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FIGURE 1

FLT3 (mAb 4G8)

CD3 (mAb UCHT1)
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FIGURE 2

lgGsc_FLT3 (4G8 mouse) _CD3 (WUCHT1) Heavy chain
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FIGURE 4

Binding to NALM16 cells (FLT3+)
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FIGURE 5
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FIGURE 6

Binding to Jurkat cells (CD3+)
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FIGURE 7
P Vi V8 VB V9
g 1604 pmmm
dg 100
o
o £ 80
Eﬁ
R
3% 60
e
E 40
8
— 20
o)
L8

496nM  92nM 10.8nM 4.1nM

SRR

CC-2 variants, increasing CD3-affinity



WO 2020/053300 PCT/EP2019/074268
8/11

FIGURE 8
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FIGURE 9
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FIGURE 10
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FIGURE 11
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