
G0141 Sequence Listing 
SEQUENCE LISTING 

<110> UCB Pharma S.A. 
Adams, Ralph 
Baker, Terence 
Lawson, Alastair 

<120> Antibody molecules which bind IL-17A and IL-17F 

<130> 60141 

<160> 19 

<170> Patentln version 3.5 

<210> 1 
<211> 10 
<212> PRT 
<213> Artificial 

<220> 
<223> CDRH1 

<400> 1 

Gly Phe Thr Phe Ser Asp Tyr Asn Met Ala 
1 	 5 	 10 

<210> 2 
<211> 17 
<212> PRT 
<213> Artificial 

<220> 
<223> CDRH2 

<400> 2 

Thr Ile Thr Tyr Glu Gly Arg Asn Thr Tyr Tyr Arg Asp Ser Val Lys 
1 	 5 	 10 	 15 

Gly 

<210> 3 
<211> 16 
<212> PRT 
<213> Artificial 

<220> 
<223> CDRH3 

<400> 3 

Pro Pro Gln Tyr Tyr Glu Gly Ser Ile Tyr Arg Leu Trp Phe Ala His 
1 	 5 	 10 	 15 

<210> 4 
<211> 11 
<212> PRT 
<213> Artificial 

<220> 
<223> CDRL1 
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<400> 4 

Arg Ala Asp Glu Ser Val Arg Thr Leu Met His 
1 	 5 	 10 

<210> 5 
<211> 7 
<212> PRT 
<213> Artificial 

<220> 
<223> CDRL2 

<400> 5 

Leu Val Ser Asn Ser Glu Ile 
1 	 5 

<210> 6 
<211> 9 
<212> PRT 
<213> Artificial 

<220> 
<223> CDRL3 

<400> 6 

Gln Gln Thr Trp Ser Asp Pro Trp Thr 
1 	 5 

<210> 7 
<211> 107 
<212> PRT 
<213> Artificial 

<220> 
<223> Light chain variable region 

<400> 7 

Ala Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala ser val Gly 
1 	 5 	 10 	 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Asp Glu Ser val Arg Thr Leu 
20 	 25 	 30 

Met His Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 	 40 	 45 

Tyr Leu Val Ser Asn Ser Glu Ile Gly Val Pro Asp Arg Phe Ser Gly 
50 	 55 	 60 

Ser Gly Ser Gly Thr Asp Phe Arg Leu Thr Ile Ser Ser Leu Gln Pro 
65 	 70 	 75 	 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Thr Trp ser Asp Pro Trp 
85 	 90 	 95 
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Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys 
100 	 105 

<210> 8 
<211> 321 
<212> DNA 
<213> DNA encoding light chain variable region 

<220> 
<223> CDR 

<400> 8 
gccatccagc tgacccagag cccttcctct ctcagcgcca gtgtcggaga cagagtgact 	60 

attacctgca gggctgacga aagcgtgaga acattgatgc actggtacca acagaagcct 	120 

ggcaaagccc ccaagctcct gatctatctg gtttccaatt cggagattgg agtccccgac 	180 

aggttcagcg gcagtgggtc tggaactgac tttcgcctga caatctcctc actccagccc 	240 

gaagatttcg ccacctacta ttgccagcag acttggagcg acccttggac atttggacag 	300 

ggcacaaaag tggagatcaa g 	 321 

<210> 9 
<211> 125 
<212> PRT 
<213> Artificial 

<220> 
<223> Heavy chain variable region 

<400> 9 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 	 5 	 10 	 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr 
20 	 25 	 30 

Asn Met Ala Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 	 40 	 45 

Ala Thr Ile Thr Tyr Glu Gly Arg Asn Thr Tyr Tyr Arg Asp Ser Val 
50 	 55 	 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 	 70 	 75 	 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 	 90 	 95 

Ala Ser Pro Pro Gln Tyr Tyr Glu Gly Ser Ile Tyr Arg Leu Trp Phe 
100 	 105 	 110 

Ala His Trp Gly Gln Gly Thr Leu Val Thr val Ser Ser 
115 	 120 	 125 
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<210> 10 
<211> 375 
<212> DNA 
<213> Artificial 

<220> 
<223> DNA encoding heavy chain variable region 

<400> 10 
gaggttcagc tcgttgaatc cggaggcgga ctcgtgcagc ctgggggctc cttgcggctg 	60 

agctgcgctg ccagtggctt cactttcagc gattacaata tggcctgggt gcgccaggcc 	120 

ccaggcaagg gtctggagtg ggtggccaca attacctatg agggcagaaa cacttattac 	180 

cgggattcag tgaaagggcg atttaccatc agcagggata atgcaaagaa cagtctgtac 	240 

ctgcagatga actctctgag agctgaggac accgctgtct actattgtgc aagcccaccc 	300 

cagtactatg agggctcaat ctacagattg tggtttgccc attggggcca gggaacactg 	360 

gtgaccgtct cgagc 	 375 

<210> 11 
<211> 214 
<212> PRT 
<213> Artificial 

<220> 
<223> Light chain of antibody CA028_496g3 

<400> 11 

Ala Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 	 10 	 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Asp Glu Ser Val Arg Thr Leu 
20 	 25 	 30 

Met His Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 	 40 	 45 

Tyr Leu val ser Asn ser Glu Ile Gly val Pro Asp Arg Phe ser Gly 
50 	 55 	 60 

Ser Gly Ser Gly Thr Asp Phe Arg Leu Thr Ile Ser Ser Leu Gln Pro 
65 	 70 	 75 	 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Thr Trp Ser Asp Pro Trp 
85 	 90 	 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala 
100 	 105 	 110 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly 
115 	 120 	 125 

Thr Ala ser Val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 

Page 4 



G0141 Sequence Listing 
130 	 135 	 140 

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln 
145 	 150 	 155 	 160 

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 	 170 	 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 	 185 	 190 

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 	 200 	 205 

Phe Asn Arg Gly Glu Cys 
210 

<210> 12 
<211> 234 
<212> PRT 
<213> Artificial 

<220> 
<223> Light chain of antibody cA028_496g3 including signal sequence 

<400> 12 

Met Ser Val Pro Thr Gln Val Leu Gly Leu Leu Leu Leu Trp Leu Thr 
1 	 5 	 10 	 15 

Asp Ala Arg Cys Ala Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser 
20 	 25 	 30 

Ala Ser val Gly Asp Arg Val Thr Ile Thr Cys Arg Ala Asp Glu Ser 
35 	 40 	 45 

val Arg Thr Leu Met His Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro 
50 	 55 	 60 

Lys Leu Leu Ile Tyr Leu Val Ser Asn Ser Glu Ile Gly Val Pro Asp 
65 	 70 	 75 	 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Arg Leu Thr Ile Ser 
85 	 90 	 95 

Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Thr Trp 
100 	 105 	 110 

Ser Asp Pro Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg 
115 	 120 	 125 

Thr val Ala Ala PrO Ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln 
130 	 135 	 140 
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Leu Lys ser Gly Thr Ala ser val val cys Leu Leu Asn Asn Phe Tyr 
145 	 150 	 155 	 160 

Pro Arg Glu Ala Lys Val Gln Trp Lys val Asp Asn Ala Leu Gln Ser 
165 	 170 	 175 

Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr 
180 	 185 	 190 

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys 
195 	 200 	 205 

His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro 
210 	 215 	 220 

val Thr Lys ser Phe Asn Arg Gly Glu Cys 
225 	 230 

<210> 13 
<211> 645 
<212> DNA 
<213> Artificial 

<220> 
<223> DNA encoding Light chain of antibody CA028_496g3 

<400> 13 
gccatccagc tgacccagag cccttcctct ctcagcgcca gtgtcggaga cagagtgact 	60 

attacctgca gggctgacga aagcgtgaga acattgatgc actggtacca acagaagcct 	120 

ggcaaagccc ccaagctcct gatctatctg gtttccaatt cggagattgg agtccccgac 	180 

aggttcagcg gcagtgggtc tggaactgac tttcgcctga caatctcctc actccagccc 	240 

gaagatttcg ccacctacta ttgccagcag acttggagcg acccttggac atttggacag 	300 

ggcacaaaag tggagatcaa gcgtacggta gcggccccat ctgtcttcat cttcccgcca 	360 

tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat 	420 

cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 	480 

gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg 	540 

ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc 	600 

ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gttag 	 645 

<210> 14 
<211> 705 
<212> DNA 
<213> Artificial 

<220> 
<223> DNA encoding Light chain of antibody CA028_496g3 including signal 
sequence 

<400> 14 
atgtcagttc ccacacaggt gctgggcctg cttctgttgt ggctcaccga tgctaggtgt 

	
60 
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gccatccagc tgacccagag cccttcctct ctcagcgcca gtgtcggaga cagagtgact 	120 

attacctgca gggctgacga aagcgtgaga acattgatgc actggtacca acagaagcct 	180 

ggcaaagccc ccaagctcct gatctatctg gtttccaatt cggagattgg agtccccgac 	240 

aggttcagcg gcagtgggtc tggaactgac tttcgcctga caatctcctc actccagccc 	300 

gaagatttcg ccacctacta ttgccagcag acttggagcg acccttggac atttggacag 	360 

ggcacaaaag tggagatcaa gcgtacggta gcggccccat ctgtcttcat cttcccgcca 	420 

tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat 	480 

cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 	540 

gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg 	600 

ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc 	660 

ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gttag 	 705 

<210> 15 
<211> 455 
<212> PRT 
<213> Artificial 

<220> 
<223> Heavy chain of antibody cA028_496g3 

<400> 15 

Glu Val Gln Leu val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 	 5 	 10 	 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr 
20 	 25 	 30 

Asn Met Ala Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 	 40 	 45 

Ala Thr Ile Thr Tyr Glu Gly Arg Asn Thr Tyr Tyr Arg Asp Ser Val 
50 	 55 	 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 	 70 	 75 	 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 	 90 	 95 

Ala Ser Pro Pro Gln Tyr Tyr Glu Gly Ser Ile Tyr Arg Leu Trp Phe 
100 	 105 	 110 

Ala His Trp Gly Gln Gly Thr Leu Val Thr val Ser Ser Ala Ser Thr 
115 	 120 	 125 

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser 
130 	 135 	 140 
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Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 
145 	 150 	 155 	 160 

Pro val Thr val ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His 
165 	 170 	 175 

Thr Phe Pro Ala val Leu Gln ser ser Gly Leu Tyr ser Leu ser ser 
180 	 185 	 190 

Val val Thr val Pro Ser Ser ser Leu Gly Thr Gln Thr Tyr Ile Cys 
195 	 200 	 205 

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys val Glu 
210 	 215 	 220 

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro 
225 	 230 	 235 	 240 

Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 
245 	 250 	 255 

Asp Thr Leu Met Ile ser Arg Thr Pro Glu Val Thr Cys Val val val 
260 	 265 	 270 

Asp Val ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr Val Asp 
275 	 280 	 285 

Gly Val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr 
290 	 295 	 300 

Asn Ser Thr Tyr Arg val Val Ser Val Leu Thr Val Leu His Gln Asp 
305 	 310 	 315 	 320 

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu 
325 	 330 	 335 

Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg 
340 	 345 	 350 

Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys 
355 	 360 	 365 

Asn Gln val ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro ser Asp 
370 	 375 	 380 

Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys 
385 	 390 	 395 	 400 

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser 
405 	 410 	 415 
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Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gln Gly Asn Val Phe Ser 
420 	 425 	 430 

Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser 
435 	 440 	 445 

Leu Ser Leu Ser Pro Gly Lys 
450 	 455 

<210> 16 
<211> 474 
<212> PRT 
<213> Artificial 

<220> 
<223> Heavy chain of antibody CA028_496g3 including signal sequence 

<400> 16 

Met Glu Trp Ser Trp Val Phe Leu Phe Phe Leu ser val Thr Thr Gly 
1 	 5 	 10 	 15 

Val His Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln 
20 	 25 	 30 

Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 
35 	 40 	 45 

Ser Asp Tyr Asn Met Ala Trp Val Arg Gin Ala Pro Gly Lys Gly Leu 
50 	 55 	 60 

Glu Trp Val Ala Thr Ile Thr Tyr Glu Gly Arg Asn Thr Tyr Tyr Arg 
65 	 70 	 75 	 80 

Asp Ser val Lys Gly Arg Phe Thr Ile ser Arg Asp Asn Ala Lys Asn 
85 	 90 	 95 

Ser Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val 
100 	 105 	 110 

Tyr Tyr Cys Ala Ser Pro Pro Gln Tyr Tyr Glu Gly Ser Ile Tyr Arg 
115 	 120 	 125 

Leu Trp Phe Ala His Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser 
130 	 135 	 140 

Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Ser ser Lys 
145 	 150 	 155 	 160 

ser Thr ser Gly Gly Thr Ala Ala Leu Gly cys Leu val Lys Asp Tyr 
165 	 170 	 175 
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Phe Pro Glu Pro val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

180 	 185 	 190 

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 
195 	 200 	 205 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 
210 	 215 	 220 

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys val Asp Lys 
225 	 230 	 235 	 240 

Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 
245 	 250 	 255 

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 
260 	 265 	 270 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 
275 	 280 	 285 

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 
290 	 295 	 300 

Tyr Val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu 
305 	 310 	 315 	 320 

Glu Gin Tyr Asn Ser Thr Tyr Arg val val ser val Leu Thr val Leu 
325 	 330 	 335 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn 
340 	 345 	 350 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 
355 	 360 	 365 

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 
370 	 375 	 380 

Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
385 	 390 	 395 	 400 

Pro ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 
405 	 410 	 415 

Asn Tyr Lys Thr Thr Pro Pro val Leu Asp ser Asp Gly ser Phe Phe 
420 	 425 	 430 

Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln Gln Gly Asn 
435 	 440 	 445 
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