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Glu

1

Thr

Ser

Trp

Leu

65

Ser

Cys

Leu

Val Gln

Leu Sexr

Tyr Ser

35

Ile Gly

50

Lys Ser

Leu Ser

Ala Brg

Gly Arg
118

<210» 2
<211> 12
<212> PRT
<213> Homo

sapiens

Leu Val

Leu Thr

20

Trp Ser

Phe Ile

Arg Val

Leu Ser
85

Glu Ile
100

Trp Gly

gapilens

Glu

Cys

Trp

Tyxr

Ser

70

Ser

Arg

Gln

<110> NeuTec Pharma Plc
Burnie, James
Matthews, Ruth
Carter, Tracey

<120>

_<130> WA/MPLOL123WO

<150> GB 0414886.2

<151> 2004-07-02

<160> 47

<170> PatentIn version 3.2

<210> 1
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Thr
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Thr
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Thr
120

Pro

Sex

25

Gln

Gly

val

Ala
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105

Leu

Hid
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Treatment of Bacterial Infections

Gly

10

Gly

Arg

Tyr

Asp

Ala

90

His

Val

Leu

Gly

Pro

Thr

Thr

75

Asp

His

Thr

Val

Ser

Gly

Ser

60

Ser

Thr

Asgp

val

Lys

Val

Gln

45

Tyr

Asn

Ala

Phe

Ser
125

Pro

Ser

30
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val

Ser
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Sexr

Ser

15

Ser
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Ser

Gln
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Gly
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Glu

Gly .

Glu

ser

Phe

80
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<400> 2

Gly Gly Ser Val Ser Ser Gly Ser Tyr Ser Trp Ser

1 5 10
<210> 3

<211> 186

<212> PRT

<213> Homo sapiens
<400> 3

Phe Ile Tyr Tyr Thr Gly Tyr Thr Ser Tyr Lys Ser Ser Leu Lys Sex

1 5 10 15
<210> 4
<211> 16

<212> PRT
<213> Homo sapiens

<400> 4

Glu Ile Arg Ala Pro Asp His His Asp Phe Ser Gly Tyr Leu Gly Arg

1 5 10 15
<210> 5
<211> 16

<212> PRT
<213> Homo sapiens

<400> 5§

Glu Val Arg Ala Pro Asp His His Asp Phe Ser Gly Tyr Leu Gly Arg

1 5 10 15
<210> &

<211> 16

<212> PRT

<213> Homo sapiens
<400> &

Glu Asn Arg Ala Pro Asp His His Asp Phe Ser Gly Tyr Leu Gly Arg

1 5 10 15
<210> 7

<211> 16

«<212> PRT

<213> Homo sapieng
<400> 7

Glu Ile Arg Ala Pro Asn His His Asp Phe Ser Gly Tyr Leu Gly Arg
1 5 10 15
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<210> 8
<211l> 16
<212> PRT
<213> Homo

<400> 8

Glu Ile Arg
1

<210> 9
<211> 16
<212> PRT
<213> Homo

<400> 9
Glu Ile Arg

1

<210> 10
<211l> 16
<212> PRT
<213> Homo

<400> 10

Glu Tle Arg
1

<210> 11
<211l> 16
<212> PRT

<213> Homo
<400> 11

Glu Ile Axg
1

<210> 12
<211l> 16
<212> PRT

«<213> Homo
<400> 12

Glu Ile Arg
1

«210> 13
<211> 13
<212> PRT

<213> Homo

314

sapiens

Ala Pro His His His Asp Phe Ser Gly Tyr Leu Gly Arg
5 10 15

sapiensg

Ala Pro Asp His His His Phe Ser Gly Tyr Leu Gly Arg
5 10 15

sapiens

Ala Pro Asp His His Asp Tyr Ser Gly Tyr Leu Gly Arg
5 10 15

sapiens

Ala Pro Asp His His Asp Leu Ser Gly Tyr Leu Gly Arg
5 10 15

gsapiens

Ala Pro Asp His His Asp Phe Ser Val Tyr Leu Gly Arg
5 10 15

sapiens
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«<400> 13
Glu Ile Arg
1
<210> 14
<211> 16
<212> PRT
<213> Homo
<400> 14
Glu Tle Arg
1
<210> 15
<211> 16
<212> PRT
<213> Homo
<400> 15
Glu Ile Arg
1
<210> 16
<211> 108
<212> PRT
<213> Homo
<400> 16
Ser Ser Glu
1
Thr val Arg
Ser Trp Tyr
35
Gly Lys Asn
50
Ser Ser Gly
65
Asp Glu ala
Leu Phe Gly

Ala Pro
5

sapiens

Ala Pro

5

sapiens

Ala Pro
5

sapiens

Leu Thr

Ile Thr

20

Gln Gln

Asn Arg

Asn Thr

Asp Tyr

85

Gly Gly
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Asp His His Asp Phe Ser Leu Ser

10
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Asp His His Asp Phe Ser Gly Tyr Pro Gly Arg

10

15

Asp His His Asp Phe Ser Gly Tyr Leu Gly Cys

Gln

Cys

Liys

Pro

Ala

70

Tyr

Thr

Asp

Gln

Pro

Ser

55

Sex

Cys

Liys

Pro

Gly

Gly

40

Gly

Leu

Asn

Val

Ala

Asp

25

Gln

Ile

Thy

Ser

Thr

10

val

10

Ser

Ala

Pro

Ile

Arg

90

Val

Ser

Leu

Pro

Asp

Thr

75

Asp

Leu

Val

Arg

Val

Arg

60

Gly

Ser

Ala

Ser

Leu

45

Phe

Ala

Thr

Leu

TyY

30

Val

Ser

Gly

15

Gly
15

Tyr

Ile

Ala

Asn
95

Gln

Ala

Tyxy

Ser

Glu

80

Gln
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<400>
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17
11
PRT
Homo
17

ly Asp

18

PRT
Homo

18

Gly Lys Asn

1

<210>
<211>
<212>
<213>

<400>

Asn S
1

<210>
<211>
<212>
<213>

<400>

Asn 8
1

<210>
<21ll>
<212»
<213>

<400>
Asn 8

1

<210>
<21l>
<212>

15
10
PRT
Homo

19

er Arg

20
11
PRT
Homo

20

er Arg

21
11
PRT
Homo

21

er Arg

22

11
PRT

100

sapiens

Ser Leu Arg Ser Tyr Tyr Ala Sex

5

gapiens

Asn Arg Pro Ser
5

sapiens

105

5714

10

Asp Ser Thr Gly Asn Gln Leu

5

sapiens

Asp Asn Thr Gly His His Val val

5

sapiens

Asp Ser Ser Gly BAsn His Val Val

5

10

10

10
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«<213> Homo sapiens
<400> 22

Ser Ser Arg Asp Asn Ser Gly Asp Arg Tyr Val

1 5 10
<210> 23
<211> 10

<212> PRT
<213> Homo sapilens

<400> 23

His Ser Arg Asp Thr Asn Gly Asp His Leu

1 5 10
<210> 24
<211> 10

<212> PRT
<213> Howo sapiens

<400> 24

Asn Ser Arg Asp Gly Thr Gly Asn Gln Leu

1 5 10
<210> 25
<211l> 10

<212> PRT
<213> Homo sapiens

<400> 25

Asn Ser Arg Asp Thr Asn Gly Asp Gln Leu

1 5 10
<210> 26
<211> 11

<212> PRT
<213> Homo sapiens

<400> 26

Asn Ser Arg BAsp Ser Ser Gly Asm Leu Gly Leu

1 5 10
«210> 27

<211> 11

«<212» PRT

<213> Homo sapiens
«400> 27

Aen Ser Arg Asp Ser Ser Gly Asn Leu Gly Val
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<210> 28
<211> 11
«212> PRT
<213> Homo

<400> 28

Asn Ser Axg
1

<210> 29
<211> 11
<212> PRT

«213> Homo
<400> 29

Ser Ser Arg
L

<210> 30
<211> 11
<212> PRT

<213> Howo
<400> 30

Ser Ser Arg
1

<210> 31
<211> 11
<212> PRT

<213> Homo
<400> 31

Ser Ser Arg
1

<210> 32
<211> 10
<212> PRT

<213> Homo
<400> 32
Lys Pro Axrg

1

<210> 33
<211» 10
<212> PRT

gapiens

Asp Ser
5

sapiens

Asp Ser
5

sapiens

T4
10

Ser Gly Tyr Hig Val Ile
10

Lys Gly His Arg Tyr Val
10

Asp Ser Asn Gly Asn Arg Tyr Val

5

sapiens

10

Asp Thr Lys Gly His Arg Tyr Val

5 .

sapiens

Asp Sex
5

10

Ser Gly Asn His Val
10
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<213> Homo sapiens
<400> 33

Ser Arg Asp Ser Ser Gly His val Ala val

1 5 10
«210> 34

<211> 12

<212> PRT

<213> Homo sapiens
«400> 34

Asn Ser Arg Asp Ser Ser Gly Asp Pro Leu Gly Vval

1 5 10
<210> 35

<211> 11

<212> PRT

<213> Howo sapiens
«<400> 35

Ala Ser Arg Asp Ser Ser Gly His Val Ala val

1 5 10
<210> 3¢

<211> 11

<212> PRT

<213> Homo sapiens
<400> 36

Asn Ser Arg Asp Ser Ser Gly Asn Leu Gly Cys

1 5 10
<210> 37

<211> 11

«212> PRT

<213> Homo sapiens
<400> 37

Asn Ser Arg Asp Ser Ser Gly Asn Leu Gly Trp

1 5 10
<210> 38
<211> 11

<212> PRT
<213> Homo saplens

<400> 38

Ser Ser Arg Asp Arg Asn Gly His Arg Tyr Val
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<210>
<211>
<212>
<213>

<400>

39

11

PRT

Homo sapiens

39

9/14

10

Ser Ser Arg His Thr Lys Gly His Arg Tyr val

1

<210>
<211>
<212>
<213>

<400>

5

40

11

PRT

Homo sapiens

40

10

Thr Ser Arg Asp Ser Asn Gly Asn Arg Tyr Val

1

<210>
<211>
<212>

<213> Artificial

<220>
<223>

<400>

Glu val
1

Thr Leu

Ser Tyr

Trp Ile

50

Leu Lys

Ser Leu

Cys Ala

5

41
250
PRT

sequence

synthetic H1Ll antibody

41

Gln Leu Val

Ut

Ser Leu Thr
20

Ser Trp Ser

Gly Phe Ile

Ser Arg Val

Ser Leu Ser

85

Arg Glu Ile

Glu

Cys

Trp

Tyr

Ser

70

Arg

Ser

Thr

Ile

Ty

55

Leu

vVal

ala

Gly

Val

Arg

40

Thr

Ser

Thr

Pro

Pro

Ser

25

Gln

Gly

Val

Ala

Asp

10

Gly
10

Gly

BArg

Tyr

Asp

Ala
90

Leu

Gly

Pro

Thr

Thr §

75

Asp

His

Val

Ser

Gly

Ser
60

Thr

Asp

Lys

Val

Gln

45

Tyr

Asn

Ala

Phe

Pro

Ser

30

Gly

Lys

Asp

Val

Sexr
15

Ser

Leu

Ser

Gln

Tyx

95

Gly
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Glu

Gly

Glu

Ser

Phe

80

Tyr



Leu

Ser

Glu

145

Arg

Tyr

Asn

Gly

Ala

225

Gly

WO 2006/003426

100

Gly Arg Trp Gly

Gly

130

Leu

Ile

Gln

Asn

Asn

210

Gly

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

118

Gly Gly Gly

Thr Gln Asp

Thr Cys Gln
165

Gln Lys Pro
180

Arg Pro Ser
195

Thr Ala Ser

Tyvr Tyr Cys

Gly Thxr Lys

245

42

22

PRT
Artificial

Gln

Ser

Pro

150

Gly

Gly

Gly

Leu

Asn

230

Val

Gly

Gly

135

Ala

Asp

Glun

Ile

Thr

215

Ser

Thr

sequence

Thr

120

Gly

Val

Ser

Ala

Pro

200

Ile

Arg

Val

105

Lieu

Ser

Pro

185

Asp

Thr

Asp

Leu

/14

Val

Gly

Val

Arg

170

Val

Arg

Gly

Sex

Thr

Ser

Ala

158

Ser

Leu

Phe

Ala

Thr
235

putative sequence of antibody target

MISC_FEATURE
(12) .. (18)

any amino acid

42

Val

Ala

140

Leu

Tyr

Val

Sexr

Gln

220

Gly

Ser

125

Sexr

Gly

Tyx

Ile

Gly

205

Ala

Asn

110

Lys

Gln

Ala

Tyr

180

Ser

Glu

Gln

Ser

Thr

Gly

Ser

Asp

Leu
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Gly

Ser

Val

160

Trp

Lys

Sexr

Glu

Phe
240

Ala Asn Ile Thr Pro Bsp Met Ile Asp Glu Ser Xaa Xaa Xaa Xaa Val

1

Leu Thr Ala Gly Leu Gly

5

10

15
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<210>
<211l>
<212>
<213>

Met Gly

Thy Ala

Glu Leu

50

Thr Pro

Gly Leu

Pro Val

Leu Arg

Asp Ile

130

Leu Val
145

Val Asp

11714
20

43

412

PRT

Clostridium difficile

MISC FEATURE
(62)..(88)

match with SEQ ID NO: 42
43

Leu Phe Lys Lys Gln Phe Arg Ile Tyr

Val Met Asn Met Arg Glu Val val Ile
20 25

Val Gly Ser Phe Gly Gly Ala Phe Lys
35 40

Gly Val Thr Ala Ala Lys Glu Ala Ile
55

Asp Met Ile Asp Glu Ser Leu Leu Gly

70 75

Gly Gln Asn Ile Ala Arg Glan Ile Ala
85 S0

Glu Lys Pro Ala Met Thr Ile Asn Ile
100 108

Ser Val Ser Met Ala Ser Gln Leu Ile
115 120

Met Leu Val Gly Gly Ala Glu Asn Met
135

Pro Ser Ala Arg Tyr Gly Ala Arg Met
150 155

Ser Met Ile Lys Asp Gly Leu Ser Asp
165 170

Glu

Ala

Ser

Lys

60

Gly

Leu

val

Ala

Sexr

140

Gly

Ile

Lys

Val
45

Axrg

Val

Gly

Cys

Leu

128

Met

Asp

Phe

Ala

30

Ser

Ala

Leu

Ala

Gly

110

Gly

Ser

Ala

Asn

Asn

15

Ala

BAla

Asn

Thr

Gly

385

Sex

Asp

Pro

Ala

Asn
175
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Leu

Arg

Val

Ile

Ala

80

Ile

Gly

Ala

Tyxr

Phe

160

Tyr



His

Arg

Lys

Ile

225

Lys

Gly

Gly

Asp

305

Leu

Asn

Ile

His

Glu

385

Gly

WO 2006/003426

Met

Glu

Ala

210

LYS

Pro

Lys

Ala

Ile

290

Pro

Glu

Glu

Asp

Pro

370

Met

Gly

<210>

Gly

Glu

195

Gln

Gly

Gly

Ala

275

Glu

Lys

Ala

Ala

Met

355

Ile

Lys

Gly

44

Ile

180

Ala

Arg

Thr

Gly

260

Met

Pro

Ile

Ala

Phe

340

Asn

Gly

Arg

Met

Thr

Asp

Glu

Lys

Thr

245

Thr

Leu

Leu

Asn

325

Ala

Lys

Cys

Arg

Gly
405

Ala

Glu

Gly

Gly

230

Met

val

Val

Ala

Gly

310

Met

Ala

Val

Sex

Asp

380

Thy

Glu

Leu

Lys

215

Glu

Thr

Val

Thr

285

Tyr

Thr

Gln

Asn

Gly

378

Ala

Thy

Ala

200

Phe

Thr

Lys

Ala

Met

280

Ile

Gly

Ile

Ser

Val

360

Ala

Lys

Leu

Ile

185

Leu

Asp

Val

Leu

Gly

265

Ala

Val

Pro

Glu

Val

345

Asn

Arg

Thr

Ile

12/14

Ala

Ala

Glu

val

Ala

250

Asn

Lys

Ser

Val

Asp

330

Ala

Gly

Ile

Gly

Val
4310

Glu

Sexr

Glu

Asp

235

Lys

Ala

Glu

Tvyr

Pro

315

Ile

Val

Gly

Leu

Leu

385

Lys

Gln

Gln

Ile

220

Lys

Leu

Ser

Lys

Gly

300

Ala

Asp

Ile

Ala

Thr

380

Ala

Arg

Trp

Asn

205

Val

Asp

Arg

Gly

Ala

285

Thr

Thr

Leu

Arg

Ile

365

Thxr

Thr

Asn

190

Liys

Pro

Glu

Pro

Ile

270

Glu

Ala

Lys

vVal

Asp

350

Ala

Leu

Leu

Ile

Ala

Val

Tyx

Ala

255

Asn

Glu

Gly

Lys

Glu

335

Leu

Ile

Leu

Cys

PCT/GB2005/602607

Thr

Glu

val

Ile

240

Phe

Asp

Leu

vVal

Ala

320

Ala

Asn

Gly

Tyr

Ile
400
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13/14
<211> 19
<212> DNA
<213> Artificial sequence
<220>
<223> PCR primer
<400> 44
atgagagaag tagtaattg
<210> 45
<211> 20
<212> DNA
«213> Artificial sequence
«220>
<223> PCR primer
<400> 45
tctecttaact attaaagtag
<210> 46
<211> 765
<212> DNA
<213> Artificial sequence
<220>
<223> coding sequence for antibody HI1L1
<400> 46
tgaggtgcag ctggtggagt ctggcccagg actggtgaag
cacctgeact gtctétggtg gctecgteag cagtggtagt
ccagegecca ggacagggec tggagtggat tgggttceate
ctacaagtcg tccctcaaga gtcgagtete cctgteggtt
ctcectgage ctgagctetg taactgecocge ggacacggece
aattcegtgec ccagatcacc atgattttag tggttatcte
cectggtcace gtctcecteag gegegecggg tggtggegge
tggeggeggt agegetaget tottetgage tgactcagga
tgggacagac agbtcaggate acatgccaag gagacagect
ggtaccagcea gaagcecagga caggcccctyg tacttgteat
cctecagggat cccagaccega ttectetgget ccagetcagg
tcactgggge geaggceggaa gatgaggetg actactactg
gtaaccaget gttceggegga gggaccaagyg tcaccgtect
<210> 47

<211> 4

cectteggaga
tactcttgga
tactacactg
gacacgtcta
gtgtattact
ggcegetggg
agcggtggcey
cecetgetgtyg
cagaagetat
ctatggtaaa
taacacaget
taactccegy

aggta

PCT/GB2005/002607

cectgteact
gctggatceg
ggtacacctce
acgaccagtt
gtgcgaggga
gccagggaac
gtggcagegyg
tetgtggect
tatgeaagect
aacaaccggo
teoettgacca

gacagcactg

19

20

60

120

180

240

300

360

420

480

540

600

660

720

765



<212>
<213>

<220>
<221>
<222>
<223>

<400

WO 2006/003426
14/14

PRT
Clostridium dAifficile

MISC FEATURE
(1) .. (4)
C.difficile thiolase conserved epitope

47

Val Val Ile ala

1

PCTIGB2005/002607



