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[Figure 2]
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[Figure 3]
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[Figure
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[Figure 5]

A

FL-MOG + HEK293

HEK293

FL-MOG + HEK293

HEK293

Detection of antibody binding

IgG (H+L)

IgG (H+L)

4Q1 10° 4 Q1 0 401
1.5¢ 1143 10.040 1.27
] 10 4
1g5(H+L) E lgMI+
934 937
. 10° 4 -
o 107 4 10
Q4 Q3 Q4 Q3
1489 65.0(10" 1430 63510
v v v v - - v -
100 10 100 10° 10 100 10 10 100 10 10
Q2 [10°4Q1 Q2 | 10:4Q1 Q2
19GH+L) 0.13 36.7 045 11.7¢ 0
995 10 p 1gG1-Fo+ 04 d Ighi+
E 906 E 993
Q4 Q3
17 045
Toeyveiy Py e I v T v Ty -y wy—rry
100 10 100 10° 10 10' 10 100 10° 10 10 100 100 10
MOG + EGFP stable line

5/5



