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b) a humanized heavy chain variable domain comprising the CDRs of SEQ
1D NO:166 or 168 and framework regions having an amino acid sequence
at least 90% identical to the amino acid sequence of the framework
regions of the variable domain heavy chain amino acid sequence of SEQ
ID NO:166 or 168.

13) The anti-IL-23p19 antibody according to any one of claims 1 to 12, wherein

said antibody is a monoclonal antibody.
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18314) The anti-IL-23p19 antibody according to claim 1, wherein the antibody
is a humanized-monoclonal anti-lL-23p19 antibody comprising a light chain
comprising the amino acid sequence of SEQ ID NO:174 or 180 and a heavy
chain comprising the amino acid sequence of SEQ ID NO:176 or 178.
10

| 20315) The humanized-monoclonal anti-1L-23p19 antibody according to claim

4814, wherein said antibody comprises a light chain comprising the amino

acid sequence of SEQ ID NO:174 and a heavy chain comprising the amino

acid sequence of SEQ ID NO:176.
15

‘ 25186) The humanized-monoclonal anti-IL-23p19 antibody according to claim

4814, wherein said antibody comprises a light chain comprising the amino

acid sequence of SEQ 1D NO:174 and a heavy chain comprising the amino

acid sequence of SEQ ID NO:178.
20

2317} The bumanized-monoclonal anti-IL-23p19 antibody according to claim
4814, wherein said antibody comprises a light chain comprising the amino

acid sequence of SEQ ID NO:180 and a heavy chain comprising the amino

acid sequence of SEQ ID NO:176.
25

23118) The humanized-monoclonal anti-IL-23p19 antibody according to claim
4814, wherein said antibody comprises a light chain comprising the amino

acid sequence of SEQ ID NO: 180 and a heavy chain comprising the amino

acid sequence of SEQ ID NO: 178.
30
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‘ 24319) An anti-IL-23p19 antibody or antigen-binding fragment thereof that
binds to human 1L-23p19 at an epitope consisting of amino acid residues 108
to 126 and amino acid residues 137 to 151 of SEQ ID NO: 181.

5 i 25320) An anti-IL-23p19 antibody or antigen-binding fragment thereof that
competitively binds to human IL-23p19 with:

a) a humanized monoclonal anti-IL-23p19 antibody comprising a light chain
comprising the amino acid sequence of SEQ ID NO:174 and a heavy
chain comprising the amino acid sequence of SEQ ID NO:176; or

10 b} a humanized monoclonal anti-IL-23p19 antibody comprising a light chain
comprising the amino acid sequence of SEQ ID NO:174 and a heavy
chain comprising the amino acid sequence of SEQ ID NO:178; or

¢) a humanized monoclonal anti-IL-23p19 antibody comprising a light chain
comprising the amino acid sequence of SEQ ID NO:180 and a heavy

15 chain comprising the amino acid sequence of SEQ ID NO:1786; or

d) a humanized monoclonal anti-IL-23p19 antibody comprising a light chain

comprising the amino acid sequence of SEQ ID NO: 180 and a heavy

chain comprising the amino acid sequence of SEQ ID NO: 178.

20 268321) The anti-IL-23p19 antibody according to any one of claims 24-19 or
#5820, wherein said antibody is a monoclonal antibody.

25322) An antibody or antigen-binding fragment according to any one of
claims 1 to 26-21 for use in medicine.
25

28123) The antibody or antigen-binding fragment according to claim 2722,
wherein the use is the treatment of an inflammatory disease, of an
autoimmune disease, of a respiratory disease, of a metabolic disorder or of

cancer.
30



- 135 -

) 5
- 25 s & o @
2_ S o 1 P : o w
o 2 8 S & & 5 @ = 5
L 2 ) & 5@ .
4 © © o @ ® 2 F 3 E T
c 5 3 = £ mu R - T firl
T 3 O ®© o w8 o $ 8 2 & T ¢ &
[ ~ LU ] e ' 1 o =
—_— o) o — (o] N - - 5 % 5 - Sy o
© a8 - o o 2 F - =4 & L
o) c > 2 @« E o ody > o 9 i o &
< 25 T ® i @ i & 3 & g
o o & o) o f & b & o g Ez i i hd
£ 5 O a .1.* OB S Eot AR hoR £ = ®
5 & = oo & e & - £ oo o® o - S i
fud 7)) C L8 LD o { (40}
Q £ = T & Eod 3 o 5 5 d g
8 E= O 5 5 2 &
°c & = S o > & ¢ & i o+
o %= v T = e S oo 2 - -
£ & o - 2 ¢ & k] w & 2 A )
@ ) £ 0 e s I PR <~ m; £ n_..
- %) m i o 4 - L m; G
E © O = £ g : & ¢ 2 - £ b
o 8O F a ® 5 & N: Ol an
2L T g 3 4 ¢ 2 5 g £ TR
= % m O 4= on T @B 5 R @ £ mw .M,
o o 3 6 © d L o ] ¢ & T 9 &
£ w < c © o © & N 4 £ 4 & © - .
5 O = o < . & e E rm ¢ 3t <= 2 whe o oo &
Pt m & = O m.lv SN - .m & [4 . - m& = D 5.
8 & & o > 2 IS R of RN .
T 8 o © &t £ 5 & %« S I S =
c £ O Q ®© @ s q D - B I i g
o = o € o © & o & = o & o wm q
o) 5 L O T - : N - 2
2 o0 © o] o) RN &£ & £ & s
E 5 © % @ 3 L8 ] £ 2% g 22y >
T o 0 g = 8 & w o o = @ @ W %
s £ o © P o 5 & s & 4 “ = Ei >
S T £ 4 2 g 9 T d i & £ % 2 g =
> 0 = - =3 Q (&} o G &1 D s R R m; & £
T = ® O O [ o s : TH e - : ¢ &
0 » £ % S @ ® F 9 » £ @ 9 g :
a = -~ O [ e e R .- o 7] £ = et o
2 o 2 ¢ E c© = A ® 3 < § = &
fry s - - vl « *
s & £ 8§ s 2 8 T o 3 & N m 5 9 e 2 >
£ g c £ 8 3 & o * SN o
2 2t 5 s 23 L5 % & TP e 5 @ q
Ky @ . . - o { -
T o & < = m o E o IR £ % 9 = M = -
= = (@) -1 5 s ol ] c o - ] ©h
o ® ©Q c £ T & & = 8 3 mu I £ & i
S £ = 5 £ > 2 & - £ % ° e
O o X T @ & & P 2 & 2 ) C ©
£ o < B £ < C @ C o = £ ¥ o= )
~ 2 o ® & 8 a < 3t < 2 o H & & @ & < =
e, P o P . o,
- £ €4 i
o b b o
O So] o fe] [e]
-~ -~ N N 3]



10

15

20

25

30

-a-light-chaln CRBRE-L-ChEZsoquence-st 8 EQHB NOE 4048144

24 A D8 30 or 39:
3 vy 3 i B

3% e

and-a-hepwsehainvarablerogion-comparising:
$-a-heavy-chain-CDRA-(H-CDRY - seguence-of SEQIDNG:33,-36,-38,-40;
43454851 5457 60-63-66.67-68,-6077-0r80:

DR2)}-sequence-of SEQHD-NG:34-39,44-46;

A0..52 BE B8 e 2 W 4 T 4 2LFE T8 e 89 apmd
Y 3 TRy ¥ ¥ T

L PR A I B P ae - PR~ = i

B-a-heavw-chain-COR3-(H-CDR3 ) sequence-of SEQ-ID-NO:35-37,-42,-44;

.50 .53 58 BEQ 89 86 T4 T4 T8 F0.or 82
A Ty T L=

Ty [ L= Wy ) TR A s .

26 The-apti-l-23p19-antibedy-orantigen-binding-fragment-thereol-according o
elairm-35,wherelp-the-antibedy-araptigen-binding fragment thereef




10

15

20

25

30

Pab-ChRY: e L-CRR2-a- - CBR3-a-H-ChRb-a-H-CDR2-and - H-CDR3
seguence-olSEGHE-NOAE-16,14-57-58-and B9 respectively-or

Wa-CPRLa L-CDR2 e L CORE o H-CORY o H-CORE2 and o H-CRRZ

ba-L-CBRY-a -CBREa L-CRR3a H-CER e H-CDR2 and - H-CRE3

sequence-of-SEQ-ID-NO27-2820-45-75- ané@@»ﬁe%g}@eww
Grat-ChRA-a-L-ChI :

W@%@Q@%@%MW»%MWW
WMRM%MMM&%M@H GBR3

B-NO84-and-a-heavwchaln-variable-ragion- W&s%g«theamm%@é
seguenes-SEQIBMNO 24 or



10

15

20

25

30

NE:8&-and-a hwy—eh&mna»ble%g{%«e@mpﬁsmgﬁa&ammwa@é
Laht chai bl . cina the-armi . e
MO:B8-and-a-heavy-chainverablereglon-comprising-the-amine-asid
seguence-BEQ-D-NO2E or

d)alight chain variabl : sing . ” f SEQID

MNO:95-and-a l hai bl E e i . ”

S a-SEQID !\if‘\”l’l’)' ar
6 He + f

ma-lghtehainvarable-regios-som ﬁﬁsmg%he—amsmgévseauenee@i SEQD
NO:07 i v-chai . ) ,

Palightchainvariable-region-cormprising-the-aminc-acid-sequence-of SEGQ-D
NO:OO and-a-heavy-chalpvariable-reglon-comprising-the-amins-acid

palight ehai bl . el . e f SEQD
NOADt-and-g-heavy-chainvarable-region-comprising-the-amine-acid

NO:A03-and-e-heavwy-chain-varable-region-comprising-the-amino-asid



10

15

20

25

30

NOAOE-and-a-heawchalnvarableregion-comprising-the-amine-asid
Jalight-chai bl ‘ isinott ro-acid £ SEC
1B-NOH O --and-a-heavy-chainveriable-reglon-comprsing-the-amine-asid
seguence-SEQIB-NG:I44or
malight-chainwarable-region-comprising-the-amino-asid-seguence-ol- SEQHD
NO-100-and hai bl ion-comprising-t : i

NEA-and-a-beavy-chalnvarable-reglon-compriting-the-amine-aeid
seguence-SEGHRMNOA 8 o
o)alight chai o) A - . . e SEQID
N4 3-and-a-heavy-chainvariable region-comprising-the-amine-acid
@M@WWW@M%&HM@M@M@W@@M

&M@M@W;&ﬁ@%@%@&%@@@&%@g@%ﬁ%&é&@g&%@ﬁ@%@%@
MortiGanda-hopvwychainvorable-roglon-comprising - the-aminoaald

anLian SEO I NO488
B \f NI R SN e By N




10

15

-m——1—40-=-» _136...

NOEA2A A2 ASE 427 498 4804232424 426 138 140 A2 A4 448
1 Tt ¥ Sy Oyt ey Es Gy IR 4 LERE R A 7 ¥

0 ¥ LENS ' -“TnS S M SR e 4 Y

o

82 ABA np 4l
&= HR O 205

¥ 3 s i

39326) An isolated polynucleotide comprising a sequence encoding a light
chain variable region of an antibody or antibody fragment having the amino
acid sequence of SEQ ID NO:158, 160, 162 or 164, or encoding a heavy
chain variable region of an antibody or antibody fragment having the amino
acid sequence of SEQ ID NO: 166, 168, 170 or 172.

427 The isolated polynucleotide according to claim 3926, wherein said
polynucleotide comprises a sequence encoding a light chain of an antibody
having the amino acid sequence of SEQ ID NO:174 or 180, or encoding a
heavy chain of an antibody having the amino acid sequence of SEQ ID
NO:176 or 178.



