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Figure 2
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Figure 3
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Figure 3 (continued)

{1 pvd-0Ad)
CEELHESETY

TISAGTRUTA ST Ay i ol s 17 e S 18 S 2 sk snanesadazay
ERTTIIRG0RY

sonpadanng
TTTTIERSD
shEnuasy

2 5

enouosnadazag

Mmmurqmwma Tha
i qae0

snpoterydaiig
ERTTISRG0ES
weofuruany

CHSH+IBS 5083

4/6



PCT/EP2016/062817

WO 2016/198361

Figure 4
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Figure 5
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