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FIGURE 1A
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FIGURE 1B
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FIGURE 1C
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FIGURE 1D

| 522

— E1-GFP, p27

—— E1-myc 21.1, p27

/Mq N

I T
o N~
AN q\| o

31 -

SNEA D



GURE 1E

HOXou o w

35 zc x! xa [ 28 3 az

H M M EE - bt
13 14 15 16 17 18

84 X A A L& ;
19 20 21 22 X Y



6/24

FIGURE 1F
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FIGURE 2
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FIGURE 3A
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FIGURE 3B
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FIGURE 3C
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FIGURE 4A
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FIGURE 4B
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FIGURE 4C
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FIGURE SA
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FIGURE 5B
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FIGURE 5C
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FIGURE 6
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FIGURE 7
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FIGURE 8
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FIGURE 10
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FIGURE 11
Primary microRNA RT PCR
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FIGURE 12
Pre-Cursor microRNA RT PCR
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FIGURE 13

Mature microRNA RT PCR
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