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FIG. 1B
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FIG. 2B (cont’d)
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FIG. 3A
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FIG. 3B (cont’d)
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FIG. 5A
Transcriptomic data {Glycolysis)

valle

Log-10 Adj

Log-10 Ad| P value

Log-10 Adj P value

NPC alone

Co-NPC

ALDOA, HKZ,
) SLCZAT, SLL2A3

180
S0 Te
0 T | i
-5 i 0.5
tog FC
Transcriptomic data (OXPHOS)
NPC atone Co-NFC
200 COXSA, MT-CO3
<M TOMT-GOE MT-NDE
150
100 it
M
| % 3t >
|
50
I.o
L-w
g )l 1 T 1
0.5 0 05 1
tog FC
Transcriptomic data {Cholesterol
biosynthesis}
NPC alone Co-MPC
HISGOST SWERTAT S
§FOFTT A
A DHCR, HMGCH,
20047 - INSIGT, TRIEMSY,
A:C;%TQ ST, FADS2, DHCRY
4 % sGLE :
. A
100 f‘ca‘SM‘Of{ "
I
S0 t Al
) l‘—“ ‘:I B *
0 L 1 T
05 B 0.5
log FG

Log-10 Ad) P value

Log-10 Adj P value

Log-10 Adj P value

PCT/SG2020/050191

Proteomic data {Glycolysis)

MPC alone Co-NPC

ALDCA PGKI PRKP, ENGI S
SLCZ2AT. GRI ALDOC, PR,
SSPH PRKL, PGAMT, LOHA

&
l‘\ﬁ.
I
1
A3 \‘s l
e e
-2 8] 2 4
log FC
Proteomic data {OXPHOS)
NP alone Co-NPC
NDLIFB4 )
e
8
SLO28A3,
ATPAPE =
a2 UGCRG h
Tl e
2 - l‘*;]: 2\
O o
4
tog FC
Proteomic data {Cholesteral
biosynthesis)
NPC alone Ca-MPC
TR
FOFTY
4 -
24 . N
0t " [T ™
8 2 A

SUBSTITUTE SHEET (RULE 26)



WO 2020/204827 PCT/SG2020/050191

18/ 25

FIG. 5B
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FIG. 5D
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FIG. 7 (cont’d)
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FIG. 8
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