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Human Aggrus/podoplanin amino acid sequence
GenBank accession No. AB127958.1 or AF390106

1 MWAKVSALLFV LGSASLWVLA EGASTGQPED

_ - 45 48 .
31 E_DTETTGL{EGG VAMPGAEDDV VTPGTSEDRY
PLAG1 PLAG2 PLAG3
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91 HAQEQSPSAT ASNVATSHST EKVDGDTQTT

121 VEKDGLSTVT LVGIIVGVLL AIGFIGGIIV

151 VVMRKMSGRY SP
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Fig. 2A
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Fig. 3A
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VTSHSREK

species accession1  accession2

Homo_sapiens gi54792056  NP_006465 human
Pan_paniscus gi397469333 XP_003806315.1  bonobo
Macaca_mulatta gi297282234 XP_001106933.2  rhesus monkey
Sus_scrofa gi545833678 XP_005665074.1 pig
Physeter_catodon gi593716887 XP_007104886.1 sperm whale
Canis_lupus_familiaris gi50978994  NP_001003220.1  canine
Myotis_brandtii gi554558224 XP_005873518.1  bat
Bos_taurus gi75677538  NP_001028292.1 bovine
Rattus_norvegicus gi564353955 XP_006239400.1  rat
Mus_musculus gi113462005 NP_034459.2 mouse
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Number of cells
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Fig. 9A
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Fig. 10A
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Fig. 11A
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Fig. 12A
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Fig. 13A
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Fig. 17A
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Fig. 18A

Fig. 18B

HE

D2-40

PG4D1

17/17

US Biomax Inc.
Product #T264a

PG4D2

HE staining data

Core #A3
Osteosarcoma
Stage lIb G2 (T2NOMO0)

Core #A6

Osteosarcoma
Same patient tissue of #A3

Core #B1
Osteosarcoma
Stage la (T1NOMO)

Core #B4

Osteosarcoma
Same patient tissue of #B1

. Core #D7

~ Pheochromocytoma
for control tissue marker



