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Anti-CD22 12C5 VH

v
D
J

(=]

55

108

163

217

271

325

segment : T-4.1
segment : 3-3

segment : JHéeb

¢ v Q@ L Vv g s & s

CAG GTG CAG CTG GTG CAA TCT GGG TCT

K v s c K A & G Y
ARG GTT TCC TGC ARG GCT TCT GGA TAC

v R Q A P G Q G L
GTG CGA CAG GCC CCT GGA CAA GGG CTT
CDR2
T G N P T Y A Q G

ACT GGG AAC CCA ACG TAT GCC CAG GGC

] T s v 8 T A Y L
GAC ACC TCT GTC AGC ACG GCA TAT CTG

PR

T A v Y b4 [ A R L
ACT GCC GTG TAT TAC TGT GCT AGG TThA
W G Q G T T v T Vv

TGG GGC CRA GGG ACC ACG GTC ACC GTC

FIGURE

E L K X P G A S v
GAG TTG ARG ARG CCT GGG GCC TCA GTG
CDR1L
T F T S Y A M N W
ACC TTC ACT AGT TAT GCT ATG AAT TGG
CDR2
E W M @G W I N T N

GAG TGG ATG GGA TGG ATC AAC ACC AAC

F T G R F v F 5 L
TTC ACA GBA CGG TIT GTC TTC TCC TTG
o] I s g L K A2 E D
CAG ATC AGC AGC CTA AAG GCT GAG GAC

CDR3
F Y Y ¥ F G M D v

TTC TAC TAC TAC TTC GGT ATG GAC GTC

8 s
TCC TCA
iz
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Anti-CD22 1205 VA

V segment : 2b2
J segment: JL2

Q § A L T Q P A 8 v s G g P G Q ) I
1 CAG TCT GCC CTG ACT CAG CCT GCC TCC GTG TCT GGG TCT CCT GGA CAG TCG ATC

T I s c T ¢ T =s s o v ¢ s ¥ ¥ L Vv s
55 ACC ATC TCC TGC ACT GGA ACC AGC AGT GAT GIT GGG AGT TAT AAC CTT GTC TCC

e e e g o e -

W Y Q L H p [¢] XK A P K L M I Y E Vv B}
103 TGG TAC CAA CTG CAC CCA GGC AAA GCC CCC ARA CTC ATG ATT TAT GAG GTC AGT

K R P s & Vv s N R F 1 G 5 R 5 G ¥ T
163 ARG CGG CCC TCA GGG GTT TCT AAT CGC TTC TCT GGC TCC AGG TCT GGC ARC ACG

A ) L T I 8 G L Q@ A E 3] E A Y ¥ c
217 GCC TCC CTG ACA ATC TCT GGG CTC CAG GCT GAG GAC GAG GCT GAT TAT TAC TGC

c 5 ¥ A N s S T L v F 6 ¢ @& T K L T
271 TGC TCA TAT GCA AAT AGT AGC ACT TTG GTA TTC GGC GGA GGG ACC ARG CTG ACC

v L
325 GTC CTA

FIGURE 1B
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Anti- CD22 15A3 VH
Anti- CD22 CD22.1 VH

V segment: 4-34
D segment: 3-9
J segment : JH4Db

Q v Q L o] Q W & a @ L L K b4 8 E T L
1 CAG GTG CAG CTA CAG CAG TGG GGC GCA GGh CTG TTG AAG CCT TCG GAG ACC CTG

] L T c a v Y G R 8 F ) s Y Y W s W
55 TCC CTC ACC TGC GCT GTC TAT GGT AGE TCC TTC AGT AGT TAC TAC TGG AGC TGG

U ik e ot e T Bt B o o . 2t e

I R Q P P G K @G L E W I G D I ¥ H s
109 ATC CGC CAG CCC CCA GGG AAG GGG CTG GAG TGG ATT GGG GAC ATC AAT CAT AGT

G s T N Y N b s L X s R v T I s v D
163 GGA AGC ACC AARC TAC AAC CCG TCC CTC ARG AGT CBA GTC ACC ATA TCA GTA GAC

T ] X N Q F 8 L K L s 8 v T A A D T
217 ACG TCC ARG AAC CAG TTC TCC CTG ARG CTG AGC TCT GTG ACC GCC GCG GAC ACG

AV Y Y C A @ T F Y D I L T &6 ¥ v P
271 GCT GTG TAT TAC TGT GCG GGA ACG ITT TAC GAT ATT TTG ACT GGT TAT TAT CCC

L G Y w G P G T L Vv T v 3 s
325 CTT GGG TAC TGG GGC CCG GGA ACC CTG GTC ACC GTC TCC TCA

FIGURE 23
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Anti- CD22 18%A3 VK
Anti- CD22 CDh22.1 VK
Anti- CD22 CD22.2 VK

V segment: L6
J segment: JK1

E I v L T Q s P A T
1 GAA ATT GTG TTG ACA CAG TCT CCA GCC ACC

A T L s c R A 8 Q 8
85 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT

Q Q X P G Q A P R L
103 CRR CAG AAA CCT GGC CAG GCT CCC AGG CTC

A T G I P A R F s G
163 GCC ACT GGC ATC CCA GCC AGG TTC AGT GGC

L T I s 8 L E P E D
217 CTC ACC ATC AGC AGC CTA GAG CCT GAA GAT

R 5 N W P T F G Q G
271 CGT AGC AAC TGG CCT ACG TTC GGC CAA GGG

FIGURE 2B

L s L s P G E -3
CTG TCT TTG TCT CCA GGG GAA AGA

v 8 s Y L A W Y
GTT AGC AGC TAC TTA GCC TGG TAC

L I ¥ D A 5 N R
CTC ATC TAT GAT GCA TCC AAC AGGE

5 G 8 G T D F T
AGT GGG TCT GGG ACA GAC TTC ACT

F A v Y ¥ ¢ ¢ o
TTT GCA GTT TAT TAC TGT CAG CAG

T K VvV E I K
ACC ARG GTG GAAR ATC AAA
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Anti- CD22 CD22.2 VH

V segment: 4-34
D segment: 3-9
J segment: JH4b

Q v Q L Q@ 0 w ¢ A &G L L K | ] E T L
1 CAG GTG CAG CTA CAG CAG TGG GGC GCA GGA CTG TTG AAG CCT TCG GAG ACC CTG

----- b

s L T c A v b4 G R s F g s b4 ¥ ® 5 W
55 TCC €¥C ACC TGC GCT GTIC TAT GGT AGGE TCC TTC AGT AGT TAC TAC TCG AGC TGG

I R Q P b G K G L E W I G D I Q H s
163 ATC CGC CAG CCC CCA GGG ARG GGG CTG GAG TGG ATT GGG GAC ATC CRA CAT AGT

G L] T N ¥ N P 5 L K s R v T I S v b
163 GGA AGC ACC AAC TAC AAC CCG TCC CTC AAG AGT CGA GFC ACC ATA TCA GTA GAC

T s K N 9 F 8 L X L s s v T a 3 D T
217 RCG TCC AAG AAC CAG TTC TCC CTG AAG CTG AGC TCT GTG ACC GCC GCG GAC ACG

AV Y Y ¢ A G T F Y D I L T G Y ¥ P
271 GCT GTG TAT TAC TGT GCG GGA ACE TTT TAC GAT ATT TTG ACT GGT TAT TAT CCC

L &G ¥ W ¢ P 4 T L VvV T v s S
325 CIT GGG TAC TGG GGC CCG GGA ACC CTG GTC ACC GTC TCC TCA

FIGURE 2C



Anti-CD22 16F7 VH

V segment: 5-51
D segment: 3-10
J segment: JH3b

E VvV 0 L ¥V g

1 GAG GTG CAG CTG GTG CAG

K I ) C X @
55 AAG ATC TCC TGT AAG GGT

v R Q M P G K G L
109 GTG CGC CAG ATG CCC GGG AAA GGC CTG GAG
CDR2
D s D T R Y s P s F

163 GAC TCT GAT ACC AGA TAC

D K S I S T
217 GAC ARG TCC ATC AGC ACC

T A M Y Y C
271 ACC GCC ATG TAT TAC TGT

D I " 6 0 ¢
325 GAT ATC TGG GGC CAA GGG

6/44

8 G A E
TCT GGA GCA GAG

8 G Y N
TCT GGA TAC AAC

E

AGC CCG TCC TTC

A Y L Q
GCC TAC CTG CAG

A T P T
GCG ACC CCG ACG

T M Vv T
ACA ATG GTC ACC

FIGURE 32

v K K P G E s L
GTG AAR AAG CCC GGG GAG TCT TG
CDR1
F T s Yy W 3 G W
TTT ACC AGC TAC TGG ATC GGC TGS

CDR2
W M G I 1 b4 P G

TGE ATG GGG ATC ATC TAT CCT GGT

Q ¢ 0 Vv T 1 S A
CAR GGC CAG GTC ACC ATC TCA GCC

W ) s L X A & D
TGG AGC AGC CTG AAG GCC TCG GAC

Y F G 8 v A
TAT TAC TTT GGT TCG GIG GCT TTT

v s s
GTC TCT TCA
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Anti-CD22 16F7 VK1

V segment: A27
J segment: JK1

E I v L T Q 8 b G T L s L s P G E R
1 GAA ATT GTG TTG ACG CAG TCT CCA GGC ACC CTG TCT TTG TCT CCA GGG GAA AGA

AT L s cC R A s Q 5 v 5 8 s Y L A W
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC AGC TAC TTA GCC TGG

CDR2

g etk e o e

b4 Q Q K P G Q A P R L L I Y G A s s
103 TAC CAG CAG ARA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GGT GCA TCC AGC

R A T G I 4 s ] R F 5 G S G s G T D F
163 AGG GCC ACT GGC ATC CCA GAC AGG TTC AGT GGC AGT GGG TCT GGG ACA GAC TTC

CDR3

o

T L T I & R L E P E D F A v Y Y C 4]
217 ACT CTC ACC ATC AGC AGA CTG GAG CCT GBA GAT TTT GCA GTG TAT TAC TGT CAG

Q Y & = ] P P T P 6 Q0 ¢ T K Vv E I K
271 CAG TAT GGT AGC TCA CCT CCG ACG TTC GGC Cha GGG ACC ARG GTG GAA ATC AAR

FIGURE 3B
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Anti-~-CD22 16F7 VK2

V segment: AlQ
J segment: JK2

E I v L T Q s P D F Q S8 v T p X E X
1 GAA ATT GTG CTC ACT CAG TCT CCA GAC TIT CAG TCT GTG ACT CCA ARG GAG ARA

Lo o oy

v T I T c R A 8 Q S s G S s L H W Y
55 GTC ACC ATC ACC TGC CGG GCC AGT CAG AGC ATT GGT AGT AGC TTA CAC TGG TAC

Q Q K P D Q s o K L L I K ¥ A 8§ Q 3
103 CAG CAG AAA CCh GAT CAG TCT CCA ARG CTC CTC ATC AAG TAT GCT TCC CAG TCC

F s G Vv P s R F s G s G s & T b F T
163 TTC TCA GGG GTC CCC TCG AGG TTC AGT GGC AGT GCA TCT GGG ACA GAT TTC ACC

L T I N s L E A E D A A A Y Y ¢ H @
217 CTC ACC ATC ART AGC CTG GRA GCT GAA GAT GCT GCA GCG TAT TAC TGT CAT CAG

S ) 3 L P ¥ T F 6 @ 6 T K L E I K
271 AGT AGT AGT TTA CCG TAC ACT TTT GGC CAG GGG ACC ARG CTG GAG ATC AAA

FIGURE 3C
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Anti-CD22 23C6 VH

V segment: 1-69
D segment: 2-15
J segment: JHEb

55

igs

163

217

271

325

378

¢ VvV @ L V Q § 6 A E
CRG GTC CAG CTG GTG CAG TCT GGG GCT GAG

X v s c K A s G G T
RAG GTC TCC TGC AAG GCT TCT GGA GGC ACC

v R Q A 1] G o] G L E

K XK T G s 5 v

GTG AAA AAG ACT GGG TCC TCG GTG

=} s ¥ G 1 N W

TTC AGC AGC TAT GGT ATC AAC TGG

M G E I I 4 I

GTG CGA CAG GCC CCT GGA CAR GGG CTT GAA TGG ATG GGA GAG ATC ATC CCT ATC

13 G T A N Y A Q X F
TTT GGT ACA GCA AAC TAC GCA CAG AAG TTC

D E s T 8 T v ¥ M E
GAC GAMR TCC ACG AGC ACA GTC TAC ATG GAG

T A \' Y Y c A R D Q
ACG GCC GTG TAT TAC TGT GCG AGA GAT CAG

H Y Y Y Y G M D v W
CAC TAC TAC TAC TAC GGT ATG GAC GTC TGS

= s
TCC TCA

FIGURE 44

G R v T I T A

CAG GGC AGA GTC ACG ATT ACC CCG

g s L R A E D

CTG AGC AGC CTG AGAR GCT GAG GAC

v v v v A A T

GGT GTA GTG GTG GTA GCT GCA ACC

Q G T T Vv T Vv

GGC CAR GGG ACC ACG GTC ACC GTC
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Anti-CD22 23C6 VK1

V segment: Le
J segment: JK1

55

108

163

271

E I v L T Q s P A T L 8 L s P G E R
GAA ATT GTG TTG ACA CAG TCT CCA GCC ACC CTG TCT TTG TCT CCA GGG GAA AGAh

A T L s ¢ R A S8 Q S v s & ¥ L A W Y
GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC TAC TTA GCC TGG TAC

o ot g g g et o LT -

Q Q K P G Q A P R L L I Y D &a S N R
CAR CAG ARA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GAT GCA TCC AAC AGG

A T G I P A R F s G g G 8 G T b F T
GCC ACT GGC ATC CCA GCC AGG TTC AGT GGC AGT GGG TCT GGG ACA GAC TTC ACT

iy T I 5 b L E P E D F A VvV Y ¥ c Q Q
CIC ACC ATC AGC AGC CTA GAG CCT GAA GAT TTT GCA GTT TAT TAC TGT CAG CAG

R s N w P W T F G © & T X V BE I K
CGT AGC AARC TGG CCG TGG ACG TTC GGC CAA GGG ACC AAG GIG GAA ATC ARA

FIGURE 4B
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Anti-CDh22 23C6 VK2

V segment: L6

g

1=

55

109

163

217

271

segment : JK1

E I A L T Q 8 P A T L s L 8 B G E R
GAR ATT GTG TTG ACA CAG TCT CCA GCC ACC CTG TCT TTG TCT CCA GGG GAA AGA

A T L 5 C R A 5 Q s v 8 N F L A W Y
GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AAC TTC TTh GCC TGG TAC

e A S A P g

Q Q K P G QO A P R L L I ¥ D A 8§ N R
CRA CAG AAR CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GAT GCA TCC AAC AGS

A T G I P A R F 8 G s G 8 G T D F T
GCC ACT GGC ATC CCA GCC AGG TTC AGT GGC AGT GGG TCT GGG ACA GAC TTC ACT

L T I -] 5 L E P E D F AV Y Y cC Q Q
CTC ACC ATC AGC AGC CTA GAG CCT GAA GAT TTT GCA GTT TAT TAC TGT CAG CAG

R 8 N Ww P P T F G Q @ T K Vv E I K
CGT AGC ARC TGG CCT CCG ACG TTC GGC CAR GGG ACC AAG GTG GAA ATC ARA

FIGURE 4C
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Anti-Ch22 1205 v

2b2 germline

12C5 WA

CDR2
I Y BE VvV 8 KR P § G V

S Y N L VvV 8 W Y C Q0 H P G K A P K L M

2b2 germline

12¢C5 VA

Q A B P E A D Y Y C

5 N R F s @ 8 K 8 G N T A S L T I 8 6 L

2b2 gaormline

12C5 vA

CDR3
¢c 8 Y A G 8 § T

2b2 germline
JLZ2 germline

1205 VA

VVF G 66T X L T V L
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FIGURE &R
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Anti-CD22 19A3 N57Q VH (CD22.2)

V segment:
D segment:
J segment:

4-34 germline
CD22.2 VH

4-34 germline
Ch22.2 VH

4-34 germline
Cp22.2 VH

4-34 germline
¢p22.,2 VH

4-34 germline
Ch22.2 VH

4-34 germline
CD22.2 VH

JH4b germline
CD22.,2 VH

LKPSETL

_CDR2
IGEINEHS
D-Q - -

RVYVTISVD

FIGURE

6C

D
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FIGURE 11
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Anti-CD22 4G6 VH

V segment: 1-69
D segment: 7-27
J segment: JH4Db

o] v oQ L \4 Q s G A E VvV K K B G 8 s v
L1 CAG GTC CAG TTG GIG CAG TCT GGG GCT GAG GTG AAG AAG CCT GGG TCC TCG GTG

XK v s o4 K P 5 G D T F & N Y & I ) W
55 RAG GTC TCC TGC ARG CCT TCT GGA GAC ACC TTC AGC AAC TAT GCT ATC AGC TGS

o o Pt 10 kot o By e

v R Q A P G Q G L E w M @ R I I 4 I
105 GTG CGA CAG GCC CCT GGA CAA GGG CTT GAG TGG ATG GGA AGE ATC ATC CCT ATC

L G M A I Y A P K F Q¢ G R v T I T A
163 CTT GET ATG GCT ATC TAC GCA CCG ARG TTC CAG GGC AGA OTT ACG ATT ACC GCG

D K s T N T A F M D L T s L b 4 F E D
217 GAC AAR TCC ACG AAC ACR GCC TTC ATG GAT CTT ACC AGC CTC TAT TTT GAG GAC

T A Vv Y Y ¢ A R A P T Y W G 8 K D Y
271 ACG GCC GTG TAT TAC TGT GCG AGA GCC CCA ACT TAC TGG GGA TCG AAG GAC TAC

F D Y 2} G Q G T L v T v s ]
325 TTT GAC TAC TGG GGC CAG GGA ACC CTG GTC ACC GTC TCC TCA

FIGURE 17A
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Anti-CD22 4G6 VKL

V segment: L1s
J segment: JK2

A I Q L T Q s P S ) L & & =8 v G D R
1 GCC ATC CAG TTG ACC CAG TCT CCA TCC TCC CTG TCT GCA TCT GTA GGA GAC AGA

uuuuuuu g e Pt P L Rk e o s g A g o T o P okt T B

v T I T c R A S Q D I 8 s G L A W Y
55 GFC ACC ATC ACT TGC CGG GCAR AGT CAG GAC ATT AGC AGT GGT TTA GCC TGG TAT

Q Q K P G T A B K L L I Y D A s s L
102 CAG CAG AAR CCA GGG ACA GCT CCT ARG CTC CTG ATC TAT GAT GCC TCC AGT TTG

E 5 G Vv P s R F S G s @G s G T D F T
163 GRA AGT GGG GTC CCA TCA AGG TTC AGC GGC AGT GGA TCT GGG ACA GAT TTC ACT

1 T I = s L P D D F A T Y Y c Q Q
217 CTC ACC ATC AGC AGC CTG CAG CCT GAC GAT TTT GCA ACT TAT TAC TGT CAA CAG

F N s F B Y T F G Q &6 T K L E I 4
271 TIT AAT AGT TTC CCG TAC ACT TIT GGC CAG GGG ACC AAG CTG GAG ATC AAA

FIGURE 17B



Anti-CD22 4G6 VK2

V segment:
J segment:

E

1 GAR ATT GTG TTG ACG CAGC TCT CCA GGC ACC CTG TCT TIG TOT

o

55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC AGC

109 TAC CAG CAG ARA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT

I

T

v

L

Q

Y Qo
CDR2
R A

163 AGG GCC ACT GGC ATC CCA GAC AGG TTC AGT GGC AGT GGG TCT

T

217 RACT CTC ACC ATC AGC AGA CTG GAG CCT GAA GAT TIT GCA GTG

Q

271 CRG TAT GGT AGC TCA CCC ACT TTC GGC GGA GGG ACC ARG GIG

L

Y

T

L

&

X

G

T I
CDR3
G s

T

c

P

I

8

=

A27
JK4

Q

R

G

P
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p

s

A

Q

D

L
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Antdi-CD22 21F6 VH1

V segment: 4-34
D segment: 3-9
d segment: JH4Db

a v Q L o] Q W G A G L L K P 8 E T L
1 CAG GTG CAG CTA CAG CAG TGG GGC GCA GGA CTG TIG ARG CCT TCG GAG ACC CTG

s L T cC A Vv Y G G 8 F S G H Y W s w
55 TCC CTC ACC TGC GCT GTC TAT GGT GGG TCC TTC AGT GGT CAC TAC TGG AGC TGG

1 R Q 5 P G X G L E W I G E T D H ]
109 ATC CGC CAG TCC CCA GGG RAG GGG CTG GAG TGG ATT GGG GAA ACC GAT CAT AGT

A o o g o P P P L I B Bk b Sk o g e Pt o P P P kP Bk A Bk

G & T N Y N P E L K 8 R v T I 38 I D
163 GGA AGC ACC AAC TAC ART CCG TCC CTC ARG AGT CGA GTC ACC ATA TCA ATA GAC

T s X N qQ F s L K L s 8 v T A A D T
217 ACG TCC RAG AAT CAG TTC TCC CTG RAG CTG AGC TCT GTG ACC GCC GCG GAC ACG

~~~~~~~~~~~~~~ Nt o ot 7 Bt U R Bt e B o A g o e B R B Rt b

A v Y b4 c A R T Y Y D I L T D Y Y B
271 GCT GTG TAT TAC TGT GCG AGG ACG TAT TAC GAT ATT TTG ACT GAT TAT TAC ccc

F D ) W G Q £} T L v T Vv 5] s
325 TTT GAC TCC TGCG GGC CAG GGA ACC CIG GTC ACC GTIC TCC TCA

FIGURE 18A
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Anti-CD22 21F6 VH2

V segment: 4-34
D segment: 3-9
J segment: JH4b

Q v Q L Q Q W G A G L L K P S E T L
1 CAG GTG CAG CTA CRG CAG TGG GGC GCA GGA CTG TTG AAG CCT TCG GAG ACC CTG

] L T c A VvV Y G G S F ) G H Yy W 5 u
55 TCC CTC ACC TGC GCT GTC TAT GGT GGG TCC TTC AGT GGT CAC TAC TGG AGC TGG

I R Q 8 P G K G L E W I G E I D H s
109 ATC CGC CRG TCC CCA GGG AAG GGA CTG GAG TGG ATT GGG GAA ATC GAT CAT AGT

G s T N ¥ N P s L K =8 R v =T I s v D
163 GGA RAGC ACC AAC TAC AAT CCG TCC CTC ARG AGT CGA GTC ACC ATA TCA GTA GAC

T 8 K N Q F 5 L K L s 8 v T A A D T
217 ACG TCC ARG AAC CAG TTC TCC CTG ARG CTG AGC TCT GTG ACC GCC GCG GAC ACG

A M Y Y C A R T Y Y D I L T D Y Y P
271 GCT ATG TAT TAC TGT GCG AGG ACG TAT TAC GAT ATT TTG ACT GAT TAT TAC CeC

F D S W G Q G T L v T v S 5§
325 TTT GAC TCC TGG GGC CAG GGA ACC CTG GTC ACC GTC TCC TCA

FIGURE 18B
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Anti-~-CD22 21F6 VK

V segment: L&
J segment: JK4

55

108

163

217

271

E I v L T @ s P A T L 8 L
GAR ATT GTG TTG ACA CAG TCT CCA GCC ACC CT¢ TCT TTG

A T L 8 c R A 8 Q s v 5 G
GCC ACC CTC TCC TGC AGE GCC AGT CAG AGT GTT AGC GGC

Q Q K P G ¢ A P R L L I Y
CAA CAG ARA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT

A T G I L v R F 8 G s [¢] g
GCC ACT GGC ATC CTA GTC AGG TTC AGT GGC AGT GGG TCT

L T I 3 ) L E P E D F a v
CIC ACC ATC AGC AGC CTA GAG COT GAR GAT TTT GCA GIT

R s N W 3 I T F 6 6 &6 T K
CGT RAGC BAC TGG CCC ATC ACT TIC GGEC GGA GGG ACC ARG

-FIGURE 18C

8 P G EBE R
TCT CCA GGG GAA AGA

b4 L A W Y
TAC TTA GCC TGG TAC

D v s Y R
GAT GTA TCC TAC AGG

G T D F T
GGG ACA GAC TTC ACT

Y Y ¢ 0 o
TAT TAC TGT CAG CAG

vV E I K
GIG GAG ATC AAA




36/44

¥6T HINOTa

e . T T HA 99%
SSALATIO®OOMAGAYS SurTwiel qypmp

TUAASDOMALIANY - - - - o L L L dX--L-adQ-4d--N- - . HA 99%
X surTwres gpup
~d¥YDAXXAVYIQdQES YT SSTIANAYISISYQ SUTTWIeS gy~
fyliese)
- I SRV S T T T T e e - - e L HA 95%
YTIILAYDODANDY XN ¥I®ararrs IDWMETIHODAYH 4 A surTures gg-7
ZyaD

e « S S e . TR HA 99%
WS IVYXssdanoos TAIDSANASSD g AATTDSDATDAD UTINASE 49-T

——

SO~

qyHp ‘3uswbas p
LZ-4, IJuswbes (1
69-T Juswbas A

HA 99% zzap-Tt3uy



37/44

6T HINDIH

[y

llm-mlllll
I X
SNADD
£4TD
ADSETSSvVaQ
Fittleto)
AdapAasvsnT

- -4a- - THA
eurTwIah
d A% a0 ouTTILIOSH
R THA
d¥39d SuUTTULIE s
- - 151,
LT3 IV suTTWIBE
oA Pjuswbas p
8T1 tjuswbas p

0%
ap
811

S0v
8TI

90y
811

TAA 9DF% ZZad-Tauy




38/44

Anti-CD22 4G6 VK2

V segment:
J segment :

A27
4G6

A27
4G6

A7
4G6

227
4G6

A27
4G6

az27

4G6

germline

germline
VK2

germline
VK2

germline
VK2

germline
VK2

germline
germline
VK2

A27
JK4

EIVLTQSPGTLSLSPGER

_CDR2
ATLSCRASQSVSESSSYLAW

_CDR2__
YOQKPGQAPRLLIYGASS

FIGURE 19C
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Anti-CD22 21F6 VHL

CVQLOQQOQWGAGLLKPSETL

_CDR1
SLTCAVYGGSFSGYYWSW
_____________ H- - - =

CDR2

IRQPPGKGLEWIGEINGEHS
ST - B TD - -

=1

_CDR2

FIGURE 20a




Anti~CD22 21F6 VH2
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Figure 22

CHO-CD22 cells
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