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Fig. 4

Human bone marrow aspirate
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Fig. 5
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Fig. 6
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Fig. 7-1
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Fig. 7-2
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Fig. 7-3
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Fig. 7-4
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Fig. 8-2

-

B E -
o
L
&
=
B —g R
8
T T
o
o,
(2]
>
M
§e —g—b-
©3
= -
- B SN D SRS -
-
H 4
o] fow ot < o fant [
73 e -5 & P —

121810 |eo Jad s|ja0 JO JBQUUNN

14

10

Days after transfer to suspension culture

13/48



Fig. 8-3
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Fig. 9-1
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Fig. 9-2
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Fig. 9-3

M-Cluster : Muse cell-derived embryoid body-fike celf cluster
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Fig. 10a

. MUSE/ Naive Cell cluster/Naive
Symbol Name Fibro1 { Fibro2 |MSC~1 MSC-2{ Fibrol | Fibro2 [M3C~1 [MSC—2

DAZI, Deleted In azoosperniia-iike

DPPA2  [Devslopmenta! pluripotency associated 2 {PESCRGYY
DPPA4 (Developmental plurlpotency associated 4
ERAS ES celf sxpressed Ras

GRB7 Growth tactor recepior-bound protein 7
HOXB1 fHomeobox Bl _
KLF4 Kruppel-like factar 4 (gufy A

MYC c-Myc

PRDM1T PR domain containing 1, with ZNF domain
SOX2 SRY {sex determining ragion Y)-box 2
SPAGR  [Sperm associated antigen 8

SPRYZ [ISprouly homolag 2, antagonist of FGF slgnaling
TDGF1  {Teratocarcinoma-derived growth facior 1
ZFP42  dZinc finger protein 42 homolog (Rex]

* - No change
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Fig. 10b
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Fig. 12
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Fig. 13
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Fig. 14

M-fibroblasts (Naive cell)
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Fig. 15-1
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Fig. 15-2
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Fig. 15-3
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Fig. 15-4
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Fig. 16-2
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Fig. 16-3
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Fig. 17-1
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Fig. 17-2
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Fig. 18-1
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Fig. 18-2
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Fig. 18-3
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Fig. 19

36/48



Fig. 20
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Fig. 21
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Fig. 22-1
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Fig. 22-2
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Fig. 22-3
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Fig. 23-1
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Fig. 23-2
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Fig. 23-3
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Fig. 24
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 Fig. 25

Maive fiPs

Symbol Description Cluster | iPS Cluster
ABL1 C-abi oncogene 1, receptor tyrosine kinase 1.2E+00
ANAPC2 Anuaphase promoting complex subimit 2 8.5E-01
ANAPCH Anaphase promoting complex subunit 4 5.0E-01
ATM Ataxia telangiectasia mutated L7E+G0
ATR Ataxia telangiectasia and Rad3 related 9.5E-61
BRCAI Breast cancer 1, early onset 1L3E-§1*
CCNBI Cyelin B1 S.9E-02*
CCNB2 Cyclin B2 6.6E-02*
CCNC Cyelin C J2E-01%
CCNDI Cyelin D / 3TE+BO*
COND2 Cyclin D2 A 3.7E-02*
CONEL Cyelin E1 1OE-D1*
CONF Cyelin F LIE-§1*
CCNGI Cyclin Gi 4.1E-01
CCNG2 Cyelin G2 LIE+07**
CONH Cyclin B 6.6E-01
CCNTI Cyelin T1 S.8E-H
CONT2 Cyelin T2 4.0E-01
CDCI6 Celi division cycle 16 homolog (8. cerevisiae) 3.3E-01
CDC2 Ceil divisioncyele 2, Gl to Sand G2 to M 6.4E-02%
CDC2) Cell division cycle 20 homalog (8. cerevisize) T 33E-02*
CDC34 Cell division cycie 34 homolog (S, cerevisiae) 4.7E-01
CDEK2 Cyclin-dependent kinase 2 J.0E-01%
CDEr4 Cyclin-dependent kinase 4 6.4E-01
CDK5R1 Cyclin-dependent kinase 3, reguiatory subunit 1 {p33) 1.2E-01%
CDKSRAP]  JCDKS regulatory subunit associated protein 1 3.2E-01*
CDKS Cyslin-dependent kinase 6 s 5.7E-01
CDK7 Cyelin-dependent inase 7 3.5E-01 - §
CDREB Cyclin-dependent kinase § 4.7E-01
CDKNI1A Cyclin-dependent kinase ishibitor 14 (p21, Cipl) ‘A B3E+01**
CDENIR Cyclin-dependent kinase inhibitor 1B (p27, Kipl) S2E-01
CDEN2A Cyciin-dependent kinase inhibitor 2A (melanoma, pi6, inhibits CDKA4) s R A
CDKN2B Cyclin-dependent kinase inhibitor 2B (p15, inhibits CDK4) / o T8E+(1#**
CDKN3 Cyclin-dependent kinase inhibitor 3 (CIJK2-associated dual specificity phosphatase) 13E-01*
CHEK CHK1 checkpoint homolog (8. pombe) LTE-G1*
CHEK2 CHEK2 checkpoint homolog (3. pombe) 7.7E-02*%
CULL Culiin 1 4.2E-0)
E3F4 E2F transcription factor 4, p107/p130-binding 4.8E-01
GADDASA  |Growth arrest and DNA-damage-inducible, aipha S 1E+0**
MAD2L1 MAIYZ mitotic arrest deficient-like 1 {veast) 4.48-02%
MAD2L2 MAD2 mitotic arrest deficient-like 2 {veast) 8.2E-02%
MOM2Z Minichromosome maintenance complex component 2 5.6E-02*
MCM3 Minichromosome maintenance compiex component 3 5.7E-02%
MCM4 Minichramosome maintenance complex component 4 2.2E-01%
MCM35 Minichromosome maintenance complex component 3 3IE-02*
MNATI Menage a trois homolog 1, cyclin H assembly factor (Xenopus laevis) 6.8E-01
MRENA MRE11 meiotic recombination 11 homolog A (S. cerevisiae) 3.7E-61
PCMA Proliferating cell nuciear antigen 1.0E-01*%
RADS1 RADS} homolog {(RecA homolog, E. coli) (S. cerevisiae) 7.0E-02*
RB1 Retinoblastoma 1 {including osteosarcoma) 40E+00%
REBBP8 Retinoblastoma binding protein 8 1.3E-01%
RBL! Retinoblastoma-like 1 (p107) 23E-G1*
RBLZ Retinoblasioma-like 2 (p130) S5.5E+00%*
RPA3 Replication protein A3, 14kDa 1.3E-01*
SKP2 S-phase kinase-associated protein 2 {p45) L LIE-D1*
TERT Telomerase reverse transcriptase GHE+B0*
TFDP] Transcription factor Dp-] 2 4E-D1
TFDP2 Transcription factor Dp-2 (E2F dimerization partner 2) 6.6E-01
TPS53 Tumor protein p33 33E-01*
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kg6

/Naive APS
Symbol Description Cluster iPS Cluster

ABCAIL3 ATP-binding cassette, sub-family A (ABC1), member 13 | 4.1E-61
ALPL Alkaline phosphatase, liver/bone/kidney 2.9E-03*
ATRX Alpha thalassemia/mental retardation syndrome X-linked (RADS4 homolog, 5. corevisiae) 9.9E-01
BMP4 Bone morphogenetic protein 4 14E-01*
BMPRIA Bone morphogenetic protein receplor, type 1A 0.6E-6)
CBX7 Chramobox homolog 7 5.5 +0§%¥
CTRY Cir®, Pafl/RNA polymerase IF complex component, homolog {8. cergvisiae} 6.2E-01
DAZL Deleted in azoospermia-tike S8E-02*
DDX4 DEAD (Asp-Glu-Ala-Asp) box polypeptide 4 50E-G1
DNMT1 DNA (oytosine-3-}-methyitransferase 1 20E-01*
DNMT38 DINA (cytosine-3-p-methyitransterase 3 beta 6.28-04%
DPPAZ Developmental pluripotency associated 2 LGE-03*
DPPAZ Developmensal pluripotency associated 3 LI1E-G2*
DPPA4 Developmental pluripotency associated 4 L1E-(4%
EPCH Enhancer of polycomb homolog 1 (Drosophila) 8.2E-01
ERAS ES celi expressed Ras LIE-81*
F11R F11 receptor 2HE-03*
FGFRI Fibroblast growth factor receptor | (fms-rolated tyrosine kinase 2, Pfeiffer syndrome} 5.8E-01
FOXD3 TForkhead box D3 4.2E-04*
GDF3 Growth differentiation factor 3 QOE+G0*
GRB7 Growth factor receptor-bound protein 7 1.88-03*
HANDI Heart and neural crest derivatives expressed | 1L.9E-G2%
HES1 Hairy and enhancer of split 1, {Drosophila) LAE+G0
HEXIM1 Hexamethylene bis-acetamide inducible 1 2.8E-+00
HOXBI Homeobox B1 4.7E-02*
™ Inhibiter of DNA binding 1, dominant negative helix-loop-helix protein 3IE+HDGH*
153 Inhibitor of DINA binding 3, dominani negative helix-loop-helix protein 3HE+00*>
IFITMI1 Interferon induced fransmembrane protein 1 (9-27) LTE-R1*
KCNE3 Potassium channel, subfamily K, member 3 JA4EADO**
KITLG KIT hgand L2E+H01**
KLF4 Kruppel-iike factor 4 (gut) LOE+DD
LIN2B Lin-28 homotog (C. elegans) J.5E-04*
MSX2 Msh homeobox 2 3.8E-01
MYC V-myc myelocytomatosis viral oncogene homolog {avian) 7.6E-81
NANQG Manog homeobox 4 0E-04*
NAT1 N-acetyltransferase 1 {arylamine N-acefyliransierase) 9.4E-01
NKX1-2 NK1 homeobox 2 23IE-03*
NROBI Nuclear receptor subfamily 0, group B, member 1 2AE+Q1**
OCT3/4 POU class 5 homeobox 1 L8E-02*
OTX2 Orthodenticie homeobox 2 BOE+0B0O*
PAN3 PAN3 polyA specific ribonuclease subunit homolog (8. cerevisiae) 4.5E-01
PODXL Podocalyxin-like 3.8E-02*
PRDMI PR domain containing 1, with ZNF domain LOE+01*¥
RAGLAP] Recombination activating gene | activating protein | 8.6E-01
SALLA Sal-tike 4 (Drosophila) 6.4E-D4%
SIX4 SIX homeobox 4 4.98-61
SOX2 SRY (sex determining region Y)-box 2 T4E-04%
SPAGS Sperm associated antigen 9 L3E+00
SPRY1 Sprouty hoemolog 1, antagonist of FGF signaling (Drosophila) 51E01
SPRY2 Sprouty homolog 2 (Droscphila) LOE+G0
SSBP2 Single-stranded DNA binding protein 2 L7E+00
STAT3 Signai transducer and activagor of transcription 3 (acute-phase response factor) L6E+GD
TDGFY Teratocarcimoma-derived growth factor 1 3.8E-05*
TFE3 Transcription factor binding to [GHM enhancer 3 LIE+0¢
TRDMTI TRINA aspartic acid methyliransferase | 7.3E-01
UTF} Undifferentiated embryonic cell transcription factor 1 0.6E-+00*
VIiM Vimentin 14H+02**
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