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Wildtype virus
RNA Secondary Structure
(sequence same as SEQ ID NO: 45)

UCG CGC UUG AAA AAA CAA GCG CGA
(SEQ ID NO: 45)

Wildtype virus RNA Sequence

Ser Arg Leu Lys Lys Gln Ala Arg
(SEQ ID NO: 47)

Wildtype virus protein sequence

Figure 1
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Recoded virus
RNA Secondary Structure
(sequence same as SEQ ID NO: 46)

UCG aGa cUc AAA AAA CAA GCG CGA
(SEQ ID NO: 46)

Recoded virus RNA Sequence

Ser Arg Leu Lys Lys Gln Ala Arg
(SEQ ID NO: 47)

Recoded virus protein sequence
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ATT Isoleucine Lethal
ATC Isoleucine Lethal
ATA Isoleucine Lethal
ABG Threonine Lethal
G Lysine Attenuated
G Arginine Attenuated
GTG Valine Lethal
TTG Leucine Lethal
CTG Leucine Lethal
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