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1

442

DNA
Mus sp.

1

ctttgggctc agattgattt tccttgtcct tactttaaaa ggtgtgaagt

gctggtggag tctgggggag gcgtagtgaa gcctggagag tccctgaaac

agcctctgga ttcgctttca gtagttatga catgtcttgg gttcgccaga

gaggctggag tgggtcgcat acagtagtcg tggtggtggt tttacctact

tgtgaagggc cggttcacca tcgccagaga caatgccaag aataccctgc

gagcagtctg aagtctgagg acacagccat gtattactgt gcaacccatt

cctctatgct atggactact ggggtcaagg aacctcagtc accgtctcct

gacaccccca tctgtctata ag

<210>
<211>
<212>
<213>

<400>

127
PRT
Mus sp.

2

Glu Arg Gln Leu val Glu Ser Gly Gly Ggy val val
1 5 1

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Ala

20 25

Asp Met Ser Trp val Arg GIn Thr Pro Glu Lys Arg

35 40

Ala Tyr Ser Ser Arg Gly Gly Gly Phe Thr Tyr Tyr
50

55 60

Lys Gly Arg Phe Thr Ile Ala Arg Asp Asn Ala Lys
65

70 75
Page 1

Lys

Phe

Leu

45

Pro

Asn

Pro

Ser

30

Glu

Asp

Thr

gtgaacggca
tctcctgtgce
ctccggagaa
atccagacac
acctgcaaat
actacggccc

cagccaaaac

Gly

15

Ser

Trp

Thr

Leu

Glu

Tyr

val

val

His
80

60
120
180
240
300
360
420
442



SeqListST25

Leu Gln Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Thr His Tyr Tyr Gly Pro Leu Tyr Ala Met Asp Tyr Trp Gly Gln
100 105 110

Gly Thr ser val Thr val ser Ser Ala Lys Thr Thr Pro Pro Ser

115 120 125
<210> 3
<211> 425
<212> DNA
<213> Mus sp.
<400> 3
cttggcctgg actcctctct tcttcttctt tgttcttcat tgctcaggtt ctttctccca 60
acttgtgctc actcagtcat cttcagcctc tttctccctg ggagcctcag caaaactcac 120
gtgcaccttg agtagtcagc acagtacgtt caccattgaa tggtatcagc aacagccact 180
caaggctcct aagtatgtga tggagcttaa gaaagatgga agccacagca caggtgatgg 240
gattcctgat cgcttctctg gatccagctc tggtgctgat cgctaccttt ggatttccaa 300
catccagcct gaagatgaag caatgtacat ctgtggtgtg ggtgatacaa ttaaggaaca 360
atttgtgtat gttttcggcg gtggaaccaa ggtcactgtc ctaggtcagc ccaagtccac 420
tccca 425
<210> 4
<211> 122
<212> PRT

<213> Mus sp.

<400> 4

Gln Leu val Leu Thr GIn Ser Ser Ser Ala Ser Phe Ser Leu Gly Ala
1 5 10 15

Ser Ala Lys Leu Thr Cys Thr Leu Ser Ser Gln His Ser Thr Phe Thr
20 25 30

Ile Glu Trp Tyr GIn GIn Gln Pro Leu Lys Ala Pro Lys Tyr val Met
35 40 45

Glu Leu Lys Lys Asp Gly Ser His Ser Thr Gly Asp Gly Ile Pro Asp
50 55 60

Arg Phe Ser Gly Ser Ser Ser Gly Ala Asp Arg Tyr Leu Trp Ile Ser
65 70 75 80

Asn Ile GIn Pro Glu Asp Glu Ala Met Tyr Ile Cys Gly val Gly Asp
85 90 95

Page 2



SeqListST25
Thr Ile Lys Glu GIn Phe val Tyr val Phe Gly Gly Gly Thr Lys val
100 105 110

Thr val Leu Gly GIn Pro Lys Ser Thr Pro
115 120

<210> 5

<211> 8

<212> PRT

<213> Ebolavirus sp.

<400> 5

val Glu GIn His His Arg Arg Thr
1 5

<210> 6

<211> 19

<212> PRT

<213> Ebolavirus sp.

<400> 6

Ile Ser Glu Ala Thr GIn val Glu Gln His His Arg Thr Asp Asn Asp
1 5 10 15
Ser Thr Ala

<210> 7

<211> 15

<212> PRT

<213> Ebolavirus sp.

<400> 7

ITe Ser Glu Ala Thr GIn val Glu Gln His His Arg Arg Thr Asp
1 5 10 15

<210> 8

<211> 15

<212> PRT

<213> Ebolavirus sp.

<400> 8

Gln val Glu GIn His His Arg Arg Thr Asp Asn Asp Ser Thr Ala
1 5 10 15

<210> 9

<211> 5

<212> PRT

<213> Ebolavirus sp.

<400> 9
Gln His His Arg Arg
1 5

<210> 10
Page 3



<211> 319
<212> DNA
<213> Mus sp.

<400> 10

caaattgttc tctcccagtc
atgacttgca gggccagctc
tcctccccca aaccctggat
ttcagtggca gtgggtctgg
gatgctgcca cttattactg

accaagctgg caataaaac

<210> 11
<211> 106
<212> PRT
<213> Mus sp.
<400> 11

Gln Ile val Leu
1

Glu Lys val Thr
20

His Trp Tyr His
35

Ala Thr Ser Asn
50

Gly ser Gly Thr
65

Asp Ala Ala Thr
Phe Gly Gly Gly
100
<210> 12
<211> 21
<212> DNA
<213> Mus sp.
<400> 12

Ser

Met

Gln

Leu

Ser

Tyr

85

Thr

Gln

Thr

Asn

Ala

Tyr

70

Tyr

Lys

gccagctcaa gtgtaagtta c

<210> 13
<211> 9
<212> DNA
<213> Mus sp.
<400> 13

Ser

Cys

Pro

ser

55

Ser

cys

Leu

tccagcaatc
aagtgtaagt
ttatgccact
gacctcttac

ccagcaatgg

Pro

Arg

Gly

40

Gly

Leu

Gln

Ala

SeqListST25

ctgtctgcat

tacatgcact

tccaacctgg

tctctcacaa

agtagtaacc

Ala

Ala

25

ser

val

Thr

Gln

Ile
105

ITe Leu
10

Ser Ser

Ser Pro

Pro Ala

ITe Ser

75

Trp Ser
90

Lys

Page 4

ctccagggga gaaggtcaca
ggtaccatca gaacccagga
cttctggagt ccctgctcge
tcagcagagt ggaggctgaa
cacccacgtt cggagggggg

sSer

sSer

Lys

Arg

60

Arg

Ser

Ala

val

Pro

45

Phe

val

Asn

Ser

Ser

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Gly

Met

Tyr

Ser

Glu

80

Thr

60
120
180
240
300
319

21



gccacttcc
<210> 14
<211> 27
<212> DNA
<213> Mus sp.
<400> 14

cagcaatgga gtagtaaccc acccacg

<210>
<211>
<212>
<213>

<400>

15

7

PRT

Mus sp.

15

Ala Ser Ser Ser val Ser Tyr
1 5

<210>
<211>
<212>
<213>

<400>

16

3

PRT

Mus sp.

16

Ala Thr ser
1

SeqListST25

<210> 17

<211> 9

<212> PRT

<213> Mus sp.
<400> 17

Gln Gln Trp Ser Ser Asnh Pro Pro Thr
1 5
<210> 18

<211> 72

<212> DNA

<213> Mus sp.
<400> 18
caaattgttc

atgacttgca gg

<210> 19
<211> 51
<212> DNA
<213> Mus sp.
<400> 19
atgcactggt
<210> 20
<211> 108
<212> DNA

tctcccagtc tccagcaatc ctgtctgcat ctccagggga gaaggtcaca

accatcagaa cccaggatcc tcccccaaac cctggattta t

Page 5
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SeqListST25
<213> Mus sp.

<400> 20

aacctggctt ctggagtccc tgctcgcttc agtggcagtg ggtctgggac ctcttactct 60
ctcacaatca gcagagtgga ggctgaagat gctgccactt attactgc 108
<210> 21

<211> 31

<212> DNA

<213> Mus sp.

<400> 21

ttcggagggg ggaccaagct ggcaataaaa c 31
<210> 22

<211> 364

<212> DNA

<213> Mus sp.

<400> 22

gaggtccagc tgcagcagtc tggacctgag ctggtaaagc ctggggcttc agtgaagatg 60
tcctgcaagg cttctggata cacattcact agctatgtta tgcactgggt gaagcagaag 120
cctgggcagg gccttgagtg gattggatat attaatcctt acaatgatgg tcctaagtac 180
aatgagaagt tcaaaggcaa ggccacactg acttcagaca aatcctcccg cacagcctat 240
atggagctca gcagcctgac cactgaggac tctgcggtct tttactgtgc aagagggcgg 300
ggtgacgctt atttctatgt tctggactac tggggtcaag gaacctcagt caccgtctcc 360
tcag 364
<210> 23

<211> 121

<212> PRT

<213> Mus sp.

<400> 23

Glu val GIn Leu GIn GIn Ser Gly Pro Glu Leu val Lys Pro Gly Ala
1 5 10 15

Ser val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

val Met His Trp val Lys GIn Lys Pro Gly GIn Gly Leu Glu Trp Ile
35 40 45

Gly Tyr Ile Asn Pro Tyr Asn Asp Gly Pro Lys Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Ser Asp Lys Ser Ser Arg Thr Ala Tyr

Met Glu Leu Ser Ser Leu Thr Thr Glu Asp Ser Ala val Phe Tyr Cys
85 90 95

Page 6
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Ala Arg Gly Arg Gly Asp Ala Tyr Phe Tyr val Leu Asp Tyr Trp Gly
100 105 110

Gln Gly Thr ser val Thr val Ser Ser
115 120

<210> 24
<211> 24
<212> DNA
<213> Mus sp.

<400> 24
ggatacacat tcactagcta tgtt 24

<210> 25
<211> 24
<212> DNA
<213> Mus sp.

<400> 25
attaatcctt acaatgatgg tcct 24

<210> 26
<211> 42
<212> DNA
<213> Mus sp.

<400> 26
gcaagagggc ggggtgacgc ttatttctat gttctggact ac 42

<210> 27
<211> 8
<212> PRT
<213> Mus sp.

<400> 27

Gly Tyr Thr Phe Thr Ser Tyr val
1 5

<210> 28
<211> 8
<212> PRT
<213> Mus sp.

<400> 28

Ile Asn Pro Tyr Asn Asp Gly Pro
1 5

<210> 29
<211> 14
<212> PRT
<213> Mus sp.

<400> 29

Ala Arg Gly Arg Gly Asp Ala Tyr Phe Tyr val Leu Asp Tyr
1 5 10

Page 7
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<210> 30
<211> 75
<212> DNA

<213> Mus sp.

<400> 30
gaggtccagc tgcagcagtc tggacctgag ctggtaaagc ctggggcttc agtgaagatg

tcctgcaagg cttct

<210> 31
<211> 51
<212> DNA
<213> Mus sp.
<400> 31

atgcactggg tgaagcagaa gcctgggcag ggccttgagt ggattggata t

<210> 32
<211> 114
<212> DNA

<213> Mus sp.

<400> 32
aagtacaatg agaagttcaa aggcaaggcc acactgactt cagacaaatc ctcccgcaca

gcctatatgg agctcagcag cctgaccact gaggactctg cggtctttta ctgt

<210> 33
<211> 34
<212> DNA
<213> Mus sp.
<400> 33

tggggtcaag gaacctcagt caccgtctcc tcag

<210> 34
<211> 322
<212> DNA

<213> Mus sp.

<400> 34
gaaattgtgc tcacccagtc tccagcactc atggctgcat ctccagggga gaaggtcacc

atcacctgca gtgtcagctc aagtataagt tccagcaact tgcactggta ccagcagaag
tcagaaacct cccccaaacc ctggatttat ggcacatcca acctggcttc tggagtccct
gatcgcttca caggcagcgg atctgggaca gattttactc ttaccatcag cagtgtacaa
gctgaagacc tgacacttta ttactgtcat caatacctct cctcgtggac gttcggtgga

ggcaccaagc tggaaatcaa ac

<210> 35
<211> 107
<212> PRT
<213> Mus sp.
<400> 35

Glu ITe val Leu Thr GIn Ser Pro Ala Leu Met Ala Ala Ser Pro Gly
Page 8

60
75

51

60
114

34

60
120
180
240
300
322



Glu Lys

Asn Leu

Ile Tyr
50

Gly Ser
65

Ala Glu

Thr Phe

<210>
<211>
<212>
<213>

<400>
tcaagta

<210>
<211>
<212>
<213>

<400>
ggcacat

<210>
<211>
<212>
<213>

<400>
catcaat

<210>
<211>
<212>
<213>

<400>

val

His
35

Gly

Gly

Asp

Gly

36
21
DNA
Mus

36
taa

37
9
DNA
Mus

37
cc

38
24
DNA
Mus

38
acc

39
7
PRT
Mus

39

Thr

20

Trp

Thr

Ser

Leu

Gly

sp.

Ile

Tyr

Ser

Gly

Thr

85

Gly

Thr

Gln

Asn

Thr

70

Leu

Thr

gttccagcaa c

sp.

sp.

Cys

Gln

Leu

55

Asp

Tyr

Lys

tctcctegtg gacg

sp.

Ser Ser Ile Ser Ser Ser Asn
1 5

<210>
<211>
<212>

40
3
PRT

Ser

Lys

Ala

Phe

Tyr

Leu

SeqListST25

val

25

Ser

Ser

Thr

Cys

Glu
105

10

Ser Ser Ser

Glu Thr Ser

Gly val Pro
60

Leu Thr ITe
75

His GIn Tyr
90

Ile Lys

Page 9

Ile

Pro

45

Asp

Ser

Leu

ser

30

Lys

Arg

Ser

Ser

15

Ser

Pro

Phe

val

Ser
95

Ser

Trp

Thr

Gln

80

Trp

21

24



<213>
<400>

Mus sp.

40

Gly Thr ser

1

<210>
<211>
<212>
<213>

<400>

41

8

PRT

Mus sp.

41

His GIn Tyr Leu Ser Ser Trp Thr
1 5

<210>
<211>
<212>
<213>

<400>

42

78

DNA

Mus sp.

42

gaaattgtgc tcacccagtc

atcacctgca gtgtcagc

<210>
<211>
<212>
<213>

<400>

43

51

DNA

Mus sp.

43

ttgcactggt accagcagaa

<210>
<211>
<212>
<213>

<400>

44
108
DNA
Mus sp.

44

aacctggctt ctggagtccc

cttaccatca gcagtgtaca

<210>
<211>
<212>
<213>

<400>

45

31

DNA

Mus sp.

45

ttcggtggag gcaccaagct

<210>
<211>
<212>
<213>

<400>

46

358
DNA

Mus sp.

46

caggttactc tgaaagagtc

acttgttctt tctctgggtt

tccagcactc

gtcagaaacc

tgatcgcttc

agctgaagac

ggaaatcaaa

tggccctggg
ttcactgagt

SeqListST25

atggctgcat ctccagggga gaaggtcacc

tcccccaaac cctggattta t

acaggcagcg gatctgggac agattttact

ctgacacttt attactgt

atattgcagc cctcccagac cctcagtctg

acttctggta tgagtgtagg ctggtttcgt
page 10

60
78

51

60
108

31

60
120



cagccttcag ggaagggtct ggagtggctg gcacacattt
tataatccag ccctgaaaag ccgtctcaca atctccaagg
ttcctcaaga tcgccagtgt ggtcactgca gagagtgcca

ggctatgatg gtccccctga ctattggggc caaggcacca

<210>
<211>
<212>
<213>
<400>
Gln val
1

Thr Leu
Gly Met

Trp Leu
50

Leu Lys
65

Phe Leu
Cys Ala
Thr ITe

<210>
<211>
<212>
<213>

<400>
Gly Gly
1

Cys Thr

<210>
<211>
<212>
<213>

47
119
PRT
Mus sp.
47
Thr Leu
Ser Leu
20
Ser val
35
Ala His
Ser Arg
Lys Ile
Arg Ile
100
Phe Thr
115
48
30
PRT
Mus sp.
48
Gly Thr
Thr Cys
20
49
21
PRT
Mus sp.

Lys

Thr

Gly

Ile

Leu

Ala

85

Gly

val

Thr

Glu

Cys

Trp

Trp

Thr

70

Ser

Tyr

Ser

Thr

Gly

Ser

Ser

Phe

Trp

55

Ile

val

Asp

Ser

Gly

Phe

Arg

40

Thr

Ser

val

Gly

SeqListST25

Pro

Ser

25

Gln

Asp

Lys

Thr

Pro
105

Gly ITe Leu GIn Pro
10

Gly Phe Ser Leu Ser
30

Pro Ser Gly Lys Gly

Asp Lys Tyr Tyr Asn
60

Asp Thr Ser Asn Asn
75

Ala Glu Ser Ala Thr
90

Pro Asp Tyr Trp Gly
110

ser

15

Thr

Leu

Pro

Gln

Tyr

95

Gln

ggtggactga tgataagtat
atacctccaa caaccaggta
catactactg tgctcgaata

ttttcacagt ctcctcag

Gln

Ser

Glu

val
80

Tyr

Gly

Thr Cys Ala Cys Thr Gly Ala Gly Thr Ala
10 15

Gly Thr Ala Thr Gly Ala Gly Thr
25 30

Page 11
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SeqListST25
<400> 49

Ala Thr Thr Thr Gly Gly Thr Gly Gly Ala Cys Thr Gly Ala Thr Gly
1 5 10 15

Ala Thr Ala Ala Gly
20

<210> 50
<211> 33
<212> PRT
<213> Mus sp.

<400> 50
Gly Cys Thr Cys Gly Ala Ala Thr Ala %gy Gly cys Thr Ala Ihr Gly
1 5 5

Ala Thr Gly Gly Thr Cys Cys Cys %ys Cys Thr Gly Ala g%s Thr Ala
20 5

Thr

<210> 51
<211> 10
<212> PRT
<213> Mus sp.

<400> 51

Gly Phe Ser Leu Ser Thr Ser Gly Met Ser
1 5 10

<210> 52
<211> 7
<212> PRT
<213> Mus sp.

<400> 52

Ile Trp Trp Thr Asp Asp Lys
1 5

<210> 53
<211> 11
<212> PRT
<213> Mus sp.

<400> 53
Ala Arg Ile Gly Tyr Asp Gly Pro Pro Asp Tyr
1 5 10

<210> 54
<211> 75
<212> DNA
<213> Mus sp.

Page 12



SeqListST25
<400> 54
caggttactc tgaaagagtc tggccctggg atattgcagc cctcccagac cctcagtctg

acttgttctt tctct

<210> 55
<211> 51
<212> DNA
<213> Mus sp.
<400> 55

gtaggctggt ttcgtcagcc ttcagggaag ggtctggagt ggctggcaca c

<210> 56
<211> 114
<212> DNA

<213> Mus sp.

<400> 56
tattataatc cagccctgaa aagccgtctc acaatctcca aggatacctc caacaaccag

gtattcctca agatcgccag tgtggtcact gcagagagtg ccacatacta ctgt

<210> 57
<211> 34
<212> DNA
<213> Mus sp.

<400> 57
tggggccaag gcaccatttt cacagtctcc tcag

<210> 58
<211> 346
<212> DNA

<213> Mus sp.

<400> 58
caacttgtgc tcactcagtc atcttcagcc tctttctccc tgggagcctc agcaaaactc

acgtgcacct tgagtagtca gcacagtacg ttcaccattg aatggtatca gcaacagcca
ctcaaggctc ctaagtatgt gatggagctt aagaaagatg gaagccacag cacaggtgat
gggattcctg atcgcttctc tggatccagc tctggtgctg atcgctacct ttggatttcc
aacatccagc ctgaagatga agcaatgtac atctgtggtg tgggtgatac aattaaggaa

caatttgtgt atgttttcgg cggtggaacc aaggtcactg tcctag

<210> 59
<211> 115
<212> PRT
<213> Mus sp.
<400> 59

Gln Leu val Leu Thr GIn Ser Ser Ser Ala Ser Phe Ser Leu Gly Ala
1 5 15

Ser Ala Lys Leu Thr Cys Thr Leu Ser Ser GIn His Ser Thr Phe Thr
20 25 30

Page 13
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SeqListST25

Ile Glu Trp Tyr GIn GIn GIn Pro Leu Lys Ala Pro Lys Tyr val Met
35 40 45

Glu Leu Lys Lys Asp Gly Ser His Ser Thr Gly Asp Gly Ile Pro Asp
50 55 60

Arg Phe Ser Gly Ser Ser Ser Gly Ala Asp Arg Tyr Leu Trp Ile Ser
65 70 75 80

Asn Ile GIn Pro Glu Asp Glu Ala Met Tyr Ile Cys Gly val Gly Asp
85 90 95

Thr Ile Lys Glu Gln Phe val Tyr val Phe Gly Gly Gly Thr Lys val
100 105 110

Thr val Leu
115

<210> 60
<211> 21
<212> DNA
<213> Mus sp.

<400> 60
agtcagcaca gtacgttcac c

<210> 61
<211> 21
<212> DNA
<213> Mus sp.

<400> 61
cttaagaaag atggaagcca c

<210> 62
<211> 39
<212> DNA
<213> Mus sp.

<400> 62
ggtgtgggtg atacaattaa ggaacaattt gtgtatgtt

<210> 63
<211> 7
<212> PRT
<213> Mus sp.

<400> 63

Ser GIn His Ser Thr Phe Thr
1 5

<210> 64
<211> 7
<212> PRT
<213> Mus sp.

Page 14



<400>

SeqListST25
64

Leu Lys Lys Asp Gly Ser His
1 5

<210>
<211>
<212>
<213>

<400>

65

13

PRT

Mus sp.

65

Gly val Gly Asp Thr ITle Lys Glu Gln Phe val Tyr val
1 5 10

<210>
<211>
<212>
<213>

<400>

66

75

DNA

Mus sp.

66

caacttgtgc tcactcagtc atcttcagcc tctttctccc tgggagcctc agcaaaactc

acgtgcacct tgagt

<210>
<211>
<212>
<213>

<400>

67

51

DNA

Mus sp.

67

attgaatggt atcagcaaca gccactcaag gctcctaagt atgtgatgga ¢

<210>
<211>
<212>
<213>

<400>

68

108
DNA

Mus sp.

68

agcacaggtg atgggattcc tgatcgcttc tctggatcca gctctggtgc tgatcgctac

ctttggattt ccaacatcca gcctgaagat gaagcaatgt acatctgt

<210>
<211>
<212>
<213>

<400>

69

31

DNA

Mus sp.

69

ttcggcggtg gaaccaaggt cactgtccta g

<210>
<211>
<212>
<213>

<400>

70

361
DNA

Mus sp.

70

gaacggcagc tggtggagtc tgggggaggc gtagtgaagc ctggagagtc cctgaaactc

tcctgtgcag cctctggatt cgctttcagt agttatgaca tgtcttgggt tcgccagact

ccggagaaga ggctggagtg ggtcgcatac agtagtcgtg gtggtggttt tacctactat

Page 15

60
75

51

60
108

31

60
120
180



SeqListST25
ccagacactg tgaagggccg gttcaccatc gccagagaca atgccaagaa taccctgcac
ctgcaaatga gcagtctgaa gtctgaggac acagccatgt attactgtgc aacccattac

tacggccccc tctatgctat ggactactgg ggtcaaggaa cctcagtcac cgtctcctca

g

<210> 71
<211> 120
<212> PRT
<213> Mus sp.
<400> 71

Glu Arg Gln Leu val Glu Ser Gly Gly Gly val val Lys Pro Gly Glu
1 5 10 15

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Ala Phe Ser Ser Tyr
20 25 30

Asp Met Ser Trp val Arg GIn Thr Pro Glu Lys Arg Leu Glu Trp val
35 40 45

Ala Tyr Ser Ser Arg Gly Gly Gly Phe Thr Tyr Tyr Pro Asp Thr val
50 55 60

Lys Gly Arg Phe Thr Ile Ala Arg Asp Asn Ala Lys Asn Thr Leu His

Leu GIn Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Thr His Tyr Tyr Gly Pro Leu Tyr Ala Met Asp Tyr Trp Gly Gln
100 105 110

Gly Thr ser val Thr val Ser Ser

115 120
<210> 72
<211> 24
<212> DNA

<213> Mus sp.

<400> 72
ggattcgctt tcagtagtta tgac

<210> 73
<211> 24
<212> DNA
<213> Mus sp.
<400> 73

agtagtcgtg gtggtggttt tacc

<210> 74
Page 16

240
300
360
361

24

24



SeqListST25
<211> 39
<212> DNA
<213> Mus sp.

<400> 74
gcaacccatt actacggccc cctctatgct atggactac

<210> 75
<211> 8
<212> PRT
<213> Mus sp.
<400> 75

Gly Phe Ala Phe Ser Ser Tyr Asp
1 5

<210> 76
<211> 8
<212> PRT

<213> Mus sp.

<400> 76

Ser Ser Arg Gly Gly Gly Phe Thr
1 5

<210> 77
<211> 13
<212> PRT
<213> Mus sp.
<400> 77

Ala Thr His Tyr Tyr Gly Pro Leu Tyr Ala Met Asp Tyr
1 5 10

<210> 78
<211> 75
<212> DNA

<213> Mus sp.

<400> 78
gaacggcagc tggtggagtc tgggggaggc gtagtgaagc ctggagagtc cctgaaactc

tcctgtgcag cctct

<210> 79
<211> 51
<212> DNA
<213> Mus sp.
<400> 79

atgtcttggg ttcgccagac tccggagaag aggctggagt gggtcgcata c

<210> 80
<211> 114
<212> DNA

<213> Mus sp.

<400> 80
tactatccag acactgtgaa gggccggttc accatcgcca gagacaatgc caagaatacc

Page 17

39

75

51



SeqListST25

ctgcacctgc aaatgagcag tctgaagtct gaggacacag ccatgtatta ctgt 114
<210> 81

<211> 34

<212> DNA

<213> Mus sp.

<400> 81

tggggtcaag gaacctcagt caccgtctcc tcag 34
<210> 82

<211> 487

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic Ebolavirus GP

<400> 82

Met Gly val Thr Gly ITe Leu GIn Leu Pro Arg Asp Arg Phe Lys Arg
1 5 10 15

Thr Ser Phe Phe Leu Trp val Ile Ile Leu Phe GIn Arg Thr Phe Ser
20 25 30

Ile Pro Leu Gly val ITe His Asn Ser Thr Leu GIn val Ser Asp val
35 40 45

Asp Lys Leu val Cys Arg Asp Lys Leu Ser Ser Thr Asn Gln Leu Arg
50 55 60

Pro val Gly Leu Asn Leu Glu Gly Asn Gly val Ala Thr Asp val Pro
65 70 75 80

Ser Ala Thr Lys Arg Trp Gly Phe Arg Ser Gly val Pro Pro Lys val
85 90 95

val Asn Tyr Glu Ala Gly Glu Trp Ala Glu Asn Cys Tyr Asn Leu Glu
100 105 110

Ile Lys Lys Pro Asp Gly Ser Glu Cys Leu Pro Ala Ala Pro Asp Gly
115 120 125

Ile Arg Gly Phe Pro Arg Cys Arg Tyr val His Lys val Ser Gly Thr
130 135 140

Gly Pro Cys Ala Gly Asp Phe Ala Phe His Lys Glu Gly Ala Phe Phe
145 150 155 160

Leu Tyr Asp Arg Leu Ala Ser Thr val Ile Tyr Arg Gly Thr Thr Phe
165 170 175

Ala Glu Gly val val Ala Phe Leu Ile Leu Pro Gln Ala Lys Lys Asp
Page 18



Phe

Pro

Phe

225

Tyr

Asn

Leu

Ala

Glu

305

Glu

Ala

Ala

Thr

Phe

385

Gln

Gln

Ser

Gly

Phe

Ser

210

Gly

val

Glu

Ile

Phe

290

Leu

Glu

Gly

Ile

Thr

370

Gly

Asp

Ala

Ile

Thr

ser

195

Ser

Thr

Gln

Thr

Trp

Trp

Ser

Ser

val

val

355

Gln

Pro

Gly

Leu

Leu

435

cys

180

Ser

Gly

Asn

Leu

Ile

260

Lys

Glu

Phe

Ala

Ala

340

Asn

Asp

Ala

Leu

Gln

420

Asn

His

His

Tyr

Glu

Glu

245

Tyr

val

Thr

Thr

Ser

325

Gly

Ala

Glu

Ala

Ile

405

Leu

Arg

Ile

Pro

Tyr

Thr

230

Pro

Thr

Asn

Lys

val

310

Ser

Leu

Gln

Gly

Glu

390

Cys

Phe

Lys

Leu

Leu

Ser

215

Glu

Arg

Ser

Pro

Gly

Ile

Pro

Ala

375

Gly

Gly

Leu

Ala

Gly

Arg

Thr

Tyr

Phe

Gly

Glu

280

Asn

Ser

Lys

Thr

Lys

Ala

Ile

Leu

Arg

Ile

440

Pro

SeqListST25

185

Glu Pro val Asn

Thr

Leu

Thr

Lys

265

Ile

Leu

Asn

Leu

Gly

cys

Ile

Tyr

Arg

Ala

425

Asp

Asp

Ile Arg

Phe Glu
235

Pro Gln

250

Arg Ser

Asp Thr

Thr Arg

Thr His

315

Gly Leu

Gly Arg

Asn Pro

Gly Leu

Thr Glu

395

Gln Leu
410

Thr Thr

Phe Leu

Cys Cys
Page 19

Tyr
220
val
Phe
Asn
Thr
Lys
3

His
Ile
Arg
Asn
Ala
380
Gly
Ala
Glu

Leu

Ile

Ala

205

Gln

Asp

Leu

Thr

Ile

285

Ile

Gln

Thr

Thr

Leu

365

Trp

Leu

Asn

Leu

Gln

445

Glu

190

Thr

Ala

Asn

Leu

Thr

270

Gly

Arg

Asp

Asn

Ile

Met

Glu

Arg

Pro

Glu

Thr

Leu

Gln

255

Gly

Glu

Ser

Thr

Thr

335

Arg

Tyr

Pro

His

Thr

415

Thr

Trp

His

Asp

Gly

Thr

240

Leu

Lys

Trp

Trp

Tyr

Asn

400

Thr

Phe

Gly

Asp



450

455

Trp Thr Lys Asn Ile Thr Asp

465

470

val Asp Lys Thr Leu Pro Asp
4

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Met Gly
1

Ser Ser
Met Pro
Asp Gln

50

Ser val
65

Ser Ala
val Ser
Ile Lys
val Arg
Gly Pro

Leu Tyr

Ala Glu

83
487
PRT

Artificial Sequence

Synthetic Ebolavirus

83
Gly

Phe

Leu

35

Leu

Gly

Thr

Tyr

Lys

Gly

cys

Asp

Gly

Leu

Phe

20

Gly

val

Leu

Lys

Glu

100

Pro

Phe

Pro

Arg

val
180

Ser

5

val

val

cys

Asn

Arg

85

Ala

Asp

Pro

Gly

Leu

165

Ile

Leu

Trp

val

Lys

Leu

70

Trp

Gly

Gly

Arg

Ala

Leu

val

Thr

Asp

55

Glu

Gly

Glu

Ser

Cys

135

Tyr

Ser

Phe

SeqListST25

460

Lys Ile Asp Gln ITe Ile His Asp Phe

GP

Gln

Ile

Asn

40

His

Gly

Phe

Trp

Glu

120

Arg

Ala

Thr

Leu

Leu

Ile

25

Ser

Leu

Ser

Arg

Ala

105

Cys

Tyr

Phe

val

Ile
185

Pro

10

Leu

Thr

Ala

Gly

ser

90

Glu

Leu

val

His

Ile

170

Leu

pPage 20

475

Arg

Phe

Leu

sSer

val

75

Gly

Asn

Pro

Tyr

Ala

Asp

Gln

Glu

Thr

60

Ser

val

Cys

Pro

Lys

140

Asp

Arg

Lys

Lys

Lys

val

45

Asp

Thr

Pro

Tyr

Pro

125

Ala

Gly

Gly

Pro

Phe

Ala

30

Thr

Gln

Asp

Pro

Asn

110

Pro

Gln

Ala

val

Lys

Arg

15

Phe

Glu

Leu

Ile

Asp

Gly

Phe

Asn

175

Glu

480

Lys

Ser

Ile

Lys

Pro

80

val

Gly

Thr

Phe

160

Phe

Thr



Phe

Thr

Phe

225

Phe

Asn

Leu

Ala

Glu

305

val

Thr

Thr

Thr

Phe

385

Gln

Gln

Thr

Leu

Ser

210

Gly

val

Asp

Ile

Phe

290

Leu

Leu

Gly

Asn

Ala

370

Gly

Asn

Ala

Ile

Thr
450

Gln

195

Ser

Ala

Arg

Thr

Trp

275

Trp

Ser

Pro

Ile

Thr

355

Gln

Pro

Ala

Leu

Leu

435

Cys

Ser

Tyr

Gln

Leu

Ile

260

Thr

Glu

Phe

Gln

Leu

340

Lys

Glu

Gly

Leu

Gln

420

Asn

Arg

Pro

Tyr

His

Asp

245

His

Leu

Asn

Glu

Glu

325

Gly

Ala

Gln

Ala

val

405

Leu

Arg

Ile

Pro

Ala

Ser

230

Arg

Leu

Asp

Lys

Ala

310

Ser

Ser

Thr

His

Glu

390

cys

Phe

Lys

Leu

Ile

Thr

215

Thr

Pro

His

Ala

Thr

Leu

Gly

Asn

375

Gly

Gly

Leu

Ala

Arg
Ser
Thr
His
Gln
Asn
280
Asn
Ser
Ser
Gly
Lys
3

Ala
Ile
Leu
Arg
Ile

440

Pro

SeqListST25

Glu Ala val Asn

Tyr

Leu

Thr

Gln

265

Ile

Leu

Asn

Asn

Leu

345

Cys

Ala

Tyr

Arg

Ala

425

Asp

Asp

Leu Glu

Phe Lys

Pro Gln

250

Leu Ser

Asn Ala

Ser Glu

ITe Thr

315

Gly Leu

Arg Lys

Asn Pro

Gly 1Ile

Thr Glu

395

Gln Leu
410

Thr Thr

Phe Leu

Cys Cys

Page 21

Tyr

220

Ile

Phe

Asn

Asp

Gln

300

Thr

Ile

Arg

Asn

Ala

380

Gly

Ala

Glu

Leu

Ile
460

Tyr

205

Glu

Asp

Leu

Thr

Ile

285

Leu

Ala

Thr

Ser

Leu

365

Trp

Leu

Asn

Leu

Thr

Ile

Asn

Phe

Thr

270

Gly

Arg

val

Ser

Ile

Met

Glu

Arg

Pro

Glu

Glu

Asn

Gln

255

Gly

Glu

Gly

Lys

Thr

335

Arg

Tyr

Pro

His

Thr

415

Thr

Trp

Asn

Asn

Thr

240

Leu

Arg

Trp

Glu

Thr

320

val

Gln

Trp

Tyr

Asn

400

Thr

Tyr

Gly

Asp



SeqListST25

Trp Thr Lys Asn Ile Thr Asp Lys Ile Asn Gln Ile Ile His Asp Phe

465

Ile Asp Asn Pro Leu Pro Asn

<210>
<211>
<212>
<213>

<220>
<223>

<400>

84
487
PRT

485

Artificial Sequence

Synthetic Ebolavirus

84

Met Gly val Thr
1

Thr

Ile

Asp

Ser

65

Ser

val

Ile

Ile

Ala

Phe

Ser

Pro

Ala

Asn

Lys

Arg

Pro

Tyr

Glu

Phe

Phe

Leu

35

Leu

Gly

Thr

Tyr

cys

Asp

Gly

Ser

Phe

20

Gly

val

Leu

Lys

Glu

100

Pro

Phe

Ala

Arg

val

180

Ser

Gly
5
Leu
val
Cys
Asn
Arg
85
Ala
Asp
Pro
Gly
Leu

165

val

Ile

Trp

Ile

Arg

Leu

70

Trp

Gly

Gly

Arg

Ala

Pro

Leu

val

His

Asp

55

Glu

Gly

Glu

Ser

Cys

135

Phe

sSer

Phe

Leu

GP

Gln

Ile

Asn

40

Lys

Gly

Phe

Trp

Glu

120

Arg

Ala

Thr

Leu

Arg

Leu

Ile

25

Ser

Leu

Asn

Arg

Ala

105

Cys

Tyr

Phe

val

Ile

185

Glu

Pro Arg
10

Leu Phe

Thr Leu

Ser Ser

Gly val

75

Ser Gly

90

Glu Asn

Leu Pro

val His

His Lys

Ile Tyr

170

Leu Pro

Pro val
Page 22

Asp

Gln

Gln

Thr

60

Ala

val

Cys

Ala

Lys

140

Glu

Arg

Gln

Asn

Arg

Arg

val

45

Asn

Thr

Pro

Tyr

Ala

125

val

Gly

Gly

Ala

Ala

Phe

Thr

30

Ser

Gln

Asp

Pro

Asn

110

Pro

Ser

Ala

Thr

Lys

Phe

Glu

Leu

val

Lys

Leu

Asp

Gly

Phe

Thr

175

Lys

Glu

480

Arg

Ser

val

Arg

Pro

80

val

Glu

Gly

Thr

Phe

160

Phe

Asp

Asp



Pro

Phe

225

Tyr

Asn

Leu

Ala

Glu

305

Glu

Ala

Ala

Thr

Phe

385

Gln

Gln

Ser

Gly

Trp

Ser

210

Gly

val

Glu

Ile

Phe

290

Leu

Glu

Gly

Ile

Thr

370

Gly

Asp

Ala

Ile

Thr

450

Thr

195

Ser

Thr

Gln

Thr

Trp

Trp

Ser

Ser

val

val

355

Gln

Pro

Gly

Leu

Leu

435

cys

Lys

Gly

Asn

Leu

Ile

260

Lys

Glu

Phe

Ala

Ala

340

Asn

Asp

Ala

Leu

Gln

420

Asn

His

Asn

Tyr

Glu

Glu

245

Tyr

val

Thr

Thr

Ser

325

Gly

Ala

Glu

Ala

Ile

405

Leu

Arg

Ile

Ile

Tyr

Thr

230

Ser

Thr

Asn

Lys

Ala

310

Ser

Leu

Gln

Gly

Glu

390

cys

Phe

Lys

Leu

Thr

Ser

215

Glu

Arg

Ser

Pro

Gly

Ile

Pro

Ala

375

Gly

Gly

Leu

Ala

200

Thr

Tyr

Phe

Gly

Glu

280

Asn

Ser

Lys

Thr

Lys

Ala

Ile

Leu

Arg

Ile

440

Pro

Lys

SeqListST25

Thr ITe Arg Tyr

Leu

Thr

Leu

Asn

Leu

Tyr

Arg

Ala

425

Asp

Asp

Phe Glu
235

Pro Gln

250

Arg Ser

Asp Thr

Thr Arg

Thr His

315

Gly Leu

Gly Arg

Asn Pro

Gly Leu

Thr Glu

395

Gln Leu

410

Thr Thr

Phe Leu

Cys Cys

Asp Gln
Page 23

220

val
Phe
Asn
Thr
Lys
3

His
Ile
Arg
Asn
Ala
380
Gly
Ala
Glu
Leu
Ile

460

Ile

205

Gln

Asp

Leu

Thr

Ile

285

Ile

Gln

Thr

Ala

Leu

365

Trp

Leu

Asn

Leu

Gln

445

Glu

Ile

Ala

Asn

Leu

Thr

270

Gly

Arg

Asp

Asn

Ile

Met

Glu

Arg

Pro

His

Thr

Leu

Gln

255

Gly

Glu

Ser

Thr

Thr

335

Arg

Tyr

Pro

Thr

415

Thr

Trp

His

Asp

Gly

Thr

240

Leu

Lys

Trp

Glu

Glu

Trp

Tyr

Asn

400

Thr

Phe

Gly

Asp

Phe



465

470

val Asp Lys Thr Leu Pro Asp

<210>
<211>
<212>
<213>

<220>
<223>

<400>

485
85
9
PRT
Artificial Sequence

SeqListST25
475 480

Synthetic H. influenza virus HA peptide

85

Tyr Pro Tyr Asp val Pro Asp Tyr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

86

12

PRT

Artificial Sequence

Synthentic EboTlavirus GP
86

Thr GIn val Glu GIn His His Arg
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

87

40

PRT

Artificial Sequence

Synthentic EboTlavirus GP
87

Thr His Asn Thr Pro val Tyr Lys
5

val Glu GIn His His Arg Arg Thr
20

Thr Pro Ser Ala Thr Thr Ala Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

35 40

88

20

DNA

Artificial Sequence

Primer

88

tctctcctgg ctctcwgctc

Ala

peptide

Arg Thr Asp Asn
10

peptide
Leu Asp Ile Ser Glu Ala Thr GlIn
10

15

Asp Asn Asp Ser Thr Ala Ser Asp
25 30

Page 24

20



<210>
<211>
<212>
<213>

<220>
<223>

<400>

89

20

DNA

Artificial Sequence

Primer

89

ggcctggact cctctcttct

<210>
<211>
<212>
<213>

<220>
<223>

<400>

90

20

DNA

Artificial Sequence

Primer

90

aggtggaaac agggtgactg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

91

20

DNA

Artificial Sequence

Primer

91

ggtggaaaca cggtgagagt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

92

20

DNA

Artificial Sequence

Primer

92

tgagtgtggg agtggacttg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

93

20

DNA

Artificial Sequence

Primer

93

tgggctcaga ttgattttcc

<210>
<211>
<212>
<213>

<400>

94

15

PRT

Mus sp.

94

SeqListST25

Page 25
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20

20

20

20



SeqListST25
Cys Ala Thr His Tyr Tyr Gly Pro Leu Tyr Ala Met Asp Tyr Trp
1 5 10 15

<210> 95
<211> 15
<212> PRT
<213> Mus sp.

<400> 95

Cys Gly val Gly Asp Thr ITe Lys Glu GIn Phe val Tyr val Phe
1 5 10 15
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