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213 Probe sels upreguiated in zonventional hESC sulture group vs, FNIM culture group
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CODD4A8588 arbrvonic maoarphogonesis 8.1 1.908-05
S0000Res2 anterior/postarior pattern formation 3.8 J.80E-65
GUOO043008 chordate embryvonic development 5.2 2.90E-03
SOEO008Ta2 smbrvonie development ending in kirth or ega hatching 6.2 JA0ELY
GOLoR0ITES somiioaenesis 2.5 340E-03
RO0001775 cell activation 5.8 4 20E-03
GO:QON1887 ameboidal cell migration 25 4 30E-03
GOHD0485088 sinbryenic organ development 4.4 4 50E-03
GORoo400es regulation of gene expression, spigenetic 3 5.00E-43
SONO010857 sositive raguiation of magromoieculs blosynihaelic process 2.8 57003
GO00106288 poitive mgulation of gene exgression 8.1 5.80E-03

GO 0045321 lsukocvia agtivation 5 8.00E-03
GLHDD485a2 smbryoris organ morphogenesis 3.8 §.808E-03
OG030111 regulation of Wit recepior signaling pathway 2.5 B.00E-03
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128 Probe sels upregulated in FMM samples group vs. cenventional culture group

SO D S50 Term %o pevatue

GOLO007 36T celb-vell signaling 1885 820E-07
GO0040008 regulation of growih 103 1.10E-04
G DO42881 requlation of apoplosis 158 1.20E04
GO:e043087 reguiation of prograrnmed ool death 155 1.30E-(4
GODO10841 raguiation of cell death 1551 130504
GOQOA81Y racudation of hormone levals 7.2 1.80E-04
200045028 negative regulstion of growth §.21 3.680E-04
GO0031100 Qrgan regensation 4.1 3.908-04
GOOR0 1588 raquiation of cell growth 7.2 710E-04
COD04 3068 neaative requlation of apoptosis 3 T.40E-04
GO 0043089 negative equiation of programmead cell death 3 B20E-04
GOO06E0548 naegative regulation of call death 3 8.30DE-04
GOO0183508 dendrile development 11 940804
GORDO0881S andi-apoptosis 2 8.70ED4

GO 00455688

negative regulation of cell differentiation

1.20E-03

GOy DO3D20R

naegative regulation of cell growth

1.70E-03

e ihy i

€23 om0 { ot [ LB 50 B

GO QOE07ES negative regulation of neurogenesis 2. 00E-03
SONO0E5TE2 negative regulstion of coll sive 2 2.20E-03
GOROIATEN negative regudation of cell development 4.1 240E-03
S0 004 2445 hamone melabolic process 52t 2.80BE-03
GOD332535 reculation of celiular component size 720 3.80E-03
SU0034784 callular hormone melabolic progess 41 430803
SOO0R1270 reguiation of cell motion 821 430803
SOON487584 hranching morphogenesis of g lube 4.1 580E-03
GONDOORAGY requiation of cell size 8.2 570E-03
GO0001588 vatterning of blood vesssis 21 580803
GOnD031068 ragenaralion 4.1 §.80k-03
GOG035285 tube develpoment 8.3 F.50E.03
GORRO80E1 rRRponse 0 extracelidar stimdus 8.2 7.50E-03
GO0001783 morphogenesis of g branching structue 4.1 8.008-03
300008817 induction of apoptosis 7.2 8.80E-Q8
GO00125802 induction of programmad csll death 7.2 BTOEG3

FIG. 13E
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