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Fig. 2 (continued)
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FIG. 2 (continued)
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Fig. 2 (continued)
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Fig. 4
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Fig. 9 (continued)
C
WhFL GMSS-FL - R248Q-FL R273H-FL
Peptide cDNA (ng) - - 10 20 =10 20 - 10 20
. _ , —

38kDa




WO 2013/036208 PCT/SG2012/000329

17/ 82
Fig. 9 (continued)
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-Fig;' 10 (continued)
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Fig. 11 (continued)
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Fig. 12 (continued)
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Fig. 14
A | BSA standards (mg/mL)
' | 0.25 0.75 1.5 '
0125 77 0.5 1.0 2.0

50kDa

B o
. =
2 0.8;
Q
o &
Q
(<]
=
(4~
=
o
(74
£
<L
0.0 v v ey . -
00 . 05 1.0 1.5 2.0 2.5

Concentration {(mg/mL)



WO 2013/036208

PCT/SG2012/000329

26/ 82

" . Fig. 14 (continued)
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Fig. 16
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Fig. 17
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Fig. 17 (continued)
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Fig. 17 (continuéd)
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Fig. 17 (continued)
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Fig. 18

Pab 240

120 -
100
80 A
60 -
40 -

20

% normalized to p53 wt-A22

7 T

wt - R175H . G245S R248Q R273H

! T T

Pab 1620

P ¥ T 1 ¥

wt R175H G245S R248Q R273H

120 -
100
80 -
60 ]
40

20

% normalized to p53 wt-A22




WO 2013/036208 PCT/SG2012/000329
34/ 82

Fig. 18 (continued)
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Fig. 18 (continued)
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Fig. 19 (continued)
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Fig. 19 (continued)
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Fig. 21 (continued)
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Fig. 21 (continued)
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Fig. 22
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- Fig. 22 (continued)
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Fig. 24
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Fig. 28
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Fig. 29
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Fig. 32 (continued)
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Fig. 34
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Fig.35
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Fig. 36
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Fig. 36 (continued)
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_ | Fig. 36 (continued)
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Fig. 36 (continued)

© R273H-A22 + Pap-VRH

PCT/SG2012/000329

Cod0y
= 30" B 21 3 site
« & | [J PUMA-BS2
O =
28 20+ .
2g ®T
%Q\
2 104
EE
B gl
Bf -
c ,,
0- = i -
- DMSOCtrl 2 20 200

Concentration of pap-VRH added (].I.M)




WO 2013/036208 PCT/SG2012/000329

>

Fold difference over

Fold difference over

64/ 82

Fig. 37
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Fig. 37 (continued)
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' Fig. 37 (continued)
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" Fig. 37 (continued)
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Fig. 38
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Fig. 39
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Fig. 40
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Fig. 41
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- Fig. 41 (continued)
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Fig. 41 (continued)
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Fig. 41 (continued)
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Fig. 41 (continued)
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Fig. 42
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Fig. 42 (continued)

Fold difference over
mutant only DMSO control (RLU)

Fold difference over
mutant only DMSO control (RLU)

PTRX-MPHs co-transfeced (ng)



WO 2013/036208 PCT/SG2012/000329

78/ 82

Fig. 42 (continued)
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Fig. 43
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Fig. 43 (continued)
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Fig. 44
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Fig. 44 (continued)
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