods K.R., 1981.
Proc. Natl. Acad. Sci. U.S.A. 78:3824-3828)
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Figure 6a STEAP-1 variant 1

Hydropathicity Profile
(Kyte J., Doolittle R.F.,.1982. J. Mol. Biol. 157:105-132)
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Figure 6b STEAP-1 variant 3

Hydropathicity Profile
(Kyte J., Doolittle R.F., 1982. J: Mol. Biol. 157:105-132)
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Figure 7a STEAP-1 variant 1 %

Accessible Residues Profile
(Janin J., 1979. Nature 277:491-492)
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Figure 7b STEAP-1 variant 3 %

Accessible Residues Profile
(Janin J., 1979. Nature 277:491-492)
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Figure 8a STEAP-1 variant 1

Average Flexibility Profile
(Bhaskaran R., Ponnuswamy P.K., 1988.
Int. J. Pept. Protein Res. 32:242-255)
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Figure 8b STEAP-1 variant 3

Average Flexibility Profile

(Bhaskaran R., Ponnuswamy P.K., 1988,
Int. J. Pept. Protein Res. 32:242-255)
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Figure 9a STEAP-1 variant 1

Beta-turn Profile
(Deleage, G., Roux B. 1987. Protein Engineering 1:289-294)
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Figure 9b STEAP-1 variant 3

- Beta-turn Profile
(Deleage, G., Roux B. 1987. Protein Engineering 1:289-294)
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Figure 19:

Figure 19a. The cDNA and amino acid sequence of M2/X92.30 VH clona 2.

1

1
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61
41
121
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81
241

v XL O E S 6 PELKIZ KU®PGETVEKTI S
gtcaagctgcaggagtctggacctgagctgaagaagcctggagagacagtcaagatctcc
¢ K A 8 ¢ Y T FTHNUY G M NW V K QAP
tgcaaggcttctgggtataccttcacaaactatggaatgaactgggtgaagcaggctcca
¢ K ¢ L K WM G W I ¥NT Y T G EPTY A
ggaaagggtttaaagtggatgggctggataaacacctacactggagagccaacatatgct
p pDF KGURUPFAVF S L ET S A § T A Y L
gatgacttcaagggacggtttgccttctctttggaaacctctgccagcactgcctatttg
O I N N L K N EDTATZYF C A R P W F
cagatcaacaacctcaaaaatgaggacacggctacatatttctgtgcaagaccctggttt

10tA ¥ W 6 ¢ G T T v T Vv 8 §

301

gcttactggggccaagggaccacggtcaccgtctcctca

Figure 19b. The ¢cDNA and amino acid sequence of M2/X92.30 VL. clone #2.
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¢ L F E A A TMZ KL P V RL L VL W IR
ggactgttcgaagccgccaccatgaagttgcctgttaggctgttggtgctctggattcgg
E T N G DV V M T QTUPILTIL S V T I G
gaaaccaacqgtgatgttgtgatqacccagactccactcactttgtcggttaccattgga
Q PA S I 3 C KBS 8 0o s L L D 8 D G K T
caaccagcctccatdtcttgcaagtcaagtcagagcctcttagatagtgatggaaagaca
v L N WL L Q R P G @ S P K RIL I Y L V
tatttgaattggttgttacagaggccaggccagtctccaaagcgcctaatctatctggtg
s L D S§ 6 VvV PDRUYF¥ T G S G S5 G T DF
tctaaactggactctggagtccctgacaggttcactggcagtggatcagggacagatttc
r L, K I $ R V E A E D L 6 V Y'Y C W Q G
acactgaaaatcagcagagtggaggctgaggatttgggagtttattattgctggcaaggt
T 4 F P F T ¥ 6 8§ ¢ T KL E I K RTDA
acacattttccattcacgttcggctcggggacaaagttggaéataaaacgtacggatgct

14t a P T V 8

421

gcaccaactgtatce

Figure 19¢. The cDNA and amino acid sequence of Mi2/X(92.30 VL clone #5.
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¢ L F E A A T MZEA AUPAQL T L S8 V T I
ggactgttcgaagccgccaccatggaagccccagctcagctcactttgtcggttaccatt
G Qg PA S I 8 CKS S8 ¢ S8 L L D S b G K
ggacaaccagcctccatctcttgcaagtcaagtcagagcctcttagatagtgatggaaag
T vy L N W L L 0 R P G @ S8 P K RIL I ¥ L
acatatttgaattggttgttacagaggccaggccagtctccaaagcgcctaatctatctg
v §S K L b 8 6 VP?PDRFTGS G5 G T D

gtgtctaaactggactctggagtccctgacaggttcactggcagtggatcagggacagat
F T L K T 8 R VEAZEUDILGYV ¥ ¥ C W Q

ttcacactgaaaatcagcagagtggaggctgaggatttgggagtttattattgctggcaa
¢ T §H F P FTFG S8 GT XL ETIKIRTD

ggtacacattttccattcacgttcggctcggggacaaagttggaaataaaacgtacggat
A A P T V S8
gctgcaccaactgtatce
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Figure 19D. The cDNA and amino acid sequence of M2/X120.545 VL clone #8.
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atgggctteaagatggagteacaggeccaggttettatgttactgetgetatgagtatet:
G T CGD I VM S QS8 P S 85 L AV 8 V G
ggtacctgtagggacattgtgatgtecacagtetecatecteectagetgtgteagttgga
E K VvV T M 8 € K 8 8 ¢ 8 L ™ ¥ R S8 N QK
gagaaggttaccatgagetgcaagtecagtcagagectitiatataggageaatcaaaayg
N ¥ L AW VY ¢ ¢ K P G QS P KIL LI YW
aactacttggectggtaccageagaaaccagggcagtetectaaactgetgatitattag
A S T R E 8 G VP PRPFT G S G 8 6 T D
gectecactagggaatoctggggtoectygategettcacaggeagtggatetygggacagat
F T L T I 8 8 VvV K a EDUIL AUV Y Y C @ Q
ttcactecteaccatcageagtgtgaaggctgaagacctggeagtttattactgtcageaa
Y ¥ N Y P RTF GG GT KL ETIXRTD
tattataactatectcggacgttecggtggaggeaccaagetggaaatcaaacgtacggat
A A P T V §

getgeaccaactgtatee
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Figure 20:
Figure 20a. The amino acid sequence of M2/X92,30 VH clone #2.

1 VKLQESGPEL KKPGETVKIS CKASGYTFTN YGMNWVKQOAP GKGLKWMGWI NTYTGEPTYA
61 DDFKGRFAFS LETSASTAYL QINNLKNEDT ATYFCARPWEF AYWGQGTTVT VSS

Figure 20b. The amino acid sequence of M2/X92.30 VL clone #2,
1 GLFEAATMKL PVRLLVLWIR ETNGDVVMTQ TPLTLSVTIG QPASISCKSS QSLLDSDGKT

61 YLNWLLOQRPG QSPEKRLIYLV SKLDSGVPDR FIGSGSGTDF TLKISRVEAER DLGVYYCWQG
121 THFPEFTFG3G TKLEIKRTDA APTVS

Figure 20¢. The ¢DNA and amino acid sequence of M2/X92.30 VL clone #6.

16 L F £EAATMUZEA AU P AOQULTTUL S V T I.

1 ggactgttcgaagcegccaccatggaagecccagetcagetcactttgteggttaceatt
216 ¢ P A 8 I 8 C K8 8 ¢ 5 L L D S D G K

61 ggacaaccagcctecatetettgeaagtcaagtcagagectettagatagtgatyggaaag
41T ¥ L N W L L. ¢ R P G 0 8 P K R L I Y L
121 acatatttgaattggttgttacagaggccaggecagtctecaaagegectaatctatetyg
62V §$ K L b 8 6 v P DR F T G S G 8§ g T D
181 gtgtctaaactggactctggagtcecctgacaggttcactggecagtggatcagggacagat
81 % T L XK I 8 R VvV E A E D L 6 V Y ¥ C W Q
241 ttcacactgaaaatcagcagagtggaggctgaggatttgggagtttattattgctggcaa
0l * H F P F T PF 6 S G T KL E I XK R T D
301 ggtacacattttccattcacgttcggctcggggacaaagttggaaataaaacgtacggat
122 A A P T V 8 :

361 gctgcaccaactgtatcc

Figure 20d. Amino acid alignment of M2/X92.30 VL clone #2 and M2/M92.50 VL clone #6.

Clone 2: 1 GLFEAATMKLPVRLLVINIRETNGDVVMTIQTPLTLSVTIGQPASISCKSSQSLLBSDGKT 60
GLFEAATM+ P +L TLSVTIGQPASISCKSSQSLLDSDGKT
Clone 6: 1 GLEEARATMEAPAQL———-~—=———— == ——— TLSVIIGQPASTISCKSSQSLLDSDGKT 41

Cleone 2: 61 YLNWLLORPGQSPKRLIYLVSKLDSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCWOG 120
YLNWLLORPGQOSPRKRLIYLVSKLDSGVPDRETGSGSGTDFTLEISRVEAEDLGVYYCHOG
Clone 6: 42 YLNWLLORPGQOSPRRLIYLVSKLDSGVPDRFTGSGSGIDFTLKISRVEAEDLGVYYCWQG 101

Clone 2: 121 THFPFIFGSGTKLEIKRTDAAPTVS 145
THFPFTFGSGTRKLEIKRTDAAPTVS

Clone 6: 102 THFPFTFGSGTKLEIKRTDAAPTVS 126

N i

Figure 20e. The amino acid sequence of M2/X120.545 VL clone #8. The sequence of the signal peptide is underlined.

1 MGFKMESQAQ VIMLLLLWVS GTCGDIVMSQ SPSSLAVSVG EKVTMSCKSS QSLLYRSNQK
61 NYLAWYQQKP GQSPRLLIYW ASTRESGVPD RFIGSGSGTD FTLTISSVKA EDLAVYYCQQ

121 YYNYPRTFGG GTIKLEIKRTD AAPTVS
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