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SEQUENCE LISTING 

<110> 	Kaneka Corporation 

<120> 	D-AMINO ACID OXIDASE, AND METHOD FOR PRODUCTION OF L-AMINO 
ACID, 	2-0X0 ACID OR CYCLIC !MINE 

<130> 	8050474W001- 

<150> 	JP2005-224505 
<151> 	2005-08-02 

<150> 	JP2006-119408 
<151> 	2006-04-24 

<160> 	23 

<170> 	Patentin version 3.1 

<210> 	1 
<211> 	344 
<212> 	PRT 
<213> 	Candida 	intermedia 

<400> 	1 

Met Ser Glu Tyr Val 	Ile Val Gly Ser Gly Ile Ile Gly Leu Tyr Thr 
1 5 10 15 

Gly Tyr Lys Leu Leu Glu Ser Gly Val Pro Gly Glu Ser Ile Thr Val 
20 25 30 

Glu Ala Glu Phe Leu Pro Gly Asp Glu Ser Ile Lys Tyr Thr Ser Pro 
35 40 45 

Tyr Ala Gly Gly Asn Phe Ser Gly Ile Thr Gly Asp Asp Pro Asp Ser 
50 55 60 

Leu Lys Phe Asp Lys His Thr Tyr Glu Asn Leu Pro Lys Leu Gln Lys 
65 70 75 80 

Leu Leu Gly Gly Pro Leu Cys Gly Leu Asp Met Leu Pro Ala Thr Giu 
85 90 95 

Ile Trp Asp Asn Val Lys Ser Lys Lys Ile Asp Ser Leu Lys Gln Tyr 
100 105 110 

Leu Lys Asp Tyr Gln Glu Ile Giu Gln Glu Glu Leu Pro Glu Gly Ala 
115 120 125 

Lys Phe Gly Val Lys Phe Thr Thr Trp Asn Phe Asn Cys Pro Lys Phe 
130 135 140 

Leu Ser Asn Val Gln Lys Tyr Leu Leu Ser Lys Asn Val Thr Phe Ile 
145 150 155 160 

Arg Lys Asn Leu Thr His Ile Thr Gln Ala Phe Gly Pro Ala Thr Lys 
165 170 175 

Cys Val 	Phe Asn Cys Thr Gly Asn Gly Ala Arg Phe Leu Gly Gly Val 
180 185 190 

GIn Asp Ala Lys Val 	Tyr Pro Thr Arg Gly Gln Val Val Val Ile Lys 
195 200 205 

(1) 



Ala Pro His 	Ile Asn Glu Asn Met 	Ile Arg Trp 
210 	 215 

Thr Tyr 	Ile 	Ile Lys Arg Pro Tyr Ser His Asp 
225 	 230 	 235 

Gly Phe Leu Gln Lys Asp Asp Trp Thr Pro Asp 
245 	 250 

Thr Glu Asp 	Ile Leu Phe Arg Thr Thr Asn Leu 
260 	 265 

Asn Gln Asn Pro His Gly Pro Asn 	Ile Glu Asp 
275 	 280 

Val 	Val 	Ala Gly Leu Arg Pro Ser Arg His Gly 
290 	 295 

Lys Glu Val 	Leu Asp Gly Lys Leu Leu 	Ile His 
305 	 310 	 315 

Gly Tyr Gly Tyr Gln Ser Gly Leu Gly Met Ala 
325 	 330 

Leu Ala Leu Gly Gln Ser Lys Leu 
340 

<210> 	2 
<211> 	1035 
<212> 	DNA 
<213> 	Candida 	intermedia 

<400> 	2 
atgtctgaat acgtaattgt tggttctggt atcataggct 

sequence 	listing 

Gly Asp Asn Tyr Ala 
220 

Gln Leu 	Ile Leu Gly 
240 

Thr Leu Ser 	Glu Gln 
255 

Leu Pro Lys 	Ile Leu 
270 

Leu Glu 	Ile Val 	Arg 
285 

Gly 	Val 	Arg 	Ile 	Glu 
300 

Asn Tyr Gly Ala Gly 
320 

Asp Lys Ala Val Lys 
335 

tgtacactgg atacaaactt 60 

ctagagtctg gagtgcccgg tgaatccatc actgttgagg cagaattctt acctggggac 120 

gagtotatca aatacacttc tocttatgog ggaggaaatt tctccggaat cactggtgat 180 

gatcctgact cgttgaagtt cgataagcac acctacgaaa acttgcccaa gttgoaaaag 240 

cttttgggtg ggccactgtg tggcttagat atgctccctg ctaccgaaat ctgggataat 300 

gtcaagtcga agaaaattga ctctttgaag cagtatctta aggactacca ggaaattgag 360 

caagaagaat tgcctgaggg tgccaagttt ggagtgaaat tcaccacctg gaacttcaat 420 

tgtcccaagt ttttgagtaa tgtccagaaa taccttcttt ccaagaatgt cactttcatc 480 

cgtaaaaact tgaccoatat aactcaagca tttggtcctg caaccaaatg tgtgttcaat 540 

tgoactggaa atggtgcccg attccttggt ggagttcagg acgccaaagt gtatcctaca 600 

agaggacagg tggttgtcat taaggctccc cacatcaatg agaacatgat tagatggggc 660 

gataactatg ccacttacat aatcaaaaga ccatactcac atgatcagtt gattcttgga 720 

ggttttctcc agaaagacga ctggactcca gatactcttt ctgagcaaac agaagatata 780 

cttttcagaa caactaatct attgccaaag atcttaaacc agaatccaca tgggccaaac 840 

attgaagatt tggaaattgt gagagtggtg gctggattgc gtcccagcag acatggaggt 900 

gtcagaattg aaaaagaggt gctagatgga aagttgttga ttcacaatta cggtgctgga 960 

(2) 



sequence listing 
gggtatggat atcaatcggg tttgggaatg gcagataaag ctgtgaagtt agcattgggc 1020 

cagagtaaac tttag 1035 

<210> 	3 
<211> 	17 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Pr mer-I 

<220> 
<221> 	misc_feature 
<222> 	(15). . (15) 
<223> 	n represents a, t, 	g or c 

<400> 	3 
rcwwswccwt gggcngg 17 

<210> 	4 
<211> 	17 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-2 

<400> 	4 
gcrkswccrt arttrtg 17 

<210> 	5 
<211> 	20 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-3 

<400> 	5 
tctttctgag caaacagaag 20 

<210> 	6 
<211> 	20 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-4 

<400> 	6 
gacattatcc cagatttcgg 20 

<210> 	7 
<211> 	1084 
<212> 	DNA 
<213> 	Candida 	intermedia 

<400> 	7 
atgtctgaat acgtaattgt tgggtatgtc caatgggttt gttctgcttt aaacatctgt 60 

ttctaacctc agttctggta tcataggctt gtacactgga tacaaacttc tagagtctgg 120 

agtgcccggt gaatccatca ctgttgaggc agaattctta cctggggacg agtctatcaa 180 

atacacttct ccttatgcgg gaggaaattt ctccggaatc actggtgatg atcctgactc 240 

gttgaagttc gataagcaca cctacgaaaa cttgcccaag ttgcaaaagc ttttgggtgg 300 

gccactgtgt ggcttagata tgctccctgc taccgaaatc tgggataatg tcaagtcgaa 360 

(3) 



sequence listing 

gaaaattgac tctttgaagc agtatcttaa ggactaccag gaaattgagc aagaagaatt 420 

gcctgagggt gccaagtttg gagtgaaatt caccacctgg aacttcaatt gtcccaagtt 480 

tttgagtaat gtccagaaat accttctttc caagaatgtc actttcatcc gtaaaaactt 540 

gacccatata actcaagcat ttggtcctgc aaccaaatgt gtgttcaatt gcactggaaa 600 

tggtgcccga ttccttggtg gagttcagga cgccaaagtg tatcctacaa gaggacaggt 660 

ggttgtcatt aaggctoccc acatcaatga gaacatgatt agatggggcg ataactatgc 720 

cacttacata atcaaaagac catactcaca tgatcagttg attcttggag gttttctcca 780 

gaaagacgac tggactccag atactctttc tgagcaaaca gaagatatac ttttcagaac 840 

aactaatcta ttgccaaaga tcttaaacca gaatccacat gggccaaaca ttgaagattt 900 

ggaaattgtg agagtggtgg ctggattgcg tcccagcaga catggaggtg tcagaattga 960 

aaaagaggtg ctagatggaa agttgttgat tcacaattac ggtgctggag ggtatggata 1020 

tcaatcgggt ttgggaatgg cagataaagc tgtgaagtta gcattgggcc agagtaaact 1080 

ttag 1084 

<210> 	8 
<211> 	30 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-5 

<400> 	8 
cgcactccat atgtctgaat acgtaattgt 30 

<210> 	9 
<211> 	32 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-6 

<400> 	9 
gacacggagc tcttaaagtt tactctggcc ca 32 

<210> 	10 
<211> 	31 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-7 

<400> 	10 
atcgttacat atgagcttag tagaaaaaac a 31 

<210> 	11 
<211> 	30 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-8 

<400> 	11 
taactgcagt 	tattagttgc gaatatccca 30 

(4) 



sequence listing 
<210> 	12 
<211> 	43 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-9 

<400> 	12 
actgaattct aaggaggtta acaatggaac tttttaaata tat 43 

<210> 	13 
<211> 	32 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-10 

<400> 	13 
gatgagctct tattaacgtc tgcttaatac ac 32 

<210> 	14 
<211> 	43 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-11 

<400> 	14 
cggggtacct aaggaggtta acaatgtctg aatacgtaat tgt 43 

<210> 	15 
<211> 	29 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-12 

<400> 	15 
gcgggatcct taaagtttac taggccca 29 

<210> 	16 
<211> 	43 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-13 

<400> 	16 
aaactgcagt aaggaggtta acaatgtctg aatacgtaat tgt 43 

<210> 	17 
<211> 	29 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-14 

<400> 	17 
aaactgcagt taaagtttac tctggccca 29 

<210> 	18 
<211> 	27 
<212> 	DNA 
<213> 	Artificial 

(5) 



sequence 	listing 

<220> 
<223> 	Primer-15 

<400> 	18 
atcacgcata tggcgaaaat actttgc 27 

<210> 	19 
<211> 	30 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer -16 

<400> 	19 
atagaattct tatcagccgg ccttcttgaa 30 

<210> 	20 
<211> 	44 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-17 

<400> 	20 
tacgaattct aaggaggtta acaatgagct tagtagaaaa aaca 44 

<210> 	21 
<211> 	30 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-18 

<400> 	21 
taactgcagt tattagttgc gaatatccca 30 

<210> 	22 
<211> 	31 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-19 

<400> 	22 
ttcatcgcat atggaattcg agctcggtac c 31 

<210> 	23 
<211> 	26 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Primer-20 

<400> 	23 
ttcatcgcat atgtgtttcc tgtgtg 26 

(6) 


