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Name
012/DPK9
02/DPK9
018/DPK1
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A20/DPK4
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L15/DPK7
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L18
LS/DPKS
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L8/DPK8
L23

L9
L24/DPK10
L11/DPK3
L12
011/DPK13
01/DPK13
Al17/DPK18
Al/DPK19
Al18/DPK28
A2/DPK12
Al19/DPK1S
A3/DPK1S
A23/DPK16
A27/DPK22
All/DPK20
L2/DPK21
L16

L6

L20
L25/DPK23
B3/DPK24
B2
A26/DPK26
Al10/DPK26
Al4/DPK25
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DIQMTQSPSSLSASVGDRVTITCRASQSISS------ YLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
DIQMTQSPSSLSASVGDRVTITCRASQSISS------ YLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
DIQMTQSPSSLSASVGDRVTITCQASQDISN- -~~~ YLNWYQOKPGKAPKLLIYDASNLETGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQQYDNLP
DIQMTQSPSSLSASVGDRVTITCQASQDISN------ YLNWYQQKPGKAPKLLIYDASNLETGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQQYDNLP
DIQMTQSPSSLSASVGDRVTITCRASQGISN------ YLAWYQQKPGKVPKLLI YAASTLQSGVPSRFSGSGSGTDFTLTISSLQPEDVATYYCQKYNSAP
DIQMTQSPSSLSASVGDRVTITCRASQGIRN-~---~- DLGWYQQKPGKAPKRLI YAASSLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYP
NIQMTQSPSAMSASVGDRVTITCRARQGISN------ YLAWFQQKPGKVPKHLI YAASSLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYP
DIQMTQSPSSLSASVGDRVTITCRASQGISN------ YLAWFQQKPGKAPKSLI YAASSLQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQYNSYP
DIQMTQSPSSLSASVGDRVTITCRARQGISS-~---- WLAWYQQXPEKAPKSLI YAASSLQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQYNSYP
AIQLTQSPSSLSASVGDRVTITCRASQGISS-~---- ALAWYQOKPGKAPKLLIYDASSLESGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQFNSYP
" AIQLTQSPSSLSASVGDRVTITCRASQGISS------ ALAWYQOKPGKAPKLLIYDASSLESGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQOFNSYP
DIQMTQSPSSVSASVGDRVTITCRASQGISS--~--~ WLAWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQANSFP
" DIQMTQSPSSVSASVGDRVTITCRASQGISS------ WLAWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQOANSFP
DIQLTQSPSFLSASVGDRVTITCRASQGISS------ YLAWYQQKPGKAPKLLIYAASTLOSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCQQLNSYP
AIRMTQSPFSLSASVGDRVTITCWASQGISS-----~ YLAWYQQKPAKAPKLFIYYASSLQSGVPSRFSGSGSGTDYTLTISSLQPEDFATYYCQQYYSTP
ATRMTQSPSSFSASTGDRVTITCRASQGISS------ YLAWYQQKPGKAPKLLIYAASTLQSGVPSRFSGSGSGTDFTLTISCLOSEDFATYYCQQYYSYP
VIWMTQSPSLLSASTGDRVTISCRMSQGISS~~---~ YLAWYQQKPGKAPELLIYAASTLQSGVPSRFSGSGSGTDFTLTISCLQSEDFATYYCQQYYSFP
AIQMTQSPSSLSASVGDRVTITCRASQGIRN-~---- DLGWYQQKPGKAPKLLI YAASSLQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCLODYNYP
DIQMTQSPSTLSASVGDRVTITCRASQSISS-----~ WLAWYQQKPGKAPKLLIYDASSLESGVPSRFSGSGSGTEF TLTISSLQPDDFATYYCQQYNSYS

DIVMTQTPLSLPVTPGEPASISCRSSQSLLDSDDGNTYLDWYLQKPGQSPQLLIYTLSYRASGVPDRFSGSGSGTDF TLKISRVEAEDVGVYYCMQRIEFP
DIVMTQTPLSLPVTPGEPASISCRSSQSLLDSDDGNTYLDWYLQKPGQSPQLLIYTLSYRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQRIEFP
DVVMTQSPLSLPVTLGQPASI SCRSSQSLVYS - DGNTYLNWFQQRPGQSPRRLIYKVSNRDSGVPDRFSGSGSGTDF TLKI SRVEAEDVGVYYCMQGTHWP
DVVMTQSPLSLPVILGQPASISCRSSQSLVYS -DGNTYLNWFQORPGQSPRRLI YKVSNWDSGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQGTHWP
DIVMTQTFLSLSVTRQQPASISCKSSQSLLHS -DGVTYLYWYLQRPQQSPQLLTYEVSSRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQGTHLP
DIVMTQTPLSLSVTPGQPASISCKSSQSLLHS -DGKTYLYWYLQKPGQPPQLLIYEVSNRF SGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQSIQLP
DIVMTQSPLSLPVIPGEPASISCRSSQSLLHS -NGYNYLDWYLQKPGQSPQLLI YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTP
DIVMTQSPLSLPVTPGEPASISCRSSQSLLHS -NGYNYLDWYLQKPGQSPQLLIYLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTP
DIVMTQTPLSSPVTLGQPASISCRSSQSLVHS - DGNTYLSWLQQRPGQPPRLLIYKISNRFSGVPDRFSGSGAGTDFTLKISRVEAEDVGVYYCMQATQFP

EIVLTQSPGTLSLSPGERATLSCRASQSVSSS----- YLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSP
EIVLTQSPATLSLSPGERATLSCGASQSVSSS----- YLAWYQQKPGLAPRLLIYDASSRATGI PDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSP
EIVMTQSPATLSVSPGERATLSCRASQSVSS------ NLAWYQQKPGQAPRLLIYGASTRATGIPARFSGSGSGTEFTLTISSLQSEDFAVYYCQQYNNWP
EIVMTQSPATLSVSPGERATLSCRASQSVSS--~~-- NLAWYQQKPGQAPRLLIYGASTRATGI PARFSGSGSGTEFTLTISSLQSEDFAVYYCQQYNNWP
EIVLTQSPATLSLSPGERATLSCRASQSVSS------ YLAWYQQKPGQAPRLLIYDASNRATGI PARFSGSGSGTDFTLTISSLEPEDFAVYYCOQRSNWP
EIVLTQSPATLSLSPGERATLSCRASQGVSS------ YLAWYQQKPGQAPRLLIYDASNRATGIPARFSGSGPGTDFTLTISSLEPEDFAVYYCQQRSNWH
EIVMTQSPATLSLSPGERATLSCRASQSVSSS----- YLSWYQQKPGQAPRLLIYGASTRATGI PARFSGSGSGTDFTLTISSLQPEDFAVYYCOQDYNLP
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNKNYLAWYQQKPGQPPKLLI YWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCOQYYSTP
ETTLTQSPAFMSATPGDKVNISCKASQDIDD--~---- DMNWYQQKPGEAAIFIIQEATTLVPGIPPRFSGSGYGTDFTLTINNIESEDAAYYFCLOHDNFP
EIVLTQSPDFQSVTPXEKVTITCRASQSIGS~--~~~-- SLHWYQQKPDQSPKLLIKYASQSFSGVPSRFSGSGSGTDFTLTINSLEAEDAATYYCHQSSSLP
EIVLTQSPDFQSVITPKEKVTITCRASQSIGS-~~~~- SLHWYQQKPDQSPKLLIKYASQSFSGVPSRFSGSGSGTDFTLTINSLEAEDAATYYCHQSSSLP

DVVMTQSPAFLSVTPGEKVTITCQASEGIGN--~---- YLYWYQQKPDQAPKLLIKYASQSISGVPSRFSGSGSGTDFTFTISSLEAEDAATYYCQQGNKHP
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L23 SqglssY Yas’
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012/DPK9 SgsIssY aas
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A30 SqgIrNd aas
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L9 SqglssY aas
Ll8 SqgIssa ass
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B2 sqdiddd eaT
L24/DPK10 SqglIssy ‘aas
Ll2 SgsIssw aas
L6 SgsvssY das
A26/DPK26 SqgsIgss Yas
Ll6 Sgsvssn asT
L2/DPK21 Sqgsvssn gas
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GVPSRFSGSGSGTQYSLKINSLQPEDFGSYYCQHFWSTPRTFGGGTKLEIKR D1.3 Vx
L23 yySTP
Al4 gnkhP
Ll ynSyP
012 sySTP
018 ydnlpP
A30 hnSyp
L14 hnSyp
L4 FnSyP
L8 InSyP
L9 yySyP
L18 FnSyP
L15 ynSyp
L5 anSfp
L11 dynyP
B2 hdnfp
L24/DPK10 YySfP
L12 ynSys
L6 rsnwpP
A26 . ssSlp
Ll6 ynnwp
L2 ynnwP
J1 WTFGQGTKVEIKR
J2 yTFGQGTKLEIKR
J3 £TFGPGTKVAIKR
J4 . 1TFGGGTKVEIKR
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SUBSTITUTE SHEET (RULE 26)



WO 2004/006955

1
0

4/15

Figure 4
2 3
0 0

07 FEB 2007

PCT/US2002/022011
5 6
0 0

QVQLQESGPGLVAPSQSLSITCTVSGFSLTGYGVNWVRQPPGKGLEWLGM IWGDGNTDYNSALKS

D13 VH

Tou-VH4 .21
DP-63
V58
VIV-4
DP-71
V71-4
VH4.16
DP-45
DP-48
DP-42
8-1B

7
0

JH1
JH2
JH3
JH4
JHS
JH6

gSfsGYyws eIihsGsTnYNpsLKS
gSfsGYyws eInhsGsTnYNpsSLKS
gSvsGYyws YIyysGsTnnNpsLKS
gSissYyws rIytsGsTnYNpsLKS
gSissYyws YIyysGsTnYNpsSLKS
gSvssYyws YIyysGsTnYNpsLKS
gSissYyws Y1yysGsTnYNpsLKS
FtfssYamh algtgGgTyYadsvKg
FtfssY¥dmh algtaGdTyYpgsvKg
Ftvssnyms vIysgGsTyYadsvKg
Ftvssnyms v1ysgGsTyYadsvKg
8 9
RLSISKDNSKSQVFLKMNSLHTDDTARYYCARERDYRLDYWGQGTTLTVSS D1.3 VH

aeyfqhWGQGTLVTVSS

ywy ED1WGRGTLVTVSS

afDVWGQGTMVTVSS

yEDYWGQGTLVTVSS

nwiDsWGQGTLVTVSS

yyydYgmDVWGQGTTVTVSS

0 2abc3 0

SUBSTITUTE SHEET (RULE 26)



07 FEB 2007

WO 2004/006955 . PCT/US2002/022011
5/15
Figure 5
1 2 3 4 5
0 0 0 0 0

DIQMTQSPASLSASVGETVTITCRASGNIHNY LAWYQQKQGKSPQLLVYYTITLAD mouse D1.3 Vx
AIRMTQSPFSLSASVGDRVTITCRASGNIHNYLAWYQQKPAKAPKLFIYYTTTLAD humanized D1.3 Vk

6 7 8 9 10 10
0 0 0 0 0 8

GVPSRFSGSGSGTQYSLKINSLQPEDFGSYYCQHFWSTPRTFGGGTKLEIKR mouse D1.3 Vx
GVPSRFSGSGSGTDYTLTISSLQPEDFATYYCQHFWSTPRTFGGGTKVEIKR humanized D1.3 Vx

1 2 3 4 5 6

0 0 0 0 0 0_
QVQLQESGPGLVAPSQSLSITCTVSGFSLTGYGVNWVRQPPGKGLEWLGMIWGDGNTDYNSALKS mouse D1.3 VH
QVQLQESGPGLVKPSETLSLTCTVSGGSVSGYGVNWIRQPPGKGLEWI GMIWGDGNTDYNSSLKS humanized D1.3 VH
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RLSISKDNSKSQVFLKMNSLHTDDTARYYCARERDYRLDYWGQGTTLTVSS mouse D1.3 VH
RVTISVDTSKNQFSLKLSSVTAADTAVYYCARERDYRLDYWGQGTLVTVSS humanized D1.3 VH
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Figure 6
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1 2 3 4 5 6
0 0 0 0 0 o_
EVKLQQSGPGLVTPSQSLS I TCTVSGFSLSDYGVHWVRQS PGQGLEWLGVIWAGGGTNYNSALMS 9.3 VH
DP-45 FtfSsYamH aIgtGGGTyYadsvKg
Tou-VH4 .21 gSfSgYyws eIihsGsTNYNDPSLKS
DP-63 gSfsgYyws eInhsGsTNYNpPSLKS
Viv-4 gSissYyws rIytsGsTNYNpsSLKS
DP-71 gsSissYyws ylyysGsTNYNpsSLKS"
V71-4 gSvSsYyws ylyysGsTNYNpPsLKS
VH4.16 gSiSsYyws yIyysGsTNYNpsSLKS
DP-48 FPtf£SsYdmH algtaGdTyYpgsvKg
DP-42 FtvSsnyms VIysGGsTyYadsvKg
8-1B FtvSsnyms VIysGGsTyYadsvKg
vse gSvSgYyws yIyysGsTNnNpsLKS
7 88 8 9 10 11
0 0 2abc3 0 Oabcd (]

RKSISKDNSKSQVFLKMNSLQADDTAVYYCARDKGYSYYYSMDYWGQGTSVTVSS 9.3 VH

JH1 aeyfqhWGQGT1VTVSS
JH2 ywy£D1WGIrGT1VTVSS
JH3 afDVWGQGTmMVTVSS
JH4 yEDYWGQGT1VIVSS
JH5 nwfDsWGQGT1VTVSS
JH6 YSYdYgMDVRGQGTLVTVSS

SUBSTITUTE SHEET (RULE 26)



WO 2004/006955 PCT/US2002/022011
-11/15
Figure 10
1 2 2 3 4 5
Q Q 7abcd 0 (] 4]

DIELTQSPASLAVSLGQRATISCRASESVEYYVTSLMQWYQQKPGQPPKLLIFAASNVES_MOUSO 9.3 Vx
DIVMTQSPDSLAVSLGERATINCRASESVEYYVTSLMAWYQQKPGQPPKLLIYAASNVES humanized 9.3 Vx

6 7 8 9 10 10
0 0 0 0 0 8

GVPARFSGSGSGTNFSLNIHPVDEDDVAMYPCQOSRKVPYTFGGGTKLEIKR mouse 9.3 Vk
GVPDRFSGSGSGTNFSLTISSLOAEDVAVYYCQQSRKVPYTFGOGTKLEIKR humanized 9.3 Vx

1 2 3 4 5 6

0 0 0 0 0 0_
EVKLQQSGPGLVTPSQSLSITCTVSGFSLSDYGVHWVRQSPGQGLEWLGVIWAGGGTNYNSALMS mouse 9.3 Vi
EVQLVQSGGGLVQPGGSLRLSCAGSGFTFSDYGVHWVRQAPGKGLEWVSAIWAGGGTNYASSVMG humanized 9.3 Vi

7 8 8 8 9 10 11
0 0 2abc3 0 0abcd 0

RKSISKDNSKSQVFLKMNSLQADDTAVYYCARDKGYSYYYSMDYWGQGTSVTVSS mouse 9.3 VH
RFTISRDNAKNSLYLOMNSLRAEDMAVYYCARDKGYSYYYSMDYWGQGTLVTVSS humanized 9.3 Vi

SUBSTITUTE SHEET (RULE 26)

07 FEB 2007



07 FEB 2007

WO 2004/006955 PCT/US2002/022011
12/15

Figure 11
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Figure 12
1 2 .2 3 4 S
0 0 7abcd 0 0 0

DIVLTQSPVSLAVSVGQRATISCKASQSVDFDGES YMNWYQQKPGQPPKLLIYVVSNLES mouse BCF2 Vx .
DIVMTQTPLSLSVIPGQPASISCKASQSVDFDGESYMNWYLQKPGQPPQLLI YVVSNLES humanized BCF2 Vx
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Figure 13
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**VLTQTPLSLPVSLGDQAS I SCRSSQSLEHNNGNTYLNHYLQKPGQSPQLLI YRVSNRPS mouse NGADSS Vx
DVVMTQSPLSLPVTLGQPASISCRSSQSLEHNNGNTY LNWFOQRPGOSPRRLIYRVSNRFS humanized NGADGS Vx
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Figure 14
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