G0141 Sequence Listing
SEQUENCE LISTING

<110> UCB Pharma S.A.
Adams, Ralph
Baker, Terence
Lawson, Alastair

<120> Antibody molecules which bind IL-17A and IL-17F
<130> G0141

<160> 19

<170> PatentIn version 3.5

<210> 1

<211> 10

<212> PRT

<213> Artificial

<220>
<223> CDRH1

<400> 1

§1y Phe Thr Phe Ser Asp Tyr Asn Met é1a
5

<210> 2

<211> 17

<212> PRT

<213> Artificial

<220>
<223> CDRH2

<400> 2
Ihr Ile Thr Tyr §1u Gly Arg Asn Thr I%r Tyr Arg Asp Ser X§1 Lys

Gly

<210> 3

<211> 16

<212> PRT

<213> Artificial

<220>
<223> CDRH3

<400> 3

;ro Pro Gln Tyr Tyr Glu Gly Ser Ile I%r Arg Leu Trp Phe i}a His
5

<210> 4

<211> 11

<212> PRT

<213> Artificial

<220>
<223> CDRL1
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G0141 Sequence Listing

<400> 4

Arg Ala Asp Glu Ser val Arg Thr Leu Met His
1 5 1

<210> 5

<211> 7

<212> PRT

<213> Artificial

<220>

<223> CDRL2

<400> 5

Leu val Ser Asn Ser Glu Ile
1 5

<210> 6

<211> 9

<212> PRT

<213> Artificial
<220>

<223> CDRL3
<400> 6

Gln GIn Thr Trp Ser Asp Pro
1 5

<210> 7

<211> 107

<212> PRT

<213> Artificial

<220>
<223> Light chain variable

<400> 7

Ala Ile GIn Leu Thr Gln Ser
1 5

Asp Arg val Thr Ile Thr Cys
20

Met His Trp Tyr Gln GIn Lys
35

Tyr Leu val Ser Asn Ser Glu
50 55

ser Gly Ser Gly Thr Asp Phe
65 70

Glu Asp Phe Ala ggr Tyr Tyr

Trp

Thr

region

Pro

Arg

Pro

40

Ile

Arg

cys

ser

Ala

25

Gly

Gly

Leu

Gln

ser Leu
10

Asp Glu

Lys Ala

val Pro

Thr Ile
75

Gln Thr
90

Page 2

ser

ser

Pro

Asp

60

ser

Trp

Ala

val

Lys

45

Arg

Ser

ser

ser

Arg

30

Leu

Phe

Leu

Asp

val

15

Thr

Leu

Ser

Gln

Pro
95

Gly

Leu

Ile

Gly

Pro

80

Trp



G0141 sequence Listing

Thr pPhe Gly GIn Gly Thr Lys val Glu Ile Lys
100

105

encoding light chain variable region

<210> 8

<211> 321

<212> DNA

<213> DNA

<220>

<223> CDR

<400> 8

gccatccagc tgacccagag cccttectct

attacctgca gggctgacga aagcgtgaga

ggcaaagccc ccaagctcct gatctatctg

aggttcagcg gcagtgggtc tggaactgac

gaagatttcg ccacctacta ttgccagcag

ggcacaaaag tggagatcaa ¢

<210> 9

<211> 125

<212> PRT

<213> Artificial

<220>

<223> Heavy chain variable regi

<400> 9

Glu val GIn Leu val Glu Ser Gly

1 5

Ser Leu Arg Leu Ser Cys Ala Ala

20

Asn Met Ala Trp val Arg GIn Ala
35 40

Ala Thr ITe Thr Tyr Glu Gly Arg

50 55

Lys Gly Arg Phe Thr Ile Ser Arg

65 70

Leu GIn Met Asn Ser Leu Arg Ala

85
Ala Ser Pro Pro Gln Tyr Tyr Glu
100

Ala His Trp Gly GIn Gly Thr Leu

115 120

ctcagcgeca
acattgatgc
gtttccaatt
tttcgectga

acttggagcg

on

Gly Gly

10

Leu

Ser Phe

25

Gly

Pro Gly Lys

Asn Thr Tyr

Ala
75

Asp Asn

Glu Asp Thr

90

Ser Ile

Thr val

Page 3

gtgtcggaga
actggtacca
Ccggagattgg
caatctcctc

acccttggac

val GIn Pro

Thr Phe Ser

30

Leu Glu

45

Gly
Arg
Ser

Lys Asn

val

Ala

Tyr Arg

Asp

Tyr

Leu

cagagtgact
acagaagcct
agtccccgac
actccagecc

atttggacag

Gly
15

Gly
Asp Tyr
Trp val
Ser val
Leu

Tyr

TYr
95

Cys

Trp Phe

110

Ser
125

Ser

60
120
180
240
300
321



<210> 10
<211> 375
<212> DNA
<213> Artificial
<220>
<223> DNA encoding heavy chain variable region
<400> 10
gaggttcagc tcgttgaatc cggaggcgga ctcgtgcagc ctgggggctc cttgcggctg
agctgcgetg ccagtggett cactttcagc gattacaata tggcctgggt gcgccaggcc
ccaggcaagg gtctggagtg ggtggccaca attacctatg agggcagaaa cacttattac
cgggattcag tgaaagggcg atttaccatc agcagggata atgcaaagaa cagtctgtac
ctgcagatga actctctgag agctgaggac accgctgtct actattgtgc aagcccaccc
cagtactatg agggctcaat ctacagattg tggtttgccc attggggcca gggaacactg
gtgaccgtct cgagc
<210> 11
<211> 214
<212> PRT
<213> Artificial
<220>
<223> Light chain of antibody cA028_496g3
<400> 11
Ala Ile GIn Leu Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 15
Asp Arg Val Thr Ile Thr Cys Arg Ala Asp Glu Ser val Arg Thr Leu
20 25 30
Met His Trp Tyr GIn Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45
Tyr Leu val Ser Asn Ser Glu Ile Gly val Pro Asp Arg Phe Ser Gly
50 55 60
Ser Gly Ser Gly Thr Asp Phe Arg Leu Thr Ile Ser Ser Leu GIn Pro
65 70 75 80
Glu Asp Phe Ala Thr Tyr Tyr Cys GIn Gln Thr Trp Ser Asp Pro Trp
85 90 95
Thr Phe Gly Gln Gly Thr Lys val Glu Ile Lys Arg Thr val Ala Ala
100 105 110
Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125
Thr Ala Ser val val Cys Leu Leu Ash Asn Phe Tyr Pro Arg Glu Ala

G0141 Sequence Listing
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60
120
180
240
300
360
375



Lys

145

Glu

ser

Ala

Phe

130

val

ser

Thr

Cys

Asn
210

<210>
<211>
<212>

<213>

<220>
<223>

<400>

Gln

val

Leu

Glu

195

Arg

12
234
PRT

Tl"p
Thr
Thr
180

val

Gly

Lys

Glu

165

Leu

Thr

Glu

Artificial

val

150

Gln

Ser

His

Cys

135

Asp Asn Ala Leu

Asp Ser Lys Asp

Lys Ala Asp Tyr
185

Gln Gly Leu Ser

G0141 Sequence Listing
140

200

155

170

Gln Ser Gly Asn Ser

Ser Thr Tyr Ser Leu

175

Glu Lys His Lys val
190

Ser Pro val Thr Lys
205

Light chain of antibody cA028_496g3 including signal

12

Met Ser val Pro Thr
1 5

Asp

Ala

val

Lys

65

Arg

Ser

Ser

Thr

Ala

Ser

Arg

50

Leu

Phe

Leu

Asp

val
130

Arg

val

35

Thr

Leu

Ser

Gln

Pro

115

Ala

Cys
20
Gly

Leu

Gly
Pro
100

Trp

Ala

Ala

Asp

Met

Tyr

ser

85

Glu

Thr

Pro

Gln val Leu

Ile

Arg

His

Leu

70

Gly

Asp

Phe

Ser

Gln

val

Trp

55

val

Ser

Phe

Gly

val
135

Leu

Thr

40

Tyr

ser

Gly

Ala

GIn

120

Phe

Gly

Thr

25

Ile

Gln

Asn

Thr

Thr

105

Gly

Ile

Leu Leu
10

GlIn Ser
Thr Cys
Gln Lys
ser Glu

75

Asp Phe
90

Tyr Tyr

Thr Lys

Phe Pro

Page 5

Leu

Pro

Arg

Pro

60

Ile

Arg

Cys

val

Pro
140

Leu Trp Leu
15

ser

Ala

45

Gly

Gly

Leu

Gln

Glu

Ser

ser

30

Asp

Lys

val

Thr

Gln

110

Ile

Asp

Leu

Glu

Ala

Pro

Ile

95

Thr

Lys

Glu

Gln

160

ser

Tyr

Ser

sequence

Thr

Ser

Ser

Pro

Asp

80

Ser

Trp

Arg

Gln



Leu
145

Lys ser

Pro Arg Glu

Gly Asn Ser

Ser Leu

195

Tyr

His Lys val

210

val

Thr Lys
225

<210>
<211>
<212>
<213>

<220>
<223>

<400> 13
gccatccagc

13
645
DNA
Arti

attacctgca
ggcaaagccc
aggttcagcg
gaagatttcg
ggcacaaaag
tctgatgagc
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210>
<211>
<212>
<213>
<220>
<223>

sequence

<400> 14

14
705
DNA
Arti

Gly Thr

Ala

G0141 sequence

ser

150

Ala

Gln
180

Ser Ser

Ala

Tyr

ser Phe

val

ser

Thr

Cys

Asn

Gln Trp

val Thr

Thr
200

Leu

Glu val

215

Arg Gly

230

ficial

tgacccagag
gggctgacga
ccaagctcct
gcagtgggtc
ccacctacta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

ficial

DNA encoding Light chain

cccttectct
aagcgtgaga
gatctatctg
tggaactgac
ttgccagcag
gcgtacggta
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

Lys

Glu

185

Leu

Thr

Glu

val val Cys Leu

155
val Asp

170

Gln Asp

Ser Lys

His Gln

Cys

of antibody

ctcagcgcca
acattgatgc
gtttccaatt
tttcgcctga
acttggagcg
gcggccccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgect
aggggagagt

DNA encoding Light chain of antibody

atgtcagttc ccacacaggt gctgggcctg cttctgttgt

Page 6

Listing

Leu Asn Asn

Asn Ala Leu

Ser Lys Asp

190

Ala Asp
205

Tyr

Gly Leu Ser

220

CA028_496g3

gtgtcggaga
actggtacca
cggagattgg
caatctcctc
acccttggac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcageag
gcgaagtcac

gttag

Phe Tyr

160

Gln
175

Ser

ser Thr

Glu Lys

Ser Pro

cagagtgact
acagaagcct
agtccccgac
actccagccc
atttggacag
cttcccgeca
taacttctat
taactcccag
caccctgacg

ccatcagggc

CA028_496¢g3 1including

ggctcaccga

tgctaggtgt

60
120
180
240
300
360
420
480
540
600
645

signal

60



gccatccagc
attacctgca
ggcaaagccc
aggttcagceg
gaagatttcg
ggcacaaaag
tctgatgagc
cccagagagyg
gagagtgtca
ctgagcaaag
ctgagctcgc
<210>
<211>
<212>
<213>

<220>
<223>

<400>

15
455
PRT
Arti

15
Glu val Gln
1

Ser

Leu Arg

Ala
35

Asn Met

Thr
50

Ala Ile

Gly Arg

GIn Met

Ala Ser Pro

Ala His Trp

Lys Gly Pro
1

tgacccagag
gggctgacga
ccaagctcct
gcagtgggtc
ccacctacta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

ficial

Heavy chain of

val G]
5

Leu

Leu Ser

20

cy

Trp val Ar

Thr Tyr GI

Phe Thr I1

70

Asn Ser

85

Le

Pro Gln

100

Ty

Gly Gln G1

Ser val Ph

G0141 sequence

cccttectcet
aagcgtgaga
gatctatctg
tggaactgac
ttgccagcag
gcgtacggta
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

ctcagcgceca
acattgatgc
gtttccaatt
tttcgectga
acttggagcg
gcggccccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

antibody CA028_496g3

u Ser
Ala

s Ala

Ala
40

g Gln

u Gly
55

Arg

e ser Arg

u Arg Ala

r Tyr Glu

y Thr Leu

120

e Pro Leu

135

Gly Gly Gly

10
Ser
25
Pro
Asn

Asp

Glu

Ala

Leu
Gly Phe
Gly Lys
Thr Tyr

Ala
75

Asn

Asp Thr

90

Ser Ile

val

Thr

Pro Ser

Page 7

Listing

gtgtcggaga cagagtgact

actggtacca acagaagcct

cggagattgg agtccccgac

caatctcctc actccagccc

acccttggac atttggacag

ctgtcttcat cttcccgeca

gcctgctgaa taacttctat

tccaatcggg taactcccag

gcctcagcag caccctgacg

gcgaagtcac ccatcagggc

gttag

val GIn Pro Gly Gly

15
Thr Phe Ser Asp Tyr
30
Gly Leu Glu Trp val
45

Tyr Arg Asp Ser val

60

Lys Asn Ser Leu Tyr
80

Ala val Tyr Tyr Cys

95
Tyr Arg Leu Trp Phe
110
Ser Ser Ala ser Thr
125
Ser Lys Ser Thr Ser
140

120
180
240
300
360
420
480
540
600
660
705



Thr

val

Asn

Pro

225

Glu

Asp

Asp

Gly

Asn

305

Trp

Pro

Glu

Asn

Ile

385

Thr

Gly

val

Phe

val

val

210

Lys

Leu

Thr

val

val

290

Ser

Leu

Ala

Pro

Gln

370

Ala

Thr

Thr

Thr

Pro

Thr

195

Asn

Ser

Leu

Leu

ser

275

Glu

Thr

Asn

Pro

Gln

val

val

Pro

Ala

val

Ala

180

val

His

Cys

Gly

Met

260

His

val

Tyr

Gly

Ile

340

val

Ser

Glu

Pro

Ala

Ser

165

val

Pro

Lys

Asp

Gly

Ile

Glu

His

Arg

Lys

Glu

Tyr

Leu

Trp

val
405

Leu

150

Trp

Leu

ser

Pro

ser

Asp

Asn

val

310

Glu

Lys

Thr

Thr

Glu

390

Leu

Gly

Asn

Gln

ser

ser

215

Thr

Ser

Arg

Pro

Ala

295

val

Tyr

Thr

Leu

Asp

G0141 sequence

Cys

Ser

ser

Ser

200

Asn

His

val

Thr

Glu

280

Lys

Ser

Lys

Ile

Pro

360

Leu

Asn

Ser

Leu

Gly

ser

185

Leu

Thr

Thr

Phe

Pro

265

val

Thr

val

Cys

Ser

345

Pro

val

Gly

Asp

val

Ala

170

Gly

Gly

Lys

Cys

Leu

250

Glu

Lys

Lys

Leu

Lys

Ser

Lys

Gln

Gly
410

Lys

155

Leu

Leu

Thr

val

Pro

235

Phe

val

Phe

Pro

Thr

315

val

Ala

Arg

Gly

Pro

395

Ser

Page 8

Listing

Asp Tyr

Thr

Tyr

Gln

Asp

220

Pro

Pro

Thr

Asn

300

val

Ser

Lys

Asp

Phe

380

Glu

Phe

ser

Ser

Thr

205

Lys

Cys

Pro

Cys

Trp

285

Glu

Leu

Asn

Gly

Glu

365

Tyr

Asn

Phe

Phe

Gly

Leu

190

Tyr

Lys

Pro

Lys

val

270

Tyr

Glu

His

Lys

Gln

350

Leu

Pro

AsSn

Leu

Pro

val

175

Ser

Ile

val

Ala

Pro

255

val

val

Gln

Gln

Pro

Thr

ser

TYyr

Tyr
415

Glu

160

His

Ser

cys

Glu

Pro

240

Lys

val

Asp

Tyr

Asp

320

Leu

Arg

Lys

Asp

Lys

400

Ser



G0141 Sequence Listing

Lys Leu Thr val Asp Lys Ser Arg
420

Cys Ser val Met His Glu Ala
435

Leu Ser Leu Ser Pro Gly Lys
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16
474
PRT

Artificial

455

Trp GIn GIn Gly Asn val Phe Ser

425

430

Leu His Asn His Tyr Thr Gln Lys Ser

440

445

Heavy chain of antibody cA028_496g3 including signal

16

Tet Glu Trp Ser Trp val Phe Leu Phe Phe
5

val

Pro

Ser

Glu

65

Asp

Ser

Tyr

Leu

Ala

145

ser

His

Gly

Asp

50

Trp

Ser

Leu

TYr

Thr

ser

Gly

35

Tyr

val

val

Tyr

Cys

115

Phe

Thr

Ser

Glu

20

Ser

Asn

Ala

Lys

Leu

100

Ala

Ala

Lys

Gly

val

Leu

Met

Thr

Gly

85

Gln

Ser

His

Gly

Gln

Arg

Ala

Ile

70

Arg

Met

Pro

Trp

Pro

150

Thr

Leu

Leu

Trp

55

Thr

Phe

Asn

Pro

Gly

ser

Ala

val

ser

40

val

Tyr

Thr

ser

Gln

120

GlIn

val

Ala

Glu

25

Cys

Arg

Glu

Ile

Leu

105

Tyr

Gly

Phe

Leu

Ser

Ala

Gln

Gly

Ser

90

Arg

TYr

Thr

Pro

Gly

Leu

Gly

Ala

Ala

Arg

75

Arg

Ala

Glu

Leu

Leu

155

Ccys

Page 9

sSer

Gly

Ser

Pro

60

Asn

ASp

Glu

Gly

val

140

Ala

Leu

val Thr Thr

Gly

Gly

45

Gly

Thr

Asn

Asp

Ser

125

Thr

Pro

val

Leu

30

Phe

Lys

Tyr

Ala

Thr

110

Ile

val

ser

Lys

val

Thr

Gly

Tyr

Lys

Ala

TYyr

Ser

ser

sequence

Gly

Gln

Phe

Leu

Arg

80

Asn

val

Arg

ser

Lys

160

Tyr



Phe

Gly

Leu

Tyr

225

Lys

Pro

Lys

val

Tyr

305

Glu

His

Lys

Gln

Leu

385

Pro

Asn

Leu

Pro

val

Ser

210

Ile

val

Ala

Pro

val

290

val

Gln

Gln

Ala

Pro

370

Thr

Ser

Tyr

Tyr

Glu

His

195

Ser

Cys

Glu

Pro

Lys

275

val

Asp

Tyr

Asp

Leu

355

Arg

Lys

Asp

Lys

ser
435

Pro

180

Thr

val

Asn

Pro

Glu

260

Asp

Asp

Gly

Asn

Glu

Asn

Ile

Thr

420

Lys

val

Phe

val

val

Leu

Thr

val

val

ser

325

Leu

Ala

Pro

Gln

Ala

405

Thr

Leu

Thr

Pro

Thr

Asn

230

Ser

Leu

Leu

ser

Glu

310

Thr

Asn

Pro

Gln

val

390

val

Pro

Thr

val

Ala

val

215

His

Cys

Gly

Met

His

295

val

Tyr

Gly

Ile

val

3725

ser

Glu

Pro

val

G0141 Sequence Listing
Ser Trp Asn Ser

val

200

Pro

Lys

Asp

Gly

Ile

280

Glu

His

Arg

Lys

Glu

360

TYr

Leu

Trp

val

Asp

185

Leu

ser

Pro

Lys

Pro

265

sSer

Asp

Asn

val

Glu

345

Lys

Thr

Thr

Glu

Leu

425

Lys

Gln

ser

ser

Thr

250

Ser

Arg

Pro

Ala

val

330

Tyr

Thr

Leu

cys

ser

410

Asp

Ser

page 10

ser

ser

Asn

235

His

val

Thr

Glu

Lys

Ile

Pro

Leu

395

Asn

sep

Arg

Gly

ser

Leu

220

Thr

Thr

Phe

Pro

val

300

Thr

val

Cys

Ser

Pro

380

val

Gly

Asp

Trp

Ala

Lys

Cys

Leu

Glu

285

Lys

Lys

Leu

Lys

Lys

Gln

Gly

Gln
445

Leu

190

Leu

Thr

val

Pro

Phe

270

val

Phe

Pro

Thr

val

350

Ala

Arg

Gly

Pro

ser

430

Gln

Thr

Tyr

Gln

Asp

Pro

255

Pro

Thr

Asn

Arg

val

335

Ser

Lys

Asp

Phe

Glu

415

Phe

Gly

ser

ser

Thr

Lys

240

Cys

Pro

Cys

Trp

Glu

320

Leu

Asn

Gly

Glu

Tyr

400

Asn

Phe

Asn



450

G0141 sequence Listing
val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr

455

Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
470

465

<210>
<211>
<212>
<213>

<220>
<223> DNA

<400> 17
gaggttcagc

17
1365
DNA
Arti

agctgegcetg
ccaggcaagg
cgggattcag
ctgcagatga
cagtactatg
gtgaccgtct
aagagcacct
ccggtgacgg
gtcctacagt
ttgggcaccc
aagaaagttg
gaactcctgg
atctcccgga
gtcaagttca
gaggagcagt
tggctgaatg
gagaaaacca
ccatcccggg
tatcccagceg
accacgcctc
gacaagagca
cacaaccact
<210>
<211>

<212>
<213>

18
1422
DNA
Arti

ficial

(including

tcgttgaatc
ccagtggcett
gtctggagtg
tgaaagggcg
actctctgag
agggctcaat
cgagcgcttc
ctgggggcac
tgtcgtggaa
cctcaggact
agacctacat
agcccaaatc
ggggaccgtc
cccctgaggt
actggtacgt
acaacagcac
gcaaggagta
tctccaaagce
atgagctgac
acatcgecgt
ccgtgcetgga
ggtggcagca

acacgcagaa

ficial

exons) encoding heavy

cggaggcgga
cactttcagc
ggtggccaca
atttaccatc
agctgaggac
ctacagattg
tacaaagggc
agcggecctg
ctcaggcgcec
ctactccctc
ctgcaacgtg
ttgtgacaaa
agtcttcctc
cacatgcgtg
ggacggcgty
gtaccgtgtg
caagtgcaag
caaagcgcag
caagaaccag
ggagtgggag
ctccgacggce
ggggaacgtc

gagcctctec

ctcgtgecagce
gattacaata
attacctatg
agcagggata
accgctgtct
tggtttgccc
ccatcggtct
ggctgcctgg
ctgaccagcg
agcagcgtgg
aatcacaagc
actcacacat
ttccecccaa
gtggtggacg
gaggtgcata
gtcagcgtcec
gtctccaaca
ccecgagaac
gtcagcctga
agcaatgggc
tccttcttcec
ttctcatgct

ctgtctecegg
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460

chain of antibody CA028_496g3

ctgggggcetc
tggcctgggt
agggcagaaa
atgcaaagaa
actattgtgc
attggggcca
tcccectgge
tcaaggacta
gcgtgcacac
tgaccgtgcc
ccagcaacac
gcccaccgtg
aacccaagga
tgagccacga
atgccaagac
tcaccgtcct
aagccctccce
cacaggtgta
cctgectggt
agccggagaa
tctacagcaa
ccgtgatgca

gtaaa

cttgcggctg
gcgccaggcec
cacttattac
cagtctgtac
aagcccacce
gggaacactg
accctectec
cttccccgaa
cttcccggcet
ctccagcagc
caaggtcgac
cccagcacct
caccctcatg
agaccctgag
aaagccgcegg
gcaccaggac
agcceccatce
caccctgecc
caaaggcttc
caactacaag
gctcaccgtg

tgaggctctg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1365




<220>

<223> DNA

(including

signal sequence

<400> 18
atggaatggt

gttcagctcg
tgcgctgeca
ggcaagggtc
gattcagtga
cagatgaact
tactatgagg
accgtctcga
agcacctctg
gtgacggtgt
ctacagtcct
ggcacccaga
aaagttgagc
ctcctgggag
tccecggaccc
aagttcaact
gagcagtaca
ctgaatggca
aaaaccatct
tccegggatg
cccagcgaca
acgcctcccg
aagagcaggt
aaccactaca
<210>
<211>
<212>
<213>
<220>
<223>
sequence

<400> 19

19
1422
DNA
Arti

cctgggtett
ttgaatccgg
gtggcttcac
tggagtgggt
aagggcgatt
ctctgagagc
gctcaatcta
gcgettctac
ggggcacagc
cgtggaactc
caggactcta
cctacatctg
ccaaatcttg
gaccgtcagt
ctgaggtcac
ggtacgtgga
acagcacgta
aggagtacaa
ccaaagccaa
agctgaccaa
tcgccgtgga
tgctggactc
ggcagcaggg

cgcagaagag

ficial

G0141 Sequence

exons) encoding heavy

cctgtttttc
aggcggactc
tttcagcgat
ggccacaatt
taccatcagc
tgaggacacc
cagattgtgg
aaagggccca
ggccctgggc
aggcgccectg
ctccctcage
caacgtgaat
tgacaaaact
cttcctcttc
atgcgtggtg
cggcgtggag
ccgtgtggtc
gtgcaaggtc
agcgcagecc
gaaccaggtc
gtgggagagc
cgacggctcc
gaacgtcttc

cctectcectg

CDNA encoding heavy chain

atggaatggt cctgggtctt cctgttttte

gttcagctcg ttgaatccgg aggeggactce

ctttctgtca
gtgcagcctg
tacaatatgg
acctatgagg
agggataatg
gctgtctact
tttgcccatt
tcggtcttec
tgcctggtca
accagcggeg
agcgtggtga
cacaagccca
cacacatgcc
cccccaaaac
gtggacgtga
gtgcataatg
agcgtcctea
tccaacaaag
cgagaaccac
agcctgacct
aatgggcagc
ttcttcctct
tcatgctccg

tctcegggta

Listing

chain of antibody CA028_496g3 with

caaccggggt
ggggctcctt
cctgggtgeg
gcagaaacac
caaagaacag
attgtgcaag
ggggccaggg
ccctggeacc
aggactactt
tgcacacctt
ccgtgecctce
gcaacaccaa
caccgtgccc
ccaaggacac
gccacgaaga
ccaagacaaa
ccgtectgea
cccteccage
aggtgtacac
gcctggtcaa
cggagaacaa
acagcaagct
tgatgcatga

aa

gcacagcgag
gcggctgagce
ccaggcccca
ttattaccgg
tctgtacctg
cccaccccag
aacactggtg
ctcctccaag
ccccgaaccg
cceggetgtce
cagcagcttg
ggtcgacaag
agcacctgaa
cctcatgatc
ccctgaggtc
gccgegggag
ccaggactgg
ccccatcgag
cctgecececa
aggcttctat
ctacaagacc
caccgtggac

ggctctgcac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1422

of antibody CA028_496g3 including signal

ctttctgtca caaccggggt gcacagcgag

gtgcagcctg ggggctcctt geggetgagce
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60
120




tgcgctgeca
ggcaagggtc
gattcagtga
cagatgaact
tactatgagg
accgtctcga
agcacctctg
gtgacggtgt
ctacagtcct
ggcacccaga
aaagttgagc
ctcctggggg
tceccggaccc
aagttcaact
gagcagtaca
ctgaatggca
aaaaccatct
tcccgggatg
cccagcgaca
acgcctcccg
aagagcaggt

aaccactaca

gtggcttcac
tggagtgggt
aagggcgatt
ctctgagagc
gctcaatcta
gcgcttctac
ggggcacagc
cgtggaactc
caggactcta
cctacatctg
ccaaatcttg
gaccgtcagt
ctgaggtcac
ggtacgtgga
acagcacgta
aggagtacaa
ccaaagccaa
agctgaccaa
tcgccgtgga
tgctggactc
ggcagcaggg

cgcagaagag

G0141 sequence

tttcagcgat
ggccacaatt
taccatcagc
tgaggacacc
cagattgtgg
aaagggccca
ggccctgggc
aggcgccctg
ctcccteage
caacgtgaat
tgacaaaact
cttcctcecttce
atgcgtggtg
cggcgtggag
ccgtgtggtc
gtgcaaggtc
agcgcagccc
gaaccaggtc
gtgggagagc
cgacggctcc
gaacgtcttc

cctcteectyg

tacaatatgg
acctatgagg
agggataatg
gctgtctact
tttgcccatt
tcggtettec
tgcctggtca
accagcggcg
agcgtggtga
cacaagccca
cacacatgcc
cccccaaaac
gtggacgtga
gtgcataatg
agcgtcctca
tccaacaaag
cgagaaccac
agcctgacct
aatgggcagc
ttcttcctct
tcatgctccg

tctecgggta
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Listing

cctgggtgeg
gcagaaacac
caaagaacag
attgtgcaag
ggggccaggy
ccctggcacc
aggactactt
tgcacacctt
ccgtgcecectce
gcaacaccaa
caccgtgecc
ccaaggacac
gccacgaaga
ccaagacaaa
ccgtcctgcea
ccctcccagce
aggtgtacac
gcctggtcaa
cggagaacaa
acagcaagct
tgatgcatga

aa

ccaggcccca
ttattaccgg
tctgtacctg
cccaccccag
aacactggtg
ctcctccaag
ccccgaaccg
cccggctgtce
cagcagcttg
ggtcgacaag
agcacctgaa
cctcatgatc
ccctgaggtce
gccgegggag
ccaggactgg
ccccatcgag
cctgccccca
aggcttctat
ctacaagacc
caccgtggac

ggctctgcac

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1422



