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BxPC3 BxPC3
CD3 |[lysis %| lysis | lysis | lysis % | lysis lysis
super |binding| max. |(AUC) | EC50 | max. | (AUC) | EC50
CD3 Fab |cluster| (AUC) | (n=1) | n=1 | (n=1) | (n=2) n=2 (n=2)

MFE8057 1 2171 64.7 | 209.3 | 26.81 58.6 236.0 23.9

MF8058 1 9362 68.3 | 315.5 | 4.204 72.3 314.0 2.5
MF8078 1 18723 nd nd nd 69.0 327.0 1.9
MF8397 3 2264 22.6 97.5 48.0 33.0 114.0 25.9
MF8508 4 2818 47.1 | 216.5 2.2 52.5 238.0 3.0
MF9249 7 1994 26.0 | 115.5 nd 28.8 148.0 1.9
MFE9267 7 7220 26.8 | 162.5 0.3 39.7 192.5 1.5
Pos. ref. 8 20368 72.5 | 350.5 2.6 79.8 369.0 1.2
MF6955 R 8383 40.7 | 211.0 1.1 61.9 224.5 7.6

Fig. 3
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CD3 affinity|
super | (AUC HPB- |CD4+CD69+(CD4+CD25+|CD8+CD69+| CD8+CD25+

MF nr. |cluster ALL) (AUC) (AUC) (AUC) (AUC)
MF8057 1 2171 131 66.9 162.4 98.74
MFS058] 1 9362 197.8 108.7 202.8 189
MF8078 1 18723 211.5 138.4 202.2 189
MF8397 3 2264 48.75 17.26 120.5 21.4
MF8508[ 4 2818 171.2 70.39 162.3 91.85
IMF9249] 7 1994 80.28 29.19 123.6 33.44
MF9267 7 7220 125.5 42.36 146.5 42.1
Pos. ref.| 8 20368 225.7 148.6 183.8 186
MF6955( R 8383 186.3 98.82 174.5 114.6

Fig. 5
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CD3
binding | HCT-

Super HPB-ALL|116 lysis| lysis
cluster| CD3 Fab | (AUC) | (AUC) | EC50
1 MF8057 2171 306.5 93.94

1 MF8058 9362 421.5 11.34

1 MFE8078 18723 493 3.729

3 MF8397 2264 220 354.1

4 MF8508 2818 453.5 7.845

7 MF9249 1994 199 36.34

7 MF9267 7220 353 15.09

8 Pos. ref. 20368 547 1.34

R MF6955 8383 376.5 35.23

R MF6964 10151 421.5 7.761
ref | MF5196 1578 158 1223

Fig. 9
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Figure 11

Figure 11A:
DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQOKPGKAPKLLIYAASSLQSGVPSRESGSGSGTDETLTISS
LOPEDFATYYCQOSYSTPPTFGQGTKVEIK
RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKA
DYEKHKVYACEVTHOGLSSPVTKSENRGEC

Figure 11B:
gacatccagatgacccagtctccatcecctcecctgtetgecatetgtaggagacagagtcace
bp 1 ¢ M T @ s P s s L s A s V G D R V T
atcacttgccgggcaagtcagagcattagcagctacttaaattggtatcagcagaaacca
I T ¢ R A S o s I s s ¥ L N W Y ©Q QO K P
gggaaagcccctaagcectectgatctatgectgecatccagtttgcaaagtggggteccatca
G K A P K L L. I ¥ A A s s L © s G V P S
aggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacct
R F 5 G 5 6 s 6 T D F TUL T TI S S L Q P
gaagattttgcaacttactactgtcaacagagttacagtacccctccaacgttcggccaa
E D F A T Y Y C Q QQ S$ Y s T P P T F G Q
gggaccaaggtggagatcaaa
G T K VvV E I K

Figure 11C:
cgaactgtggctgcaccatctgtcttcatcttcececgecatetgatgagcagttgaaatet
R T vA A P S V F I F P P S8 D E Q L K S
ggaactgcctctgttgtgtgecctgectgaataacttctateccagagaggccaaagtacag
G T A §$ VvV C L L N N F Y P R E A K V Q
tggaaggtggataacgccctccaategggtaactcecccaggagagtgtcacagagcaggac
w K v D N AL Q $ G N S Q E 8 V T E Q D
agcaaggacagcacctacagcctcagcagcaccctgacgctgagcaaagcagactacgag
S K D s T Yy s L s s T L T L S K A D Y E
aaacacaaagtctacgcctgcgaagtcacccatcagggcecctgagcectegeccgtcacaaag
K H K v Yy A C E V T H (Q G L S S P V T K
agcttcaacaggggagagtgttag
S ¥F N R G E C -

Figure 11D
DIOMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQOKPGKAPKLLIYAASSLOSGVPSRESGSGSGTDETLTISS
LOPEDFATYYCQOSYSTPPITFGOGTRLEIK

Figure 11E

DIOMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQOKPGKAPKLLIYAASSLOSGVPSRESGSGSGTDEFTLTISS
LOPEDFATYYCQQSYSTP
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Figure 11F

CDR1 : QSISSY,
CDR2 : AAS,
CDR3 : QQSYSTP.

Figure 12

Figure 12A

CH1:
gctagcaccaagggcccatcecggtcecttcecececcectggecacectecteccaagagcacctetggg
A S T K G P S V¥ P L A P S S K S T s G
ggcacagcggccctgggctgectggtcaaggactacttcecccgaaccggtgacggtgteg
G T A A L G C L V K D Y F P E P V T V S
tggaactcaggcgccctgaccagcggcgtgcacaccttececcggetgtecctacagtectea
w N S G A L T S G V H T F P A V L Q S S
ggactctactccctcagcagcgtecgtgaccgtgeccteccagcagettgggcacccagace
G LYy s L s s v v TV P $ S S L G T QT
tacatctgcaacgtgaatcacaagcccagcaacaccaaggtggacaagagagtt

y I ¢ N V N H K P S N T K V D K R V

Figure 12B

Hinge:
gagcccaaatcttgtgacaaaactcacacatgcccaccgtgecca
E P K $ ¢C D K T H T C¢C P P C P

Figure 12C
CH2:
gcacctgaactcctggggggaccgtcagtcttcecctettcecccccaaaacccaaggacace
A P E L L G G P 8 V F L ¥ P P K P K D T
ctcatgatctcceoggaccectgaggtcacatgecgtggtggtggacgtgagccacgaagac
r » I s R T P E V T C V VvV V D V S H E D
cctgaggtcaagttcaactggtacgtggacggcgtggaggtgcataatgccaagacaaag
P E V K F N W Y V D GV E V HN A K T K
ccgcgggaggagcagtacaacagcacgtacecgtgtggtcagegtecctcaccgtectgeac
P R E E Q ¥ N S T Y R V V S V L T V L H
caggactggctgaatggcaaggagtacaagtgcaaggtctccaacaaagcccteccagec
Q D wWw L N G K E Y K ¢C K vV 8 N K A L P A
cccatcgagaaaaccatctccaaagccaaa

P I E K T I S K A K
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CH2 containing L235G and G236R silencing substitutions:
gcacctgaactcggcaggggaccgtcagtcttectettececceccaaaacccaaggacace
A P E L G R G P S V F L F P P K P K D T
ctcatgatctcceoggaccectgaggtcacatgegtggtggtggacgtgagccacgaagac
r M» I §$ R T P E V T C VvV vV V D V S H E D
cctgaggtcaagttcaactggtacgtggacggcgtggaggtgcataatgccaagacaaag
P E V K F N W Y VvV D G V E V H N A K T K
ccgcgggaggagcagtacaacagcacgtacecgtgtggtcagegtectcaccgtectgeac
P R E E Q ¥y N §$ T Y R V V §$ V L T V L H
caggactggctgaatggcaaggagtacaagtgcaaggtctccaacaaagcccteccagec
Q b w L N G K E ¥ K ¢C K V 8 N K A L P A
cccatcgagaaaaccatctccaaagccaaa
P I E K T I S K A K

Figure 12D

Figure 12E

CH3: KK of DEKK
gggcagccccgagaaccacaggtgtacaccaageccceccatececgggaggagatgaccaag
G 9 P R E P Q VY T K P P S R E E M T K
aaccaggtcagcctgaagtgcctggtcaaaggcttctateccagecgacatcgecgtggag
N 0 V s L K ¢ L vV K G F Y P s D I A V E
tgggagagcaatgggcagccggagaacaactacaagaccacgecteccgtgetggactec
w E S N GG Q P E NN Y K T T P P V L D S
gacggctccttcecttectcectatagcaagectcaccgtggacaagagcaggtggcagecagggyg
b ¢ s ¥ P L ¥ $ K L T V D K S R W QO 0O G
aacgtcttctcatgctceccgtgatgcatgaggctectgcacaaccactacacgcagaagagce
NV F 8 ¢C s VvV M HE AL HNH Y T Q K S
ctctccecctgtetecgggttga

L s L S P G -

Figure 12F

CH3: DE of DEKK
gggcagccccgagaaccacaggtgtacaccgaccceccecceccateccecgggaggagatgaccaag
G ¢ P R E P Q0 VY T D P P S R E E M T K
aaccaggtcagcctgacctgcgaggtcaaaggcttctateccagecgacatcgecgtggag
N Q0 V s L T C E V K G F Y P s D I A V E
tgggagagcaatgggcagccggagaacaactacaagaccacgecteccgtgetggactec
w E S N G Q P E NN Y K T T P P V L D S
gacggctccttcecttectcectatagcaagectcaccgtggacaagagcaggtggcagcagggyg
b 6 $ ¥F F L ¥ $ K L T vV D K S R W Q 0 G
aacgtcttctcatgctceccgtgatgcatgaggctcectgcacaaccactacacgcagaagagce
N VF $ C $ VM HE AL HN H Y T Q K S
ctctccecctgtcectecgggttga

L s L S P G -
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PCT/NL2020/050214

o MF8057,
= DNA
1 ggcccagccg gccatggecyg aggtgcagcet ggtgcagtcet ggagctgagg tgaagaagcec
61 tgggtcctcg gtgaaggtct cctgcaaggce ttctggagge accttecgca gctttggtat
121 cagttgggtg cgacaggccc ctggacaagg acttgagtgg atgggaggat tcatccctgt
181 ccttggtaca gcaaactacg cacagaaatt ccagggcaga gtgacgatta tcgcggacaa
241 atccacgaac acagcctaca tggagctgag cagcctgaga tctgaggaca cggccgtgta
301 ttactgtgcg cgaaggggta actggaaccc gttcgacccce tggggccagg gaaccctggt
361 caccgtctcg agt
= AA

>MF8057.cep FW1l -1AA in FW4
FWl -

EVOLVQSGAEVKKPGSSVKVSCKASGGTFER

>MF8057.cep FW2 -1AA in FW4
FW2 -

WVRQAPGQGLEWMG

>MF8057.cep FW3 -1AA in FW4
FW3 B

RVTIIADKSTNTAYMELSSLRSEDTAVYYCAR

>MF8057.cep FW4 -1AA in FW4
FW4 -

WGQGTLVTVSS

>MF8057.cep CDR1 -1AA in FW4
CDR1 B

SFGIS

>MF8057.cep CDR2 -1AA in FW4
CDR2 o

GFIPVLGTANYAQKFQG

>MEF8057.cep CDR3 -1AA in FW4
CDR3 N

RGNWNPEDP

>MF8057.cep VH -1AA in FW4
VH EVOLVQSGAEVKKPGSSVKVSCKASGGTFRSFGISWVROAPGOGLEWMGGFIPVLGTANYAQKFQGRVTI

IADKSTNTAYMELSSLRSEDTAVYYCARRGNWNPEDPWGQGTLVTVSS
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o MF8058,
= DNA
1 ggcccagccg gccatggece aggtgcagcet ggtgcagtcet ggggctgagg tgaagaagcec
61 tgggtcctcg gtgaaggtct cctgcaaggce ttctggagac geccttcaaaa gcaaaacctt
121 tactatcagc tgggtgcgac aggcccctgg acaggggctt gagtggctgg gggggatcat
181 ccctettttt ggtacaatta cctacgcaca gaagttccag ggcagagtca cgattaccge
241 ggacaaatcc acgaacactg ccttcatgga actgagcagc ctgagatctg aggacacggce
301 catgtattat tgtacgcgac gggggaactg gaaccccttce gacccctggg gccagggaac
361 cctggtcacc gtctcgagt
= AA

>MF8058.cep FW2 -1AA in FW4
FW2 o

WVRQAPGQGLEWLG

. >MEF8058.cep FW1l -1AA in FW4

FW -

QVQLVQSGAEVKKPGSSVKVSCKASGDAFK

>MF8058.cep FW3 -1AA in FW4
FW3 B

RVTITADKSTNTAFMELSSLRSEDTAMYYCTR

>MF8058.cep FW4 -1AA in FW4
FW4 -

WGQGTLVTVSS

>MF8058.cep CDR1 -1AA in FW4
CDR1 -

SKTFTIS

>MF8058.cep CDR2 -1AA in FW4
CDR2 o

GIIPLFGTITYAQKFQG

>MEF8058.cep CDR3 -1AA in FW4
CDR3 N

RGNWNPFDP

>MF8058.cep VH -1AA in FW4
VH QVQOLVQSGAEVKKPGSSVKVSCKASGDAFKSKTFTISWVRQAPGOQGLEWLGGIIPLFGTITYAQKFQGRV

TITADKSTNTAFMELSSLRSEDTAMYYCTRRGNWNPEDPWGQGTLVTVSS
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o MF8078,
= DNA
1 ggcccagceccg gccatggecyg aggtgcagcet ggtgcagtcet gggtctgagt tgaagaagcec
61 tgggtcctcg gtgaaggtct cctgcaaggce ttctggagtce accttcaaca gcagaacctt
121 tactatcagt tgggtgcgac aggcccctgg acaagggctt gagtggctgg ggagtatcat
181 ccctattttt ggtacaataa cctacgcaca gaagttccag ggcagagtca cgattaccge
241 ggacaaatcc acgagcactg ccttcatgga actgaccagc ctgagatctg aggacacggce
301 catatattat tgtacgagac gggggaactg gaaccccttce gacccctggg gccagggcac
361 cctggtcacc gtctcgagt
= AA

>MF8078.cep FW1l -1AA in FW4
FWl -

EVQOLVQSGSELKKPGSSVKVSCKASGVTEN

>MF8078.cep FW2 -1AA in FW4
FW2 -

WVRQAPGQGLEWLG

>MF8078.cep FW3 -1AA in FW4
FW3 B

RVTITADKSTSTAFMELTSLRSEDTAIYYCTR

>MF8078.cep FW4 -1AA in FW4
FW4 -

WGQGTLVTVSS

>MF8078.cep CDR1 -1AA in FW4
CDR1 -

SRTFTIS

>MF8078.cep CDR2 -1AA in FW4
CDR2 o

SIIPIFGTITYAQKFQG

>MF8078.cep CDR3 -1AA in FW4
CDR3 N

RGNWNPFDP

>MF8078.cep VH -1AA in FW4
VH EVQLVQSGSELKKPGSSVKVSCKASGVTENSRTFTISWVRQAPGOQGLEWLGSIIPIFGTITYAQKFQGRV

TITADKSTSTAFMELTSLRSEDTAIYYCTRRGNWNPEDPWGQGTLVTVSS
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MEFB8048

FWl

>MF8048.cep FWl -1AA in FW4
QVOLVQSGAEVKKPGSSVKVSCKASGGTEFR

FW2

>MF8048.cep FW2 -1AA in FW4
WVRQAPGQGLEWVG

FW3

>MF8048.cep FW3 -1AA in FW4
RVTITADKSATTAYMELSSLRSEDTAIYYCAK

Fwa

>MF8048.cep FW4 -1AA in FW4
WGQGTLVTVSS

CDR1

>MF8048.cep CDR1 -1AA in FW4
GSGIS

CDR2

>MF8048.cep CDRZ -1AA in FW4
GFIPFFGSANYAQKFRD

CDR3

>MF8048.cep CDR3 -1AA in FW4
RGNWNPLDP

VH

>MF8048.cep VH -1AA in FW4
QVOLVOSGAEVKKPGSSVKVSCKASGGTEFRGSGISWVROAPGOGLEWVGGEFIPFFGSANYAQKEFRDRVTI
TADKSATTAYMELSSLRSEDTAIYYCAKRGNWNPLDPWGQGTLVTVSS

FWl

>MF8048.cep FWl -1AA in FW4
caggtgcagctggtgcagtctggggctgaggtgaagaagectgggtecteggtgaaggtectectgcaagyg
cttctggaggcaccttcaga

FW2

>MF8048.cep FW2 -1AA in FW4
tgggtgcgacaggcccctggacaagggcttgagtgggtggge

FW3

>MF8048.cep FW3 -1AA in FW4
agagtcacgattaccgcggacaaatccgcgaccacagcectacatggaactgagcagectgagatcetgagyg
acacggccatatattactgtgcgaaa

Fw4

>MF8048.cep FW4 -1AA in FW4
tggggccagggcaccctggtcaccgtectegagt

CDR1

>MF8048.cep CDR1 -1AA in FW4
ggttctggtatcage

CDR2

>MF8048.cep CDR2 -1AA in FW4
gggttcatccctttetttggttcagcaaactacgcacagaagttccgggac

CDR3

>MF8048.cep CDR3 -1AA in FW4
agaggaaattggaacccgctcgacccce

VH

>MF8048.cep VH -1AA in FW4
caggtgcagctggtgcagtctggggctgaggtgaagaagectgggtecteggtgaaggtctectgcaagyg
cttctggaggcaccttcagaggttectggtatcagectgggtgcgacaggeccectggacaagggcttgagtyg
ggtgggcgggttcatccctttetttggttcagcaaactacgcacagaagtteccgggacagagtcacgatt
accgcggacaaatccgcgaccacagcectacatggaactgagcagcectgagatcectgaggacacggecatat
attactgtgcgaaaagaggaaattggaacccgctcecgaccectggggccagggcaccctggtecacegtete
gagt
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MF8101

FWl

>MF8101l.cep FWl -1AA in FW4
QVQLVQSGAEVKKPGSSVKVSCKASGVTFEFK

FW2

>MF8101.cep FW2 -1AA in FW4
WVRQAPGQGLEWLG

FW3

>MF8101.cep FW3 -1AA in FW4
RVSITADKSTNTAYLELNSLRSEDTAIYYCAR

Fw4

>MF8101.cep FW4 -1AA in FW4
WGOGTLVTVSS

CDR1

>MF8101.cep CDR1 -1AA in FW4
SKTLTIS

CDR2

>MF8101.cep CDR2 -1AA in FW4
GIIPIFGSITYAQKFQD

CDR3

>MF8101.cep CDR3 -1AA in FW4
RGNWNPEDP

VH

>MF8101l.cep VH -1AA in FW4
QVOLVQOSGAEVKKPGSSVKVSCKASGVTFKSKTLTISWVROAPGOGLEWLGGIIPIFGSITYAQKFQDRV
SITADKSTNTAYLELNSLRSEDTAIYYCARRGNWNPEDPWGOGTLVIVSS

FWl

>MF8101.cep FW1 -1AA in FW4
caggtgcagctggtgcagtctggggctgaggtgaagaagectgggtecteggtgaaggtctectgcaagyg
cttctggagtcaccttcaaa

FW2

>MF8101.cep FW2 -1AA in FW4
tgggtgcgacaggcccctggacaagggcttgagtggetggga

FW3

>MF8101l.cep FW3 -1AA in FW4
agagtctcgattaccgcggacaaatccacgaacacagcectacttggaactgaacagecctgaggtcetgagyg
acacggccatttattattgtgcgaga

Fw4d

>MF8101.cep FW4 -1AA in FW4
tggggccagggcaccctggtcaccgtectcegagt

CDR1

>MF8101.cep CDR1 -1AA in FW4
agcaaaaccttaactatcagce

CDR2

>MF8101.cep CDR2 -1AA in FW4
gggatcatccctatttttggttcaataacctacgcacagaagttccaggac

CDR3

>MF8101.cep CDR3 -1AA in FW4
cgggggaactggaaccccttcecgacccce

VH

>MF810l.cep VH -1AA in FW4
caggtgcagctggtgcagtctggggctgaggtgaagaagectgggtecteggtgaaggtctectgcaagyg
cttctggagtcaccttcaaaagcaaaaccttaactatcagectgggtgcgacaggecccectggacaaggget
tgagtggctgggagggatcatccctatttttggttcaataacctacgcacagaagttceccaggacagagte
tcgattaccgcggacaaatccacgaacacagcectacttggaactgaacagecctgaggtectgaggacacgyg
ccatttattattgtgcgagacgggggaactggaaccccttecgaccectggggccagggcaccctggteac
cgtctcgagt
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MEF8056

FWl

>MF8056.cep FWl -1AA in FW4
EVQLVQOSGAEVKKPGSSVKVSCKASGGTER

FW2

>MF8056.cep FW2 -1AA in FW4
WVRQAPGQGLEWVG

FW3

>MF8056.cep FW3 -1AA in FW4
RVTITADKSATTAYMELSSLRSEDTAIYYCAK

Fwa

>MF8056.cep FW4 -1AA in FW4
WGQOGTLVTVSS

CDR1

>MF8056.cep CDR1 -1AA in FW4
GSGIS

CDR2

>MF8056.cep CDRZ -1AA in FW4
GFIPFFGSANYAQKFRD

CDR3

>MF8056.cep CDR3 -1AA in FW4
RGNWNPEFDP

VH

>MF8056.cep VH -1AA in FW4
EVOLVOSGAEVKKPGSSVKVSCKASGGTEFRGSGISWVROAPGOGLEWVGGEFIPFFGSANYAQKEFRDRVTI
TADKSATTAYMELSSLRSEDTAIYYCAKRGNWNPEDPWGQGTLVTVSS

FWl

>MF8056.cep FWl -1AA in FW4
gaggtgcagctggtgcagtctggagctgaggtgaagaagectgggtecteggtgaaggtctectgcaagyg
cttctggaggcaccttcaga

FW2

>MF8056.cep FW2 -1AA in FW4
tgggtgcgacaggcccctggacaagggcttgagtgggtggge

FW3

>MF8056.cep FW3 -1AA in FW4
agagtcacgattaccgcggacaaatccgcgaccacagcectacatggaactgagcagectgagatcetgagyg
acacggccatatattactgtgcgaaa

Fw4

>MF8056.cep FW4 -1AA in FW4
tggggccagggcaccctggtcaccgtectegagt

CDR1

>MF8056.cep CDR1 -1AA in FW4
ggttctggtatcage

CDR2

>MF8056.cep CDR2 -1AA in FW4
gggttcatccctttetttggttcagcaaactacgcacagaagttccgggac

CDR3

>MF8056.cep CDR3 -1AA in FW4
agaggaaattggaacccgttcgacccce

VH

>MF8056.cep VH -1AA in FW4
gaggtgcagctggtgcagtctggagctgaggtgaagaagectgggtecteggtgaaggtctectgcaagyg
cttctggaggcaccttcagaggttectggtatcagectgggtgcgacaggeccectggacaagggcttgagtyg
ggtgggcgggttcatccctttetttggttcagcaaactacgcacagaagtteccgggacagagtcacgatt
accgcggacaaatccgcgaccacagcectacatggaactgagcagcectgagatcectgaggacacggecatat
attactgtgcgaaaagaggaaattggaacccgttcgaccectggggccagggcaccctggtecacegtete
gagt




WO 2020/204708

Supercluster 3:

20/57

PCT/NL2020/050214

o MF8397
=  DNA
1 caggtgcagc tggtgcagtc tgggggaggc ctggtacagce ctggggggtce cctgagactce
61 tcctgtgcaa cctctggatt caaattcagt agctatgccce tgagctgggt ccgccaggca
121 ccagggaagg gactggagtg ggtctcaggt attagtggta gtggtcgcac cacatggtat
181 gcagactccg tgaagggccyg gttcaccatc tccagagaca attccaagaa cacgctgtat
241 ctgcaaatga acagcctgag agccgaggac acggccgtat attactgtgce gagagacggt
301 ggatacagct atggccctta ctggtacttc gatctctggg gccgtggaac cctggtcacce
361 cctggtcaccg tctccagt
= AA
>MEF8397.cep FW1
FWl B
QVQLVQSGGGLVQPGGSLRLSCATSGFKES
>MF8397.cep FW2
FW2 -
WVRQAPGKGLEWVS
>MF8397.cep FW3
FW3 B
RETISRDNSKNTLYLOMNSLRAEDTAVYYCAR
>MEF8397.cep FW4
Fw4 -
WGRGTLVTVSS
>MF8397.cep CDR1
CDR1 -
SYALS
>MEF8397.cep CDR2
CDR2 B
GISGSGRTTWYADSVKG
>MF8397.cep CDR3
CDR3 D
DGGYSYGPYWYFDL
>MF8397.cep VH
VH QVQLVQSGGGLVQPGGSLRLSCATSGFKEFSSYALSWVRQAPGKGLEWVSGISGSGRTTWYADSVKGRETI

SRDNSKNTLYLOMNSLRAEDTAVYYCARDGGYSYGPYWYFDLWGRGTLVTVSS
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MEF8562

FWl

>MF8562.cep FW1
QVOLVESGGGLVQPGGSLRLSCATSGETFEI

FW2

>MF8562.cep FW2
WVRQAPGKGLEWVS

FW3

>MF8562.cep FW3
REFTISRDNSKNTLFLOMNSLRAEDTAVYYCAR

Fwa

>MF8562.cep FW4
WGRGTLVTVSS

CDR1

>MF8562.cep CDRI1
SYALS

CDR2

>MF8562.cep CDR2
AISGSGRTTWYADSVKG

CDR3

>MF8562.cep CDR3
DGGYTYGPYWYFDL

VH

>MF8562.cep VH
QVOLVESGGGLVQPGGSLRLSCATSGFTFISYALSWVROAPGKGLEWVSAISGSGRTTWYADSVKGRETI
SRDNSKNTLFLOMNSLRAEDTAVYYCARDGGYTYGPYWYFDLWGRGTLVTVSS

FWl

>MF8562.cep FW1
caggtgcagctggtggagtctgggggaggcctggtacagectggggggtecctgagactcectectgtgeaa
cctctggattcacctttate

FW2

>MF8562.cep FW2
tgggtccgccaggcteccagggaaggggctggaatgggtcectca

FW3

>MF8562.cep FW3
cggttcaccatctccagagacaattccaagaacacgctgtttetgcaaatgaacagecctgagagecgagy
acacggccgtatattactgtgcgaga

Fw4

>MF8562.cep FW4
tggggccgtggcaccctggtcaccgtectegagt

CDR1

>MF8562.cep CDRI1
agctatgccecctgage

CDR2

>MF8562.cep CDR2
gctattagtggtagtggtcgtaccacatggtacgcagactccgtgaaggge

CDR3

>MF8562.cep CDR3
gacggtggatacacctatggcccttactggtacttcgatcte

VH

>MF8562.cep VH
caggtgcagctggtggagtctgggggaggcctggtacagectggggggtceccctgagactcectectgtgeaa
cctectggattcacctttatcagcectatgeccctgagetgggtecgeccaggecteccagggaaggggctggaatyg
ggtctcagctattagtggtagtggtcgtaccacatggtacgcagactcecgtgaagggecggttcaccate
tccagagacaattccaagaacacgctgtttectgcaaatgaacagecctgagagceccgaggacacggecgtat
attactgtgcgagagacggtggatacacctatggcccttactggtacttecgatctetggggecgtggeac
cctggtcaccgtctcecgagt
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Supercluster 4:

22/57

PCT/NL2020/050214

o MF8508
=  DNA
1 ggcccagcceg gccatggecg aggtgcaget ggtggagtcet gggggaggat tggtacagec
61 tggcaggtcc ctgagactct cctgtgcaac ctctggattc aactttgatg attataccat
121 gcactgggtc cggcaagctc cagggaaggg cctggagtgg gtctcagata ttagttggag
181 tagtggtagc ataggctatg cggactctgt gaagggccga ttcaccatct ccagagacaa
241 cgccaagaac tccctgtgge tgcaaatgaa cagtctgaga actgaggaca cggcecttgta
301 tttctgtgca aaagatcata gggggtacgg tgactacgag ggtggtggct ttgactactg
361 gggccaggga accctggtca ccgtctccag t
= AA
>MF8508.cep FW1
FWl B
EVQLVESGGGLVQPGRSLRLSCATSGENFED
>MF8508.cep FW2
FW2 -
WVRQAPGKGLEWVS
>MF8508.cep FW3
FW3 o
RFTISRDNAKNSLWLOMNSLRTEDTALYFCAK
>MF8508.cep FW4
Fw4 -
WGQGTLVTVSS
>MF8508.cep CDR1
CDR1 -
DYTMH
>MF8508.cep CDR2
CDR2 B
DISWSSGSIGYADSVKG
>MF8508.cep CDR3
CDR3 -
DHRGYGDYEGGGFDY
>MF8508.cep VH
VH EVQLVESGGGLVQPGRSLRLSCATSGEFNFDDY TMHWVRQAPGKGLEWVSDISWSSGSIGYADSVKGRETI

SRDNAKNSLWLOMNSLRTEDTALYFCAKDHRGYGDYEGGGFDYWGQGTLVTVSS
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MEF8998

FWl

>MF8998.cep FW1
EVQLVESGGGLVQPGRSLRLSCATSGFTFD

FwW2

>MF8998.cep FW2
WVRQAPGKGLEWVS

FW3

>MF8998.cep_FW3
RETISRDNAKNSLYLOMNSLRAEDTALYFCAK

Fw4

>MF8998.cep FW4
WGQGTLVTVSS

CDR1

>MF8998.cep CDR1
DYTMH

CDR2

>MF8998.cep CDR2
DISWSSGSIGYADSVKG

CDR3

>MF8998.cep CDR3
DHRGYGDYEGGGFDH

VH

>MF8998.cep_VH
EVQLVESGGGLVQPGRSLRLSCATSGFTFDDYTMHWVRQAPGKGLEWVSDISWS SGSIGYADSVKGRET I
SRDNAKNSLYLOMNSLRAEDTALYFCAKDHRGYGDYEGGGFDHWGOGTLVTVSS

FWl

>MF8998.cep FW1
gaggtgcagctggtggagtctgggggaggettggtacagectggecaggtecctgagactectectgtgeaa
cctetggattcacctttgat

FW2

>MF8998.cep_ FW2
tgggtccggcaagetccagggaagggectggagtgggtetea

FW3

>MF8998.cep FW3
cgattcaccatctccagagacaacgccaagaactccectgtatctgecaaatgaacagtctgagagetgagg
acacggccttgtatttctgtgcaaaa

Fw4

>MF8998.cep FW4
tggggccagggaaccctggtcaccgtetecagt

CDR1

>MF8998.cep_CDR1
gattataccatgcac

CDR2

>MF8998.cep_ CDR2
gatattagttggagtagtggtagecataggetatgeggactetgtgaaggge

CDR3

>MF8998.cep CDR3
gatcatagggggtacggtgactacgagggtggtggetttgaccac

VH

>MF8998.cep VH
gaggtgcagctggtggagtectgggggaggcttggtacagectggecaggtecctgagactetectgtgeaa
cctetggattcacctttgatgattataccatgecactgggtecggecaagetecagggaagggectggagtyg
ggtctcagatattagttggagtagtggtagecataggetatgeggactectgtgaagggecgattcaccate
tccagagacaacgceccaagaactceccectgtatectgcaaatgaacagtctgagagetgaggacacggecttagt
atttctgtgcaaaagatcatagggggtacggtgactacgagggtggtggetttgaccactggggecaggyg
aaccctggtcaccgtcetecagt
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MF10401

FWl

>MF10401 FWl
EVQLVESGGVVVQPGGSLRLSCAASGFTFD

FwW2

>MF10401 FW2
WVRQAPGKGLEWVS

FW3

>MF10401_FW3
RFTISRDNSKNSLYLOMNSLRTEDTALYYCAK

Fw4

>MF10401_FW4
WGRGTLVTVSS

CDR1

>MF10401 CDR1
DYTMH

CDR2

>MF10401 CDR2
DISWSGGSIYYADSVKG

CDR3

>MF10401 CDR3
DHERGYGDYEGGGFDY

VH

>MF10401 VH
EVQLVESGGVVVQPGGSLRLSCAASGFTFDDY TMHWVRQAPGKGLEWVSDISWSGGSIYYADSVKGRFETI
SRDNSKNSLYLOMNSLRTEDTALYYCAKDHRGYGDYEGGGFDYWGRGTLVTVSS

FWl

>MF10401 FWl

gaggtgcagctggtggagageggeggegtggtggtgcageceggeggecagectgagactgagetgegeeyg
ccagcggcttcaccttegac

FW2

>MF10401_FW2
tgggtgagacaggcceccceggcaagggectggagtgggtgage

FW3

>MF10401_ FW3
agattcaccatcagcagagacaacagcaagaacagcectgtacctgecagatgaacagectgagaaccgagyg
acaccgccctgtactactgegecaag

Fw4

>MF10401 Fw4
tggggcagaggcaccctggtcecaccgtetegage

CDR1

>MF10401 CDR1
gactacaccatgcac

CDR2

>MF10401 CDR2
gacatcagcectggageggeggeageatcetactacgecgacagegtgaaggge

CDR3

>MF10401 CDR3
gaccacagaggctacggegactacgagggeggeggettegactac

VH

>MF10401 VH
gaggtgcagctgotggagageggeggegtggtggtgcageccggeggecagectgagactgagetgegeey
ccagcggcttcaccttecgacgactacaccatgecactgggtgagacaggeccececggcaagggectggagty
ggtgagcgacatcagetggageggeggecageatetactacgecgacagegtgaagggcagattecaccate
agcagagacaacagcaagaacagcctgtacctgcagatgaacagectgagaaccgaggacaccgecctgt
actactgcgccaaggaccacagaggctacggegactacgagggeggeggettegactactggggecagagy
caccctggtcaccgtectegage
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MF10428

FWl

>MF10428 FWl
EVQLVESGGGLVQPGRSLRLSCVTSGFTFD

FwW2

>MF10428 FW2
WVRQAPGKGLEWVS

FW3

>MF10428_ FW3
RFTISRDNAKDSLYLOQMNSLRTEDTALYYCAK

Fw4

>MF10428 Fi4
WGOGTLVTVSS

CDR1

>MF10428 CDR1
DYTMH

CDR2

>MF10428 CDR2
DISWSSGTTGYADSVKG

CDR3

>MF10428 CDR3
DEMGYGDYEGGGFDY

VH

>MF10428 VH
EVQLVESGGGLVQPGRSLRLSCVTSGFTFDDY TMHWVRQAPGKGLEWVSDISWSSGTTGYADSVKGRFETI
SRDNAKDSLYLOMNSLRTEDTALYYCAKDHMGYGDYEGGGFDYWGQGTLVTIVSS

FWl

>MF10428 FW1
gaagtgcagctggtggagtctgggggaggettggtacagectggecaggtecctgagactectectgtgtaa
cctetggattcacctttgat

FW2

>MF10428_FW2
tgggtccggcaagectecggggaagggectggagtgggtetea

FW3

>MF10428 FW3
cgattcaccatctecagagacaatgecaaggactecctgtatetgecaaatgaacagtetgagaactgagyg
acacggccttgtattactgtgcaaaa

Fw4

>MF10428 FwW4
tggggccagggaaccctggtcecaccgtetegage

CDR1

>MF10428 CDR1
gattataccatgcac

CDR2

>MF10428 CDR2
gatattagttggagtagtggcaccactggectatgeggactetgtgaaggge

CDR3

>MF10428 CDR3
gatcatatggggtacggtgactacgagggtggtggetttgactac

VH

>MF10428 VH
gaagtgcagctgotggagtetgggggaggcttggtacagectggecaggtecctgagactetectgtgtaa
cctectggattcacctttgatgattataccatgecactgggtecggecaagetecggggaagggectggagty
ggtctcagatattagttggagtagtggcaccactggetatgeggactetgtgaagggecgattcaccate
tccagagacaatgceccaaggactceccectgtatcectgcaaatgaacagtectgagaactgaggacacggecttgt
attactgtgcaaaagatcatatggggtacggtgactacgagggtggtggetttgactactggggeccaggyg
aaccctggtcaccgtctegage
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Supercluster 7:

26/57

PCT/NL2020/050214

o MF9249
= DNA
1 ggcccageceg gecatggecy aggtgcaget ggtgcagtcect ggagcagaag tgaaaaagcec
61 cggggagtct ctgaagatct cctgtaaggg ttctggatac agttttacta ggttttggat
121 cggctgggtg cgccagatge ccgggaaagg cctggagtgg atggggatca tctatcctgg
181 tgactctgat accagataca gcccgtectt ccaaggccag gtcaccatct cagccgacaa
241 gtccaccagt accgcctacc tgcagtggag cagcctgaag gectcggaca ccggcatgta
301 ttattgtgtg agacatatac gatattttga ctggtcggaa gactaccact attacctgga
361 cgtctggggce aaagggacca cggtcaccgt ctccagt
= AA
>MF9249.cep FW1
FWl B
EVQLVQSGAEVKKPGESLKISCKGSGYSFT
>MF9249.cep FW2
FW2 B
WVROMPGKGLEWMG
>MF9249.cep FW3
FW3 B
QVTISADKSTSTAYLOWSSLKASDTGMYYCVR
>MF9249.cep FW4
Fw4 B
WGKGTTVTVSS
>MF9249.cep CDRI1
CDR1 -
REWIG
>MF9249.cep CDR2
CDR2 N
IIYPGDSDTRYSPSFQG
>MF9249.cep CDR3
CDR3 B
HIRYFDWSEDYHYYLDV
>MF9249.cep VH
VH EVQLVQOSGAEVKKPGESLKISCKGSGYSFTREFWIGWVROMPGKGLEWMGIIYPGDSDTRYSPSFQOGQOVTI

SADKSTSTAYLQWSSLKASDTGMYYCVRHIRYFDWSEDYHYYLDVWGKGTTVTVSS
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Supercluster 7:

27/57

PCT/NL2020/050214

o MF9267
= DNA
1 gaggtgcagce tggtggagtce tggggcagag gtgaaaaagc ccggggagte tcectgaagatce
61 tcctgtaagg gttctggata cagttttact aggtattgga tcggctgggt gegecagatg
121 cccgggaaag gcctggagtg gatggggatc atctatcctg gtgactctga taccagatac
181 agccecgtccet tccaaggcecca ggtcaccatc tcagecgaca agtccatcag tactgectac
241 ctgcagtgga gcagcecctgaa ggcecteggac accgecatgt attattgtgt gagaaatata
301 cgatattttg tctggtcgga ggactaccac tactacatgg acgtctgggg caaagggacc
361 acggtcaccgt ctccagt
= AA
>MF9267.cep FWl
FWl -
EVQLVESGAEVKKPGESLKISCKGSGYSFT
>MF9267.cep FW2
FW2 -
WVROMPGKGLEWMG
>MF9267.cep FW3
FW3 -
QVTISADKSISTAYLOWSSLKASDTAMYYCVR
>MF9267.cep FW4
Fw4 -
WGKGTTVTIVSS
>MF9267.cep CDR1
CDR1 -
RYWIG
>MF9267.cep CDR2
CDR2 -
IIYPGDSDTRYSPSFQG
>MF9267.cep CDR3
CDR3 B
NIRYFVWSEDYHYYMDV
>MF9267.cep VH
VH EVQOLVESGAEVKKPGESLKISCKGSGYSFTRYWIGWVROMPGKGLEWMGIIYPGDSDTRYSPSFQOGOVTI

SADKSISTAYLOWSSLKASDTAMYYCVRNIRYFVWSEDYHYYMDVWGKGTTVTVSS
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PDL1 MFs
ME5377
DNA
1 gaggtgcagct ggtgcagtct ggagcectgagg tgaagaagec
6l tgggtcctcg gtgaaggtct cctgcaagge ttctggagge atcttcageca cctatgetat
121 cagctgggtg cgacaggccce ctggacaagg gcecttgagtgg atgggaggga tcatccctat
181 ctttgataca ccaaactacg cacagaagtt ccagggcaga gtcacgatta ccgcggacaa
241 atccacgagc acagcctaca tggacctgag cagcctgaga tctgaggaca cggceccgtata
301 ttactgtgcg aaaaacgtgce gtggatatag tgcctacgac cttgactact ggggccaggg
361 caccctggtc accgtctcecca gt
AA
FWL FWl
EVQLVQSGAEVKKPGSSVKVSCKASGGIFS
FW2
FW2
WVRQAPGQGLEWMG
U3 FW3
RVTITADKSTSTAYMDLSSLRSEDTAVYYCAK
FwW4
Fw4
WGOGTLVIVSS
CDR1
CDR1
TYAIS
CDR2
CDR2
GIIPIFDTPNYAQKFQG
CDR3
CDR3
NVRGYSAYDLDY
VH
VH EVQLVQSGAEVKKPGSSVKVSCKASGGIFSTYAISWVRQAPGQGLEWM
GGIIPIFDTPNYAQKFQGRVTITADKSTSTAYMDLSSLRSEDTAVYYCAKNVRGYSAYDLDYWGQGTLVTVSS
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MF5444

DNA

29/57

¢ aggtgcagcet ggtgcaatct gggtctgagt tgaagaagcece

61
121
181
241
301
361

tggggcctca
gaattgggtyg
cactgggaac
ctctgtcage
ttactgtgcyg
gaccacggtc

gtgaaggttt
cgacaggccce
ccaacgtatg
acggcatatc
agagatcacg
accgtctcca

cctgcaaggce
ctggacaagg
cccagggett
tgcagatcag
attttcggac
gt

ttctggatac
gecttgagtgg
cacaggacgqg
cagcctaaag

tgggagggcet

PCT/NL2020/050214

accttcacta
atgggatgga
tttgtecttet
gctgaggaca
tttgatatct

gctattctat
tcaacaccaa
ccttggacac
ctgccotgta
ggggccaagg

AR

FWl
QVOLVQSGSELKKPGASVKVSCKASGYTEFET

FWl

FW2
WVRQAPGQGLEWMG

FW2

FW3
REFVFSLDTSVSTAYLQISSLKAEDTAVYYCAR

FW3

Fw4
WGQGTTVTVSS

Fw4

CDR1
SYSMN

CDR1

CDR2
WINTNTGNPTYAQGFTG

CDR2

CDR3
DHDFRTGRAFDI

CDR3

VH
QVOLVQSGSELKKPGASVKVSCKASGYTEFTSYSMNWVROAPGQGLEWM
GWINTNTGNPTYAQGFTGRFVFSLDTSVSTAYLQISSLKAEDTAVYYCARDHDFRTGRAFDIWGQGTTVTIVSS

VH
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MF5380
DNA
g aggtgcagcet ggtggagtct gggggagacg tggtccagec
61 tgggaggtcc ctgagactct cctgtgcage ctctggattc accttcagta getatggeat
121 gcactgggtc cgccaggctce caggcaaggg gctggagtgg gtggcagtta tatcatatga
181 tggaagtaat aaatactatg cagactccgt gaagggccga ttcaccatct ccagagacaa
241 ctccaagagc acgctgtttce tgcaaatgaa cagcecctgaga gcectgaggaca cggctgtgta
301 tttctgtgtg agaggcctcecce ccataactat ggttcgggga gegtactceccect ttgactactg
361 gggccagggce accctggtca ccgtctccag t
AR
FWl
Fwl
EVOLVESGGDVVQOPGRSLRLSCAASGFETES
FW2
FwW2
WVRQAPGKGLEWVA
FW3 s
RFTISRDNSKSTLFLOMNSLRAEDTAVYFCVR
Fw4
Fw4
WGQOGTLVTVSS
CDR |CDRL1
1 SYGMH
CDR |CDR2
2 VISYDGSNKYYADSVKG
CDR |CDR3
3 GLPITMVRGAYSFDY
VH
VE EVQLVESGGDVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWV

VSS

AVISYDGSNKYYADSVKGRFTISRDNSKSTLFLOMNSLRAEDTAVYFCVRGLPITMVRGAYSFDYWGQGTLVT
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31/57

ttctggttac
gcttgagtgg
ccagggcaga
gagcctgaga
gtggctggac

EGFR MFs

MF8233

DNA

¢ aggttcaget ggtgcagtct ggagctgagg tgaagaagec

6l tggggcctca gtgaaggtct cctgcaagge

121 cagctgggtg cgacaggccc ctggacaagg
181 caatgccaac acaaactatg cacagaagct
241 atccacgagc acagcctaca tggagctgag
301 ttactgtgca aaagatcgtc attggcattg
361 aggtaccctg gtcaccgtcect ccagt

AA

FWl: QVQOLVQSGAEVKKPGASVKVSCKASGYTFET

FW2: WVRQAPGQGLEWMG

FW3: RVIMITDTSTSTAYMELRSLRSDDTAVYYCAK

FWd: WGQGTLVTIVSS

CDR1: SYGIS

CDR2: WISAYNANTNYAQKLQG

CDR3: DRHWHWWLDAFDY

VH: QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQGLEWM
GWISAYNANTNYAQKLOQGRVIMTTDTSTSTAYMELRSLRSDDTAVYYCAKDRHWHWWLDAFDYWGQGTLVTIVSS

PCT/NL2020/050214

acctttacca
atgggatgga
gtcaccatga
tctgacgaca
gceectttgatt

gctatggtat
tcagcgetta
ccacagacac
cggctgtgta
attggggcca
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MF9891
DNA
¢ aggttcagcet ggtgcagtcet ggagcetgagg tgaagaagcece
61 tggggcctca gtgaaggtct cctgcaagge ttctggttac acctttacca getatggtat
121 cagctgggtg cgacaggccce ctggacaagg gcttgagtgg atgggatgga tcagcecgetta
181 caatgccaac acaaactatg cacagaagct ccagggcaga gtcaccatga ccacagacac
241 atccacgagc acagcctaca tggagctgag gagcectgaga tctgacgaca cggctgtgta
301 ttactgtgca aaagatctgt acggtcattg gtggctggat gectttgatt attggggcca
361 aggtaccctg gtcaccgtcect ccagt
AR
FWl
Fwl
QVOLVOSGAEVKKPGASVKVSCKASGYTFET
FW2
FwW2
WVRQAPGQGLEWMG
FW3 s
RVIMTTDTSTSTAYMELRSLRSDDTAVYYCAK
Fw4
Fw4
WGQGTLVTVSS
CDR |CDR1
1 SYGIS
CDR |CDR2
2 WISAYNANTNYAQKLQG
CDR |CDR3
3 DLYGHWWLDAFDY
VH
VE QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGOGLEWM

S

GWISAYNANTNYAQKLQGRVIMITDTSTSTAYMELRSLRSDDTAVYYCAKDLYGHWWLDAFDYWGQGTLVTVS
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MF9886
DNA
¢ aggttcagcet ggtgcagtcet ggagcetgagg tgaagaagcece
61 tggggcctca gtgaaggtct cctgcaagge ttctggttac acctttacca getatggtat
121 cagctgggtg cgacaggccce ctggacaagg gcttgagtgg atgggatgga tcagcecgetta
181 caatgccaac acaaactatg cacagaagct ccagggcaga gtcaccatga ccacagacac
241 atccacgagc acagcctaca tggagctgag gagcectgaga tctgacgaca cggctgtgta
301 ttactgtgca aaaggtccag gttctcattg gtggctggat gectttgatt attggggceca
361 aggtaccctg gtcaccgtcect ccagt
AR
FWl
Fwl
QVOLVOSGAEVKKPGASVKVSCKASGYTFET
FW2
FwW2
WVRQAPGQGLEWMG
FW3 FW3
RVIMTTDTSTSTAYMELRSLRSDDTAVYYCAK
Fw4
Fw4
WGQGTLVTVSS
CDR |CDR1
1 SYGIS
CDR |CDR2
2 WISAYNANTNYAQKLQG
CDR |CDR3
3 GPGSHWWLDAFDY
VH
VE QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGOGLEWM

S

GWISAYNANTNYAQKLQGRVIMITDTSTSTAYMELRSLRSDDTAVYYCAKGPGSHWWLDAFDYWGQGTLVTVS
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MF9873
DNA
¢ aggttcagcet ggtgcagtcet ggagcetgagg tgaagaagcece
61 tggggcctca gtgaaggtct cctgcaagge ttctggttac acctttacca getatggtat
121 cagctgggtg cgacaggccce ctggacaagg gcttgagtgg atgggatgga tcagcecgetta
181 caatgccaac acaaactatg cacagaagct ccagggcaga gtcaccatga ccacagacac
241 atccacgagc acagcctaca tggagctgag gagcectgaga tctgacgaca cggctgtgta
301 ttactgtgca aaagatagag gttggcattg gtggctggat gectttgatt attggggcca
361 aggtaccctg gtcaccgtcect ccagt
AR
FWl
Fwl
QVOLVOSGAEVKKPGASVKVSCKASGYTFET
FW2
FwW2
WVRQAPGQGLEWMG
FW3 FW3
RVIMTTDTSTSTAYMELRSLRSDDTAVYYCAK
Fw4
Fw4
WGQGTLVTVSS
CDR |CDR1
1 SYGIS
CDR |CDR2
2 WISAYNANTNYAQKLQG
CDR |CDR3
3 DRGWHWWLDAFDY
VH
VE QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGOGLEWM

S

GWISAYNANTNYAQKLQGRVIMITDTSTSTAYMELRSLRSDDTAVYYCAKDRGWHWWLDAFDYWGQGTLVTVS
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DNA
¢ aggttcagcet ggtgcagtcet ggagcetgagg tgaagaagcece
61 tggggcctca gtgaaggtct cctgcaagge ttctggttac acctttacca getatggtat
121 cagctgggtg cgacaggccce ctggacaagg gcttgagtgg atgggatgga tcagcecgetta
181 caatgccaac acaaactatg cacagaagct ccagggcaga gtcaccatga ccacagacac
241 atccacgagc acagcctaca tggagctgag gagcectgaga tctgacgaca cggctgtgta
301 ttactgtgca aaagatcgtc attggcattg gtggctggac ggctttgatt attggggcca
361 aggtaccctg gtcaccgtcect cgagtgtctce cagt
AR
FWl
Fwl
QVOLVOSGAEVKKPGASVKVSCKASGYTFET
FW2
FwW2
WVRQAPGQGLEWMG
FW3 FW3
RVIMTTDTSTSTAYMELRSLRSDDTAVYYCAK
Fw4
Fw4
WGQGTLVTVSS
CDR |CDR1
1 SYGIS
CDR |CDR2
2 WISAYNANTNYAQKLQG
CDR |CDR3
3 DRHWHWWLDGFDY
VH
VE QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGOGLEWM

S

GWISAYNANTNYAQKLQGRVIMITDTSTSTAYMELRSLRSDDTAVYYCAKDRHWHWWLDGFDYWGQGTLVTVS
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MF6744 anti-CD137 antibody sequence:

PCT/NL2020/050214

DNA
g aggtgcagcet ggtgcagtcect ggagcagagg tgaaaaagcec
61 cggggagtca ctgaaaatct cctgtaaggg ttctggatac agetttacca gectactggat

121 cggctgggtg cgccagatgce ccgggaaagg cctggagtgg atggggatca tctttcectga
181 tgactctgat accagataca gtccgtcctt ccaaggccag gtcaccatct cagccgacaa
241 gtccatcagt accgcctacce tgcagtggag cagcecctgaaa ccctcecggaca ccgcecatgta
301 ttactgtgtg agacttggtg gatatagtgg ctacgctgag gattttgttg acttctgggg
361 ccagggaacc ctggtcaccg tctccagt

AA

FWl: EVQLVQSGAEVKKPGESLKISCKGSGYSFT

FW2: WVRQOMPGKGLEWMG

FW3: QVTISADKSISTAYLOWSSLKPSDTAMYYCVR

FW4: WGQGTLVTIVSS

CDR1: SYWIG

CDR2: IIFPDDSDTRYSPSFQG

CDR3: LGGYSGYAEDFVDF

VH: EVQLVQOSGAEVKKPGESLKISCKGSGYSFTSYWIGWVROMPGKGLEWM
GIIFPDDSDTRYSPSFQGQOVTISADKSISTAYLOWSSLKPSDTAMYYCVRLGGYSGYAEDEFVDFWGQGTLVTIVSS
MF4327 (CLEC12A)

QVOLVQSGAEVKKPGASVKVSCKASGYTFTSYYMHWVROAPGOGLEWMGIINPSGGSTSYAQKFQGRVIMTRDTST ST
VYMELSSLRSEDTAVYYCAKGTTGDWFDYWGQGTLVTIVSS

H1H7232B (1129) VH - MF6955 in combination with common light chain
VH gene: IGHV3-9

DNA:
gecggeccagecggecatggecgaggtgecagetggtggagteggggggaggcttggttecacecectggecaggtecctgaga
ctctectgtgecagectctggattcacctttgatgattataccatgcactgggtecggecaagetccagggaagggectyg
gaatgggtctcagatattagttggaatagtggtagcagaggctatgeggactetgtgaagggecgattcaccatctee
agagataatgccgagaactceccecctgtacctgcaaatgaacagtectgagagetgaggacacggecttgtattactgtgea
aaagataaaagtggctacggeccactactactactacgectatggacgtctggggecaagggaccacggtcacegtetece
tca

Protein:
AAQPAMAEVQLVESGGGLVHPGRSLRLSCAASGFTFDDYTMHWVRQAPGKGLEWVSDI SWNSGSRGYADSVKGRFEFTIS
RDNAENSLYLOMNSLRAEDTALYYCAKDKSGYGHYYYYAMDVWGQGTTVTVSS
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H1H7241B (1145) VH - MF6964 in combination with common light chain

VH gene: IGHV3-9

DNA:
gcggceccagecggcecatggecgaggtgcagetggtggagtetgggggaggettggttecagectggecaggtecctgaga
ctctectgtgecagectectggatttacctttgetgactataccatgecactgggtecggecaaggteccagggaagggecty
gagtgggtctcagatattggttggaatagtaatactataggctatgeggactcetgtgaagggecgattegecatetee
agagacaacgccaagaactccctgtatcecttcaaatgaacagtetgegacctgaggacacggecttatattactgtgta
aaggataaaagtggctacgggaaattccaatacggtttggacgtectggggecaagggaccacggtcaccgtetectea

Protein:
AAQPAMAEVQLVESGGGLVQPGRSLRLSCAASGFTFADYTMHWVROGPGKGLEWVSDIGWNSNT IGYADSVKGRFAIS
RDNAKNSLYLOMNSLRPEDTALYYCVKDKSGYGKFQYGLDVWGQGTTVTIVSS
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Figure 19

CLEC12A (SEQ ID NO: 1)

>NC 000012.12:9951268-9995209 Homo sapiens chromosome 12, GRCh38.pl3 Primary
Assembly
CTATTTAGCATTGCTGCTGCCAGCCCCAACCACATTTCTGATTGCCTAGGAAGAACAGCCTTTCAAATTT
GACTTCTGCATGTGGATAGGTGAGTGTCTTTTGTGGATACCGACAGTGGGAATGGCTCCTCTCAATTTGA
GAAATTCTGAAGGAATTTCCATTGGCAAGTTCAGCAAGGCCAACTGACGGAGAGAGGAAGCACCCTGACT
GTTCCAGTTCAGACACTCTTGGGGCTTGTTAGTAATTGAGTATGTGTCTGGATAAGTGAGTGTCATTTGT
GGGTCCAGACAGCAGGATCTGCTTTTCTCAATTTGAGAAATTCCGAAGGAATCTCCATTTGCAGATTGAA
CTAGCCCAACAAACAGGGAGAAAGCAACTCAACTGTTTCAGTTTIGGACTCTCTTGGGACTTGCTTATTGT
TGCAGCAGTTAGATTGTATTCTGGTGGTTGTTTGTGTGTTGATGTAGTTGTGGGAGATCAGGGTTTGATC
TGAGTGCAGACCGCTTGGGTGTATTCTTCAGGGTTGGTCTGCATGTGGCTGTGGGCCAGTGGAGTGAGGG
AACATCTCTACCCGTATCACGCTGAACATGCCCAATCTCATCTGATCTCAGACAGTCTTTGAATTGTAGC
ACTGCCTTATATTTGGATTTATTTTGCTGTTGAATGTGAATATGGGATGGAAGTCCATGTCTCCAGGCTT
CTATGCTGCTGCTCTAAGGACAGGCAGGCCTGATTAGTATGTGCTGCTGTTTGGCTACAGAGTTCTTTGG
AGTCTGGAGAGATTTGGCCTTTAAAAATCAAACTGTCAGACCCTGTCTCAAGGAAAAAAAAAAAAACAGG
ATGTGAGCGCTCTCCCTCTCCCTCTCCCTCTCCCTCTCCGTCTCCCTCTCCCTCTCCCTCTCCGTCTCCC
TCTCCCTCTCCCTCTCCGTCTCCCTCTCCCTCTCCCCACGGTCTCCCTCTCATGTGGAGCCGAAGCTGGA
CTGTACTGCTGCCATCTCGGCTCACTGCAACCTCCCTGCCTGATTCTCCTGCCTCAGCCTGCCGAGTGCC
TGCGATTGCAGGCACGCACCACCACGCCTGACTGGTTTTGGTGGAGACGGGGTTTCGCTGTGTTGGCCGG
GCCGGTCTCCAGCCCCTAACCGCGAGTGATCCGCCAGCCTTGGCCTCCCGAGGTGCCGGGATTGCAGACG
GAGTCTCGTTCACTCAGTGCTCAATGGTGCCCAGGCTGGAGTGCAGTGGCGTGATCTCGGCTCACTACAA
CCTACACCTCCCAGCAACCTGCCTTGGCCTCCCAAAGTGCCGAGATTGCAGCCTCTGCCCGGCCGCCACT
CCGTCTGGGAAGTGAGGAGTGTCTCCGCCTGGCCACCCATCGTCTGGGATGTGAGGAGCCCCTCTGCCTG
GCTGCCCAGTCTGGAAAGTGAGGAGCGTCTCCGCCCGGCCGCCATCCCATCTAGGAAGTGAGGAGCGCCT
CTTCCCAGCCGCCATCACATCTAGGAAGTGAGGAGCGTCTCTGCCCGGCCGCCCATCGTCTGAGATGTGG
GGAGCGCCTCTGCCCCGCCGCCCCATCTGGGATGTGAGGAGCGCCTCTGCCCGGCCGAGACCCCGTICTGG
GAGGTGAGGAGCGTCTCTGCCCGGCCGCCCCGTCTGAGAAGTGAGGAGACCCTCTGCCTGGCAACCALCCC
CGTCTGAGAAGTGAGGAGCCCCTCCGCCCGGCAGCCGCCCCGTCTGAGAAGTGAGGAGCCTCTCCGCCCG
GCAGCCACCCCATCTGGGAAGTGAGGAGCGTCTCCGCCCAGCAGCCACCCCGTCCGGGAGGGAGGTGGGE
GGGGTTAGCCCTCCGCCCGGCCAGCCGCCCCATCCGGGAGGGAGGTGGGGGGTCAGCCCCCCGCCTGGCC
AGCCATGCCGTCCGGGAGGGAGGTGGGGGGGTCAGCCCCCTGCCCGGCCAGCCGCCCCGTCCAGGAGGTG
AGGGGCGCCTCTGCCCGCCCCCCCCTACTGGGAAGTGAGGAGCCCCTCAGCCCGGCCAGCCACCCCGTCT
GGGACGGAGATGGGGGGTCAGCCCCCCCGCCCAGCCAGCTGCCCCGTCCGGGAGGGAGGTGGGGGGGTCA
GCCCCCCGCCTGGCCAGCCGCCCCGTCCGGGAGGGAGGTGGGGGGGTCAGCCCCCCGCCTGGCCAGCCGL
CCCGTCCGGGAGGGAGGTGGGGGGGEGTCAGCCCCCCCGCCCAGCCAGCCGCCCCGTCCGGGAGGTGAGGG
GCGCCTCTGCCCGGCCGCCCCCTACTGGGAAGTGAGGAGCCCCTCTGCCTGGCCAGCCGCCCCGTCCGGG
AGGGAGGTGGGGGGGTCAGCCCCCTGCCCGGCCAGCCGCCCCGTCCGGGAGGTGAGGGGCGCCTCTGLCCC
GGCCGCCCCTACTGGGAAGTGAGGAGCCCCTCTGCCCGGCCACCACCCCGTCTGGGAGGTGTGCCCAGCA
GCTCATTGAGAACGGGCCAGGATGACAATGGCGGCTTTGTGGAATAGAAAGGCGGGAAAGGTGGGGAAAA
GATTGAGAAATGGGATGGTTGCCGTGTCTGTGTAGAAAGAAGTAGACATGGGAGACTTTTCATTTTGTTC
TGCACTAAGAAAGATTCTTCTGCCTTGGGATCCTGTTGATCTGTGACCTTACCCCCAACCCTGTGCTCTC
TGAAACATGTGCTGTGTCCACTCAGGGTTAAATGGATTAAGGGCGGTGCAAGATGTGCTTTGTTAAACAG
ATGCTTGAAGGCAGCATGCTCGTTAAGAGTCATCACCAATCCCTAATCTCAAGTAATCAGGGACACAAAC
ACTGCGGAAGGCCGCAGGGTCCTCTGCCTAGGAAAACCAGAGACCTTTGTTCACTTIGTTTATCTGCTGAC
CTTCCCTCCACTATTGTCCCATGACCCTGCCAAATCCCCTCTGTGAGAAACACCCAAGAATTATCAATAA
AAAAAAAAAAAAAAAAAAAAAAAAAATCAAACTGTCAGCTGGGCGCAAGAAACTGAGGTGGGCAGATACT
TGAGCCCAGGAGTTCGAGACCAGCCTGGGCAACATGGTGAAACCCTGTCTCTACAAAAAATACARAATATT
AGCTGGGTGTAATGGTGCATACCTGTAGTCCCAGCTACTCAGGAGGCTGAGGTGGGAGGATTACCTGAGC
CTGGGAGGTTGAGGCTGCAGTGAGCCTTGATCACACCACTGCACTTCCAGCCTGGGTGACGGAGATCCTG
TCTCAAAAAAAAAAATAATCAAACTATCATGGAAACTGCTTTATTCAAAATTTTGTTTCACAACCTTTAT
TGGATTACCTATCAGAACAAATAAAGTTCAACCATGTGAACATGTTCATAAACCAGTGAGTTTGCATTGC
TATCTCATGGCTGGAATTTAAAGGTAAAAGCTATTGGATCTTTGTGTGTATGTAGGTATATGTGTCTAGA
TGTTACGTGTTGTTTTTAGAGGGTAGCAAATTGGCTTATAAATTAAAAAGCGTTCATAAATTAAGTAAAT
GAGTCTAAGCATTTTTCAAGTTTACATGACTTAAGTAAATCTTTAATAAACAAGAGAGCTTTTAGATCAT
TTGTAAAATAAAAATAGAAATGCCTTTGGAATTGTCAGCATACTTTTTTTGTTTGGGTTTTACATTTGTC
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TCTGCTAGATATTTAAAGGTGTCAGGGTTTGACAAAGAGATTATAAGACTATAAACCCAGCCAAGAACAA
AATTATCTTTGTGTGATTTTTTGATAAATAAGACTAATTTAATGTCGTTAGGTTAATAAAAATAGCTGAA
ACTTTTGCATTATTGGTGCAAGTATCCATGTATTTTACTTTATGTTTICTTTTTTTTAAAAACGGAGTCTC
ACTCTGTCGCCCAGGCTGGAGTGCAGTGGCCCGATCTCGGCTCACTGCAAGCTCTGCCTCCCGGGTTCAC
GCCATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGACCACAGGCGCCCGCCACCACGCCCGGCTAATTTT
TTGTATTTTTTAGTAGAGAAGAGGTTTCACCATGTTAGCCAGGATGGTCTTGATCTCCTGACCTCATGAT
CCTCCTGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGTGTAAGCAATCATGCCCAGCCAACTTTATGTT
TCTTACTTAGGTGAACATCTAATATATACAAGTTATAAAAATGGTTAACAAGGAAATAATGAATAGCTTT
GATATCTCTTTTCTCATAAGTAATATAGATAATTGCTAAAAAAGTGAATGAAATATAAATGGCATAAATG
CTCTAAGTGAACTTTTTGTGTAATTTAATATCTTGAAGTTATTTTGGATGCTCATGAGATGTGTGGGTCA
TTTCCAATTATGAAAGGGTTTCAATACAGAAAGT TAAATGATGTAAAAACCTTAATTCCTTTAAATCTCA
GTTTTCCTAAGCAATCAAAAACCCAATAACAATGACATAGAAATTATTTTGATAAAATGTAAAATTTGTT
TCTCAGGTCAGTTACCAAAAGGCAAAGAAAAACCTCCTGCAGTGTGATTGCTTCTCCTATCAGAGTCCCA
TCTCGAAAACCTGAAAATCAAACCTGATAAATGATGTAGACATATCAAGAAAAGCCAAGAGGACAGAATC
AAGCTATACTGGAGGAAAACGTTGCTITCTCTAGAATTTTAAAATAAATATTTCAGCATCAGACCATGACA
GCAGTTAAGGCAAGAGGGAAAAAAAAGATACAAGAACTGACAAAGTTGAAGGAGATAGTTTCATTTCAGG
TTCCTTCAAGGGGAGACAAGCTGACAGCAACAAAACACAAGAAAGCTGCACTTTGGAGATATAGATCTGA
GAAGTATTCAAAAAGTAACAGATTATAGAGTCAAAATCAAAACCTCTCATCCAATCAATATTTTAAGAAA
ACCTTGTTCTAACCCAGGGGACTAATCTATATCTCTCTCCCCTAGTTACTGGATCCTTTCTACCCTGTTT
CATAAACAACCTAAGTCTATAATTTGAATTAACCTTTAGATAACTTCTGAGTTAAACAAAATTATTTCTT
TAATCAATAAGAACACATCTTCTTTGGCACATTGTACATGGAATCATACAATTTGCTGGAATTCTTATTC
TTAGTAATCCTAAATTTTAATGGAAACCTAGGAAGCAAGAAATCCTGGGCTGTCTATCAGATATTAACAT
TTTATAGATGAGAAACATGAATGTTCTCAGGCCCAGAAAACTCAAGTTGTTTTGGGACCTCAAGAAAAGA
GGAATTCACCCAATTCATACAGGTATCTGCAAGCACAGATCAATTATTGGTTGTGCTCGAGAGGCCTTTA
AAAATCAAATCTGAGATTCCTTATGAAAAGTTCCAGCAAAGCCAATTTAAAAAAGCCTATATGAACAATA
ATTCTTGCTTCAGTTTATGCAAATAATCAGGCAAACTATAATAAGATTAAAACAGATTTTGCAAATAAAT
TGGTCCTACTGTGATTTGCCTTTCATGGAAATGGGGAGCTGGAGAGAGAAACATTATGTTTTGGAAGAAA
ACTGCAGTACACCTGTTATTAGATTAATCTITTGACCTATGGCAACCTGGTCATCCATGGTATGGAGATAC
ATCTGTGCTGTGCTGCATTCAGTTATTAAAAGTATAAGTTACCAGTGGAATTTAGATATGGATTCATCAC
CTCAGAAGTTGGTTCACTGGATGCATAAGGAAATAAAAACTAATTTTTAAAAAAGCAAAATTTTCAATCC
CTTGGTTTTTGTTATCGATATAAACCAAAATGTATCTGAGGTAGGTCTCAATTAATTTCAAAGTTTATTT
TGCCAAGGGTAGGGATATGTGCCTGAAACACAAGTCTGTGCCTTTCTCCAAAGATGCTTTTGAGGGCTTC
AATATTTAAAGGGGAAAGGGCAGATATTGGGGAAAGAGGAAGAAATTTTAAAAAGGTGTGGGTAGGGCGG
TGGCTCATGCCTGTAATCCCAGTAATTTGGGAGGCCAAGGTGGGCAGATCACCTGAGGTCAGGAGTTTGA
GACTAGCCTGACCAACATGGACAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGTGTGGTGGTG
CACGGCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACTCGGGAGACAGAGGTTG
CAGTGAGCCAAAATCGTGCCACTGCATTCCAGCCTGGGTGATGACAGAGTGAGACTTCATCTCAAAAAAA
AAAAAAACAAAAAAACAAAAAARAAGGTGTGGGTAGATAAGAGACAAATGGTTGTATTCTTTTGAGATTTT
GATCAGACTTTCACTAAATACACAATTACATGTGAGAGTGGGGTAAAGAAATAGTCACTTATGCCTCAGT
CTAGATCAGTGAATCTGCATTTTTATACAAACGAAAGGGCAGAGGAAGCAATCAGATATGCATTTGTTIC
AGATGAGCAGAGGGTTGACTTCAAGTTCTATCCTTTGTCCCATACCTGTGAAGATAAGCTATCAATTTAC
ATTGCCAGGGTGAAATTCAATCGAATAAAATGGGAGCCAGGTTTGCCTGACACAATTCCCAGCTTGACTT
CTCTCTTTGGCTTAGTGATTTGGGGACCCCAAGATTTATTTTICCTTTCACATCTGTAATAGCTAAAATTA
AAGTAGGAGAATATTGGGTCAGGCTTTGAGGCCAAACCAAGCCTAGATGTGGGTCTGTCTGAACTCAGAT
CACTAGCCTCAAGGCTGCTCATGAAGAAGAAAATTATGCCAGGAAACCAGAAAGTACCTCTGAGATCTGT
GGTTTCCTGGAAGGTAGTCAATGTGGGGAAGGAGTGAATTAAAGTGACTTCTGAAACTAGAGGGTATAAT
GTGAAGGAATTGTTCTATTTTGCAAATCAGTATCATTAGCTTCCTGAACCTTTACTAAAATAAATTGTGA
GAGTAATTACTTTAGGCACAATGTCTTTGGTTTTAAATGCTGCAGAGTGGAAGATCCGGTTGATACAGAA
CCCACGGCTCACAATTGAACAGTTGCAGATGGGTACATATAATCCGGGCACACAGGAGGTTATTCCCAAA
AGAACAGCCTACTTGGTGGACTGGATAAAACACTGTGAGAACTATTTACTCTGAGAAGGAGAATTGTCCC
ACTCCACCTATAAATGCCAAGTGGAGCACTCCAGATGAAGCAACAGATATGCTTCAAATGTAAGCCACGG
GGGACTGGCTTTATAATGATGTGGCAGGCCAGGTCACTAATGCAGGCCTCCATAACAACTGTTTCAGTAC
TGACTGAGTGGTTAAGTTAAATGTTAAAAGGTAAAAAAGCCAGTGGCCTTATACAAACTCTGGATTGTAA
CAAAAGCCCACCACGAGTTTTGCCTAGGACTTTCCTGGGGCTTGGACCCATGACAAGATAATGAAGGAAT
TCTTAACAGGACCAGATTAGGATTAAACAAGTTTTACCGGCAGTCTGAAGAAACTTCCCAGGCTTCCACA
GACAAGTTTATTGGAGATCTCAAGGAAGTTCCCAAACCTCCATGATTTAGCAGGAGACAAGATAGGGTAA
TCACCCCAGCACCTGGACCCATATAGATTAAGTAAATTTACTAAGCCTCCAGAGGAAGGTCTTCAGAACT
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CAGATCTCAGTTATAGATTACAAGAAGTTAATCACTCATGTTTTTAGATGAATGCACTTACACACAGACA
TATAACTTAGAAGGTAATAAGCTCTGGAAGACTTTGTAATTITGAGTTGGTCTGGCAATATTTTCCAGGC
CTTCTCCCTATAACTTGTTAAAGAAATAAAAACTCTTCCTCCCCAGTTCATCTGCATCTTGTTACTGGGC
TGGAAGAAATAGCAGTCTGACCCTCAGTTTGGTCCAGGAACAATGATAGAAATATTAACTTGGCTGGGCG
TGGTGGCTCACTCCTGTGATCCCTGCACTTTGGGAGGCTGAGGCGGGTGGATCACATGAGGTCAGGAGTT
TGAGACCAGCCTGGCCAACATGATGAAACCCCATGTCTACTAAAAATACAAAAAATTAGCTGGGCGTGGT
GGCGGGCACCTGTAACCCCAGCTACTCTGGAGGCTGAGGCAGGAGAATCTCTTGAACCAGTGAGGCGGAG
GTTGCAGTGAGTAGAGATTGTGCCACTGCACTCCAGCCTGGGAGAGAAGAGCGAAACTCTGTCTCAAAAA
AAAAAAAAMAAGAAGAAAGAAATATTAACCTTACTTTTTGGTTTTTGGCTCTTTCGTTGCTTTGAGTTTTA
ATGGTAATGAGTCCCTGGCACCTCTATTICTITGTGTGGCCTAGAATGTTTAATTGACTATAAGTCTTTTTT
GACTCTAAGTCCCTTGGTTACAGGGGTCCCACTGACGAACAGGATGGACTCGGGGCAGGTAGTCATACCA
CCTTGGAAATGATATGGAACAAAATAAAGTTTGGCAATCAATGCTCCCTCTGGCATATTCCAAGGAGACC
TCAGTTTCCAAGAGATAAATCTTACCTGGGAAAAGGTCTTGCCCCTTGCCCTGCTGAGGGTACTGGTAGC
TCCCAGAAATGGATTAGCTCTTAGCCCCTTTCAAAATGTTTACTTGGAGACTGTTTTCCTGGACTCTCTG
ATGCTTGAGGATTTTTTCCTCCCCTGAAACAGAAGCTATGTCATACATGAAACAATTAGGGAATATATTA
ACTAGTCTCTCCAACAGACTTCATTTCTIGTATGGACTTGCCTCTTCCCTGTTTGAAACCAGGGAATCGAA
TCATACTGAAGACCTGGAAATCCCATCAGGCTGAAGACTAGCTGCAACCACAATAGGTCAGTCTTTTTAA
GGTGCTGCTGACCACCCACTCGTCTATCAAGTTAGCCAGTGTTAAACCATGAATTCAACATACTCAGTAA
AACTAGTCACTGTGGGATCCCTCCAGGGGAAACAGTCATGCTCTTGTGAACCTATACATGGCCTTAAGTT
AATATTGAAAGCCCAGCCAAAGATCCTAGATAAGAAACTGTAAAAGGAATATGCATTTTTCAGTTATTAT
TCTCTTTAAACCCACAGCTTTTCACATATAAGATATAATGAATCAGGAATACTTTTTGGTAGGCTTAGGA
TTGTTCTCTTGGATTCCCCAAGGGATCCACTCCAAATTCTCTGGTATTTTAAAATTGGTTTATCTATATT
ATTTATCATCCTTGTTCAATGTGGCCTAAAACGTTGTTCTAAAACTGAAATAAAAGTACCCAGATCATAG
TGCTCCAATGACTACTTCTGATTATAGTGCCACATTTCCATTCCTTATCATTATTCCACCTCACACGTCC
TCAGCATGAAGCAGCCAGAAGGATCAATGACCAGATTCTCCATGATTGAGGAAGTGATAAATAGAAAAGA
GAGACTGAAACCGGCCCCGTTATCTTATAGAACTAATATTTACAGTTGTTTTTGTTTGTTTTGCTTTGGA
ACATAGAAATGGACCCTGTCTGGTCTTAAAACTTGAAACTTIGTTTIGTTTTCCTGAGTTTCTTGCTTAGAA
AACCGACTTTCAGGCAAGGAACTGAAACTCATCAGAGCACCACACCCAGGCAATGAGACTGCAGATCCTT
CACCCAGCATGATTTTTTCCCTACCTCTGCCTAATTTCTATTTTTCCCCTGTCCACGTAGCATCAAACTC
TGTAAAATATTTGAAGAGATTTATTCTGAGCCAAATATGAGTGACCATGCCCGTGACACAGCCCTCAGGA
GGCCCTGCGAACATGCACCCAAGGTGGTTCAGGTACACATTGGTTTTGTACATTTTAGGGAGACACGAGG
CTTCAATCAACTATAAACATTTACTGATTGGCAATTGGTTGAGTTTATCTAAAGGTCTGGAATCAATAGA
AAAGAAATGTCTGGGTTGTGGTAAGAGGTTGTAGAGACCAAGGTTTTATCATGCAAATGAAGCCTCCAGA
CAGCAGACTTGAGAGAGACTTAAGTATTAATGCCTGAGAGATATAATGAAGCGTGTTCGACACGCACTTC
CTGTCATGGCCTGAACCCATCTCTCAGGTTAAATTTTCAAAGAGCTGTGGTTGAAGAGGGAGTCCATTCA
GATGGTTGAGGGGCCTTAGAATTTCATTITTITGGTTTACACTCCCCACACAGCTACATTTCTGCCTGCACA
TAGCTACATTCCTTCCTCACTATATAACCTCCCAATTTTAGTTTGTTGGAGAACAAAGCCAGAATAAAGC
CAATCCTAGTCATAGCATTGCAACTTGTATCAGATGAAAGAAACCTACAAAAAGATAATTATAAAATTTA
GATAAAATGTATAAAACAACTGAGAAGGCAAAATTTGAGGGGCTCCAATTAATCAAGGTTTACCGCTTAT
ATTCTGTGTGACTGCCAGAAAAAAAGAAACAAAACTTTTTGGTAGGAAGATCATTTAAAATTTCTGTTTT
TAATACATAAGGCCTGTTATTTAATAAAAAATTATGAGACAACCTAAAAAAAAAGAATTAAATATCAAAA
CACCAATTGACAAGCCAAATGATAAAAACTGGCCTACATATGGTTCAGAAAATGATTTCAATAAATCTAC
TCTTCACCATTCTAATCCCTTTGCAGTGCCCTAGGATGGTGACTGACTCTCATGTATAATATCCCTGGAC
ACTATTGTCCTGAAGCTCTAGGTATGTTTGTGCTAATAGGAAGAATAGGCAAAAGATTTAAAGGTGGGAG
AATCCTTCCCTACAGCACTAGGAAATGGATATGGAGTTGTTCTCGCTGAGTGTACCTCCAGGGAGGCAGC
CTTCATCAGCTATAGTTTCTGCTGCTTCAGTTAATTGCTACCAGCAATGTTCTCTCAGGCCTAATGTAGT
AATGGCTTCCGGCAGTAGCTAGCCCTGGGGTATTTCACTATCCCTCATGGTTTCCTTTGGTCTTATCTCT
ATCTTGTAAATTGTCCTGTTATTTTATCTTCTTAAATTTTCCTTTTAATGTATAACCGGTTTTTTCTTTT
TTTTTTTTTITTTITTGGATCCCAAGTGTGTGTTTCTTITTTGGTACCTGAGTATATCACTGTCACTGTGGTC
TCTCAACTTTTAAATTATGTGACTCTGAAGGTGTGTGTCTCCAAATTTTTATCCCTGTGCACTTTTCTTC
ACCTGTCTTCATTTCTTTICCCTTTITTITCCGTTATAACTTTCACTCACATCCGTGTGAAGAGACCACCAAA
CAGGCTTTGTGTGAGCAACAAGGCTGTTTATTTCACCTGGGTGCAGGTGGGCTGAGTCCGAAAAGAGAGT
CAGCGAAGGGAGATAGGGGTGGAGCTGTTTTATAAGATTTGGGTAGGTAGTGGGAAATTACAGTCAAAGG
GGGCTTGTTICTCTGGCGGACAGGAGTGGGGGCCACAAGGTGCTCAGTGGGGGAGCTTTTGAGCCAGGATG
AGCCAGGAGAAGGAATTTTATAATGTCATCAGTTAAGGCAGGAACAGACCATTTTCACTTICTTTTGTAGT
GGAATGTCATCTGTTAAGGCAGGAACCGGCCATCTGGATGTGTATGTGCAGGTCACAGGGGATAGGATGG
TTTAGCTTGGGCTCAGAGGCCTGACATTCCTGTCTCCTTATATTAATAAGAAAATAAAAATGAAATAGTG
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GTAAAGTGTTGGGACGGCAAAAATTTTGGGGGCTTGGTATGGAGAGATAACGGGCGATATTTCTCAGGGC
TGCTTCCAGCGGGATTAGGGGCGATGTGGGAACCTAGAGTGGGAGAGATTAAGCTGAAGGAAGATTTCAT
GCTAAGGGGTGATATTGTGGAGTTGCTAGAAGAAACATTTGTCATTTAGAATTATTCGTGATGGCCTGGA
TACGGTTTTGTATGAATTGAAAAACTAAACAGAATAAGAGAAGGAGAAAAACAGGTATTAAAGGACTAAG
AATTGGGAGGACCTAGGACATCTAATTAGAGAGTGTCCAAGGGGGTTCAGCATAATTACTTACTTGGTTG
GCAAGTTTTITGGGCTCTATCCTTGAGTTTTITTATGTTGTCATACACCAGGCCAGATTGATTTAGGTAGAA
ACAACACTCTTCATTTAAGAATATACAGAGTCCTCCTTTTTCAGCAGTGACTAAGTCAAGGCCTCAGCGG
TTTTGGAGGACAACTGCAGCTAAAGAGTCAACTTGGGCCTGGAGGACTGATAAAGTTTGTGATATGTCTG
TGATGCTAGCAGAGAAGACACTAGAGAGGCTATGGAAGGTCGTGACAGAGGTTGAAATGCCTCCTATTCC
AGTACCGAGAGCAATAGTGGAGGCAGAAAGTCTTAAACTGATAAGCAAGGGAATTAGTGGAATAACTCTT
TTTTGTCGTGTCGGTGTCATGAGGGGAACAGGGAGCTCTTCGGTCCTATTTGCAAATTGAATTTTAGGAG
TAAGGAAAACTAGTGTGCATGTACCTGTCCAATTAGCAGGTAGACACATGGAGGTAGAGGATCCACAGAG
GAAGAAGAGACCTTGTGCGAGGCAAAACTGGAGAAGCAAAGTAAAAAGATGAGAAGGAGTGCTGAAAGGG
GTGTCTTGTACCCAGACTCCTGGGGATCCAGCTAGGGCAGCAGCCATCAGAGGTTGTAATGGGGACTGGT
GGGGTAACTGCGTAGAGGGGGAGGTTCGATTTTCATGGTGTATGAGAAAATGTTGAGTGTCTATGAGCTA
CCTTTCACTGTTATTTATGGGGCTGGGTATAAGTAAACAACAAGAGGGCTTTGGAGATGAAGAGTAAAGG
AACATCAAAGTGAAAGGTTACCCAGGGGAATTCCAGTGGGTCTTTGCTGAGAGATACATAAAGGAGCAGC
CACAGGAATAGTAGTTTGTGTTGTGAGAGGTAAATACGGGGGGAGTAGAGTTGATACAAGGAGAAAGGTT
TTTTAAGTAAGTGTGGAGGAGGGCGGCAGCTTGCTGACGTGAAATGTCTGGGGAGGTCTAGCTGGACCTG
TCTAGAAAGTAAATGAGTTCATCAGGAGGGTAAAGGTGAGGGCTGTTAAAGGAAGTTTGGAGGTGTAGGA
GACAGGAGATGTTGCCTAGTCTGCATGTAAGGTGGGGACAGCTGTGTAGGCATTGGAAGAAAGGGAAATG
CAAAGCTAGAGTTTGTTCGCTAAGGAGGGATTAGAAACAGCTAGGAGAGAATGAGTAATGTTTATAGTGT
GGTGGAGATAGCTGGGGAGAGGTAGAGGGTGGCATAAGAATGGGAATGAGAATAAGATTGAGTATAAAAG
TAAAGAATAGAACTTCATCAGGGTGAAAGTATTGGAGGGTCCCCTGCCAGCAAAGATTATCTATCCCCTC
TGAGAGGGAGTTAAGAGTTGCCAGTCCTGGGTGGGGGCAAATCCTCGAGCTTGATGTGTAGGGAAAGGAG
GGGGCCTGAATAATCTATGAGGAGGAGTAGAATAGTAGATGGAACAGAAGTTATTTCCTTGAGGATAGAT
TTCCACGATGGAAAGGAAATGAGAGGTTCTAAGAGGTGGGCTGGTGACTTGTACTATAGCATAGCCTGCC
TTTGCTGGTGTGTGGCGATTAGGCCTGGTGGAACTACTATGAATAAACTAAGTGTGTTCAGGGTGAGGAA
CACGAAAGAAGGAAATATGAGGAAAAGGGGTGAATGTCAGGTGAATCAGAGAGATACAGTCATAGGGGTC
AGGTGTGGTATCCAGAATACTGTGGGAGGCTGGATTGAAGTCTGGGCCAGGAACAATGGTAATTGTCAGA
GACTTAACAAAAAGGGAGTGTAGCTGAAGGAGCCAGGGAGCAGAAAGTGTATGCGTCAGGTGGGAGAAAG
AAAATAGATTTTGGAAATTATGAGAACCGTAGAGAATGAGTTIGGGCATAGTTTGTGATTITTTTGGGCCTC
TAAAAGTATTAAAGCAGCGGCAGCCACTGCATGCAGACATGAGGGCTAGGCTAAAATGGTAAGGTCAAGT
TGTTTGGACAGAAAGGCTACAGGGTGCGGTCCCAGCTCTTGTGTAAGAATTCTGACTGCCCTAACCATGC
CTAGGAAGGAAAGGAGTTGTTGTTTTGTAGAAGGGATTGGGGTTTGGGAAATTAGCCGGACATGATCAGC
AGGGAGAGCACATGTGTTTTTATGAGAATTATGCTGAGATAGGTAAGAGATGAGGAAGAAATTTGGGCTT
GACTGAAGTAATGGGGGCTGTCTGTGAAGCCTTGCGGCAATACAGCCTAGGTAATTTGCTGAGTCTGATG
GGTGTCAGGGTCAGTCCAAGTGAAAGTGAAGAGAGGCTGGGATGACGGGTGCAAAGGAATAGTAAAGAAA
GCATGTTTGAGACCCAGAACAGAATAATGGGTTGTGGAGGGAGATATTGAGGATAGGAGAGTATATGGAT
TTGGCACCATGGGGTGGTTAGGCAAAACAATTTGGTTGATAAGGCACAGATCCTGAACTAACCTGTAAGC
CTTGTCTGGTTTTAGGACAGGTAAAATGGGGGAATTGTAAGGGGAGTTTATAGGCTTTAAAAGGCCATGC
TGTAGCAGGAGAGTGATAATAGGCTGTAATCCTTTTAAAGCGTGCTGTGGGATAGGATATTGGCATTGAG
CGGGGTAAGGTGATTAGGTTTTAATGGGATGGTAAGGGGTGCAGGATCAGTCGCTAAGGAGGCAGTAGAG
GTGTCCTATACTTGTGGGTTAAGGTGGGGAGATACAAGGGGAGGATGTGAAGGAGGCTTTGACCTGGGGG
AAAAGGTGGCAATGAGGTGTGGCTGTAGCCTAGGAATAGTTAGGGAAGCAGATAATTTAGTTAAAGTGTC
TCAGCCTAATAAGGGAACTAGGCAGGTGGGGATAACTAAAAAGGAGTGCTTAAAAGAGTATTGTCTAAGT
TGGCACAAGAGTTGGGGAGTTTTAAGAGGTTTAGAAGCCTGGCCATCAGTACTTACAACAGTTATGAAGG
CAAGGGAAACAGGCCTTTGAAAAGAAGGTAATGTGGAGTGGGTAGCCTCCGTATTGATTAAGAAGGGGAC
GGGCTTACCCTCCACTGTGAGAGTTACCTAGAGTGTCTGTGATGGTCCTGTAGGCTTCTGAGGTGATTGG
GCAGTGACAGTCTTCAGTTGTTAAGCCGAGAAGATCTGGGAAGGAGTCAGTCAGAGAGCCTTGGGGCAGA
GTTCCAGGGGCTATGGGAGTGGCTGCCGGTGAGATGGACAGTCTGATTTCCAGTGGGGTCTTGCACAGAT
GGGACATGGCTTAGGAGGAATCTTGGGCTGCGGGCATTCTCTGGCCAGGTGGCCAGATTTCTGGCACTTT
TAGCAAGCTCCTGGGGGAGGCAGGCCTGGAGGAATGCCTGGCCACTGTGGTTTAGGCGTTTGGAAGTTCT
TGCGTGCTGGAGATGTGGCTGGGGTTTGTCTCACAGTGGAGGCAAGGAATTGCAACTCAGAAATATGTTG
CTACTTTGCTGCCTCTACTTTATTATTGTACACTTTGAAGGCGAGGTTAATTAAGTCCTGTTGTGGGGTT
TGAGGACTGGAATTTAATTTTTGGAGTTTTATTTAATGTCGGGAGCAGATTGGGTAATAAAATGTATATT
GAGAATAAGACGGCCTTTTGACCTTTTAGGATCTAGGGCTGTAAAGCGTCTCAGGGTTGCTGCCAAACGA
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GCCATGAACTGGGCTGGGTTATTATATTITGATGAAAAAGAGCCTAAACGCTATCTGATTTGGGATAAAGA
AAAAGGAACATTAACCTTGACTATGCCTTTAGCTCCAGCCACCTTTTTAAGAGGAAATTGCTGAACAGGT
TGGGGAGGGCTAGTCATGGAATGAAACTGTAAGCTGGGCCAGGTGTGAGGAGAGGAGGTGATAAAAGGAT
TACAGGGTGGAGAAGTGGAGGCTGAGGAAGAATTGGGACCTAGCTCGGCCTGGTGAGGAGGCGAGAGGTC
ACATGGGTTTGTAGAAAAGGAAGATTAGAAAGACTCAGCGATGCTTGGGGTTGGGACTGAGGGGACAGGC
GGGAGGGAAAGAAGGAAGATTTGGGATGAGTTGCATTGGGAACAGAGACTAGGGAGGGACCAATGTGTAA
AAGAATGCCTGGACGTCAGGCACCTCAGACCGTTTGCCTATTTTACAACAAGAATTATTTAGATCTTGTA
GGATGGAAAAATGGAAAGTGACATTTTCTGGCTATGTGGAACTACTGTCGAGTTTGTATTGGGGTCAAGT
GGCATTGCAGAAGAAAATAAGGCATTTAGGTTTTAGGTCAGCTGTGAATTGAAGAGGTTTTAGGTTTTTA
AGAGCACAGGCTAAGGGAGAAGAAGGGGGAATGGAGGGCGGAAGCTTGCCCATAGTGAAGGAGGCAAGCC
CAGAGAGAAGAGAGAGTAGAGACATGGAGAGAAGGGGTTGGGGGTTCTTGCCCCCAAGAAGAGCGGTACT
TGCCGCTAAGGGTGAAGGAGAAGGGGTTGGGGGGTTCTTGCCCCCCAGAAAAGCGGAGAAGGGGTAGAGA
CATGGAGAAAAGCGGTGGGGTTCTTGCCCCCCAGAAAAGCAGAGAAGGAGTAGAGACACGGAGAGAAGGG
GTTGGGGGTTCTTGCTCCCAAGAAAAGCAGTACTTGTCGCTAAGGGTGAAGGACCAAGGCAGGTGTCCCC
ACATGGTCAGACACCTCTGAAACATGGGTGAATAATCAGGCAGGCATCCCTGCCTGATTCCAAAGGGAAG
ACTGTCTTCCCAATTCCGTGACTGGTGCCGGAGTTTTGGGTCTATGAATAAAACGCGTCTCCTTCATCTC
TGTCAGAAAAGGAAAGGAACTGAAATTAAGAGAGAGATTGAAGGGTGATGCCAAGATTGAAAGGAGAAAG
AGGTTGAGGGATAGTGAGAGAGGTTGGAGAAGAGAGTAAAAAGAGGCCACTTACTGGATTTAAAATTGGT
GAGATGTTCCTTGGGCTAGTTGGTCTGAGGACCAGAGGTCATAGGTGGATCTTTCTCATGGAATAAAGAG
CAGGAGGACAGGGGATTGATCTCCCAAGGGAGGTCCCCTGATCCGAGTCACAGCACCAAATTTCACTCGC
ATCCGTGTGAAGAGACCACAAAACAGGCTTTGTGTGAGCAACAAGGCTGTTTATTTCACCTGGGTGCAGG
TGGGCTGAGTCTGCAAAGAGAGTCAGCGAAGGGAGATGGGGTGGGGCTGTTTTATAAGATTTGGGTAGGT
AAAGGAAAATTACATCAAAGGGGGGTTGTTCTCTGGCGGGCAGGAGTGGGGGTAACAAGGTGCTCAATAG
GGGAGCTTTTGAGCCAAGATGAGCCAGGAGAAGGAATTTCAGAAGATAATGTCATCAGTTAAGGCAGGAA
CAGGCCATTTTCACTTCTITTTGTGGTGGAATGTCATCAGTTAACGCAGGAACCGGCCATCTGGATGTGTA
CATGCAGGTCATAGGCATATACACAGGCATATGATGGCTTAGCTTGGGCTCAGAGGCCTGACAATAACAA
CCCACAAAAAATATATAATTTAGGTAATGGATAATGTATCACTTATGTTTAATATTGGAAGACATCTGTA
ATTATATTTGCAGATTGTCTCTTAGTATTCAACTAGAATGAAAATTGATATAGGTTGATTTCATATCTTG
TCTATTGCAAATAGTGCTGCAATAAACATGGGAGTGCAGGTATCTATAGTATATATACACAATGGAATAT
TATTTGGCCATAGAAGGAAATGAAATCCTGTCATTTGCAGAAACAGGAGTGGAACTGAAGGTCATTATGT
TAACTGAAATAAGCCAGGCACAGAAAGACAAATATCACATGTTTCCACTCATATGTGAGAGCTAAAAGAA
TGAATCTCATGGAAGCAGAGAGTAGAATTGTGGTTACCAGAGGCTTAGAAAGGGGTGGTGGGGGATAAAG
ATAAGTTGGTTGGGTACAAAAATAAAATTAGATAGAAGGAACAAATTCTAGTATTTGATAGTACAGT GGG
AAAACTATAGTTGACAATAATTTATTIGTATATTTCAAAATAGCTAAAAGAGAAGAAATGTACTATTCCCA
ACAGAAGGAAAAGGTAAGTGTTTGACGGAATGAATATTCTTATTACCCTGATTTGGTCATTACACATTGT
ATACAGGTTTCAAAATATCACATGTACCTCCAAAATACATACAACTATTTTGTATCAATAACAAAATTTT
TAAAAAACTGATATAGGCTGTGAAGGGCAAACCATGTAGTCATCTCAGAGCTCAGCTTATTCTTGTGGAT
ATAAATGTTTTAGCTGGCTCTAAACCAAGGATTTTGTATGAAGTAATACTTATTCAAATATTTTCAACAA
AATAGAGTACCTTGCAAACAGGACTTTGAGATTTTTCATTTGTTTCCCTTTACAGTTCGTCATATACGCT
TCATCTTCTAGTGTTGATTGATGAAACAACGTTCCACATGAGACAGCAGAGCAATAGAACACAGAACAGG
ACTCTGCCTIGTGTIGGTGGCCGGTTTCCATCCTTTCACAAACAAAGAGATATTTATAAACAAATATTTATA
TGCAAATATTTGATCCACCTAGGAAAAATAGAGGGCTACTCTTTCCCACCAGGAGAGGCCTTATAGCCTG
TGCACATATTTGAACAAGGCAACCAGAGACTTTGATGGTCTCAACTCTACCACTCACCAACTGTGTGATG
TTGGATACAAACTTAACCACTTTGCAACTCACTTCCGCATCTGTAAAATAAGGGTGATAATAATAGCACC
TGGTTTAGAGAGTTGTAAAGATAAAAGCAACATTAGTAAAGTACTTAGGATGAAGTAATCATGTTTTGAA
TATATTTTCCTTTAAATGTGGCTGCCAATATTTTCATGGTAATATTTTCAAATGTATTCAATAGCTTTTT
CTTTATCAGGAGAAAATCAGTTGTITTTAATTAAATTGACATTGAATTTTTGATACATTTAGGAGAATTTA
GITTCTTTTTATACAGTATTGACGCTTCTAATCCCACAGCATGTTTTTCTATTTTTTTCTTTTCTTCAAT
AGTTTTAAAATTTTTTTGTTCATTITTIGGTTATGCAAATATCTAGTTAATTTCTATCTGTAATATTTTCCT
ATTTATTTTTAGTAGCTCTTATAAAGGGAGCATTTTGTTTTTCCTGTCTATCCTGACATAATAAAGCAAT
TAGTTTTTAATTGATTTTTAAAAATATTITATGCATTICTCTTITCATATGTATAATAATAATACCTAACCAT
TTTATGATTTACATGTGGCAATGTCAAGAAGAATTTTAAAGTAAGATTTACTAACGAATATTAGAGAACA
TGCTCAAAAACAGTCCTCTCCACCCCCTCACTTCCACTTGCATTCTTGATCAAGAAGTGAAATAAAAAAT
ACTAAGACTATTGAGTCAAACTAATAAGACACAAATCTGGACTTTGGAGACTCATTTCCCTCCCACTTTT
GATAGCTTAGCTGAGGAGGAGATCAAATGGTTGAGTCAGTCTGTAGAGAGATAGCAAGGCTGATTATAGT
TTTCCTGGCCTGCAAAGCTGTTTCCAGAGCCCTCAGTATACAGACCTTGGCCATCAGTATGCATACTCTC
TGGTGTGGTTTCTGGGCATCAGATCCCTTAATATATAGGTTGGCGCTAAAGTAATTTTGTAAACTTTTAA
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TGGCAAAAACCACAATTACTTITTGCTTTTAATGGCAAAAACCAGAATTACTTTAGCACCAACCTATATAT
TGTTATTTAGAGAAACTAGGCATTCCCTACCTCTCTTAGGCAAACCTATAGCTATGTAACATGGCAACGG
AATGACACTAACTGTCTCATTCTCCTTGGGAGTGCTCTCTGTATGTTCAGTCTCCCAGTGAAGAGAACCC
TTCTATCAGGACCTTCATCATCATACAAAAGGAATATCTATGCCAGGCCACAGCTGCAGATTAGTGAGTG
TCTGAGAACTGCATCTTTTCTIGTTATTTITTICTGCTTGAAAGTTTTTCACCAATAAATCCTACACTATGTC
TGCACCATGTGGTGCTAGTTATTTGTGTTCTCTTGCATGACACTGATGATGTTATCCAAACACAATTTCA
AAAACTACTTTCTGTAGTTGGTAAATATATAGAAATTGAGAAAAAGGAAGAAATATGAGGAAGAAAGATG
TTATCTGTTGCAACAGTTCAATGTTCTTAACTGAAGCCACAGATGAGATTTGGCTCATTTGCAGACATAT
GGGTGATTGGTACAGTAGGTTTATAAACAGAAGTTTAAACTTGTAAGCTTAAGCTTCCGTTTATAAACAG
AAGTTTAAAATTATAGGTCCTGTTTAACATTCAGCTCTGTTAACTCACTCATCTTTTTGTGTTTTTACAC
TTTGTCAAGATTTCTTTACATATTCATCAATGTCTGAAGAAGTTACTTATGCAGATCTTCAATTCCAGAA
CTCCAGTGAGATGGAAAAAATCCCAGAAATTGGCAAATTTGGGGAAAAAGGTAAGATTTTGAGTTATGGA
TGTGTTGTAAGTTTGTATAATAGAAGTGGTTATAGACTTGCATCTTCAATATTAGTGATATAGTTACTAT
TCAACTTAAATTTTCAATTAAGTCTCTTATGTTTAAGCAAAGGAACAAAAAGTGTATGAACAAAATGATT
AGAAAAAAGGGTTTTGTAAAAACACTTATCTCTGCATTGAATAATCAATCTTTTACATTITTTGAAATTTT
TTATTATCACACTCAATATAATTGGGACAGAATTTTTCAAATGATTGGGTTGTATGAAGATTTTATTTCT
TTATGAGATGAAGCCATGGAAAAAGAAACATGTTCAGGAAAGTCATGATTTCATATGTGTGTGTGTGTGT
GIGTTTTTTTTTTTATAAGAAAATGCTTTGTGTCAGACAGAGAGACCTTTATAGGATTTCATTTGACTAT
CTACCAAACTAAGCATAAATCACCCTAAAATTTCTCCTACTICTTTTGGAGATTTTTTACTAACTTACTA
AAAAATAAAACATGTTAAGTTAAATGAAATGAATCATTAAGGAATAAAGGAAGAAAAGAGGTAAAGAAAT
ATCAGAAGACATAATATATTCATAATATTCAAAACCACATTATATCAAGTAACTTTGTATTTTTCAATTC
AAATTAAAATCATGAAATAAGTGGTCCATCTGTGTTGACTTTCACTTAAACAAAACTACTCTTCATCTTA
CTCAGAATCCTATAGTTTTCCTATTATGTATGGTTCTTGCCTTCTGGCTCCTAGCCTTTTGGGAGTGAAA
TCTGCCCTAGCGAATCCATAGTTTAAATCAGTGTATTTGAGTTAAAAATAACTTAAACAGTGATAGTGGA
GAACACAAAGAAGGGTGATAGAAACAGAAAAATAAGGAGAGAAGAGTGCCAAAATTCTCACATATTATTT
AAGTTGTTGTCCTCTCTCCTCTCCCCACACAGAATATAACATCTTTAATATTCTAGCATTGCTATAAACA
GAAATTTCACTGTTACATCTTGGATCCATTTATGATGAGCATTGTAAATCTTGAGAAAGGATAGCAGATT
AATTCTGTTIGGCTTCTTTTTTAATACTGAAATTTTTTTTTAGAAAGAAGAAGGGTTTAAGAATTTTACAA
TATTTTCTGTICTTTATTTCCTTGTITTATATTTCTTCTTTTATACACTGAAAGAGAATGGGCATATCATGA
GCCTAATATTACCAACAATTGCCCTTTACTTGTCCTCTCACACCCTTTCCCACCTCTTTTCCTGCCAATC
CACCTTAAGTTCCCACCACAAGAATTCCCTGAATTCACGGAAATATTGAATCCATGTCTTCTTCATGTTC
TTAATCTCATCTAATTTTCTCATTATCGAGCTTAGAATCTACATTATGTAATATAACATTGTATTATGTA
ATGTCTACTCTTAGTCTCTTACACTTCTCCTCTTCAATGTGTGTTAATTTTTCCTTAAAAACTCCAGCTC
TGGCTAGGTGCAGTGGCTCATACCCATAGTCCTAGCACTTTGAGAGGCCAAGATGGGAGGATTATTTGAG
GCCAGAAGTTTGAGACCAGCCTGGGGAAAGTAGAGATATGCCATGTCTATAAAAAAAAAATTTTTTTAAT
TAACTGGGCACCCATAGTCTCAGCTGCTTGGGAGGCTGAGGAAAGAGGATTACTTGAGTCCAGGAGTTGG
AGGCTCTAGTAAGCTAAGATCAGGCGAGTGTACTCCAGTCTGGGTGACACAGCAAGATCCTGCCTCAAAC
AAATCAAAACAAAACAAGACAAAAACCCCAAAAACAAACAAATAAAAACAACTCCAGTTCTGGTTAAACC
CGAATATCCACCCAGTCTGCCCCAGAGTTGAATATTGCTGGTGAAAAATACACAAATTTTCAACCCCAGT
TACTCTCACCTTTCCTCTGGTAAGAAAAAAGCATCCATCTACACTTTTTTTTGTITGTTATTTAAATGTCT
ATCCTACCATGTCCTTACTGATACTCTGCTTTCCTTCCAGATAGTATTTACGATAAGTATGTACTTATGA
AGGGACGGCTCCTCATTTTGCTCTGAATTTCAGTCCATGTGTCGTTTTCAAAGACAGACTTCCGTAATTT
TTTCCTTTCTCTCCTGTGTCATTATTICTCTICTTCCTTCTCTGCTTTTCCTTTTTGGTGCACCAACATACT
CTACTACTCACCAATATACTCTGCTACTCCTTTTATAACAAAACACAATCCTTGCTTGACCACTTAAGCC
TTTCCATTATTATTTAACTTCTTTGTITTCCTTTCACAACTCAACTTTTGAAAGCATTTTICTTTGGCCACT
GACTCTCAGTTCTTCACCTCTCATTCTGTTCTCAACCAACTCTATTAGGCTTCTGCCCCCTTGGTGCCAT
AGAGACTGAGCTTTAGGTCACTGATGTCCTGCCTGTTTCATCCCAATAGTCACATGTCTCTTCCATTACT
TCACTTCCCTGCAGCATTGAAAAAGTTGAACAGTCCTCTAAATGCTTTCTTTGCACATCCCTCCTGACAC
ATCCTCATGGCTTCTCCTGTCACCATGCCTGCCTCTCCTCATTCTTTGTTGATTCCTCCTCCTAGATGAA
ACTCTACAAGATGGAATACTCTGAAGCCCTGTCCTGGGTCCCGTTTTATTGCATCACTCAGTACACTCTT
CTAATCTACCTCATTCAGTTGTTTGACTTTAAATAGAGTGACTCCCCAATATCTCTGTATGACCTTTCCC
TGAATCTCAAGACTAGAAAATACATGTGCCACTTTCACATTTCCATAAGGAGTTCTAATCTCATTTTAAA
CTTAAAATGTCAAAAATAGTAATATTTATTITTTCTTICTAAAATTGTCTCTCTCTCCAGACAGCCTCATCT
CATTAAATACACATATAAATATATATTTAAATACAATTTTCAAGTGTTTTCTCTGTGCCAGTTCTGTTCT
AATTGCATTATAAATATTAAATTATTTAGTGTCTGATACTTTGCAGTCTTTCTGTCTCCCATGCTTTAAC
CATATTGAAACTCAGACACAGAGATGTTAAAAGGTGTTAAATAATTTTCCCGAGGTTTCACAAGCAATAA
GCAGCAGAACCAGAATTCAAACCAAAACATACTGATATGGTTTGACTGTGTCTCCACCCAAATCTCATCT
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TGAATTGTAGCTCCCATAAGTCCCACATGCTGTAGGAGGGACATGGTGGGAGGTAATTGAATCATGGGAG
CGGGTTTTTICCCATGCTGTTCTTGTGATAGTGAATAAGTCTCATGAGATCTGATGGTTTTATAAAGAGGA
GTTTTCCTGCACAAGTTCTCTICTTGTCTGTGGCCATGTGAGATGTGCCTTTCACCTTCCACCATGAGTGT
GAGGCCTCTCCAGCCACATGGAACCATGAGTCCATTAAACCTCTTTTTACTTATAAATTACCCAGTTGTG
GGTATGTCTTTATCAGTCGTGTGAAAATGAACTAATGCAGTAAATTGGTACCAATAGAGTAGGGCGCTGC
TGTAAAGATACCCAAAAATCTGAAAGAGACTTTGGGACTGGGCAACAGGCAGAGGTTGGAATACTTTGGA
GGGCTCAGAAGAAGACAGAAAAATGTGGGACAGTTTGGCACTTCCTAGAGACTTCTTGAATGGCTTTGAC
AAAAATGGTGATAAGGCTGAGGTGGTCTCAGATGGAGATGAGGAATTTGTTGGGAACGGGAGCAAAGGTG
ACTCTTGTTATGTTTTAGCAAAGTGACTGGTAGCATTTTGCTCCTGCCCTAGAAATTTGTGGAACATTGA
ACTTGAGAGGGATGATTTAGGATATCTGGCAGAAGAAATTTCTAAGCAGCAAAGCATTAAAGACGTGACT
CGGGTGCTGTTAAAAGCATTCAGTTTTATAAGGGAAGCAGAGCATAAAAGTTCAGAAAATTTGTGGCTTG
ACAATGATAAATAAAAGAAAATCCCATTTTCTGAGGAGAAATTCAAGCCAGCTGAAGAAATTTCTAAAGT
CATGGGAAGCCAAATGATAATCGCCAAGGCAATGGGGAAAATGACTCCAGGGCATATCAGAGGTCTTCCC
AGCAGCCCCTCCCATCACATGCCCAGAGGCCTAGGAGGAATAAATGGTATTATGGACTGAGCCCAGGGTC
CCTCTGCTGTGTGCAGTCTAGGAACTTGGTGCCCTGCATCCCAGCTGCTCCAGCCATGACTAAAAGAGGC
TAAGGTACAGCTCAGGTCATGGCTTCGGAGAGGGTGCAAACCCCAAGCCTTGGTAGCTTCCATGTGGTGT
TGAGCCTTTGAGTGCACAGAAGTCAAGAGTTGGGTTTTGGGAACCTCTGTCTAGATTTCAGAGGATGTAT
GGAAATGCCTGGATGTCCAGGCAGAAGTTTGCTGCAGGCATGGGGTGCTCATGGATAACCTCTGCTAGGA
CAGTGCAGAAGGGAAATGTGAGGTCAGAAGCTCCACACAGAGTCCCCACTGGGGTACTGTCCAGTGGAGC
AGTGAGAAGTGGACCACCGTCCTCCAGCTCTCAGAATGGTAGATCCACTGACAGCATGCACTGTCCACTT
GGAAAAGCTGCAGACACTCAATATCAGCCCATGAAAGCAGCCATGAGGGAGACTGTACCTTGCAAAGCCA
CAGGAGCAGAGCTGCCCAAAGACATGGGAGCCTACCTCTTGCATCAGCATGACCTGGATGTGAGATATAG
AGCCAAAGGAGATGATTTTGGAGCTTTAAGATTTGGTGCCCTTTGGACTTGCATGGGGCCTGTAGCCCCT
TTGTTTTGGCCAATTTCTCCCATTTGGAATGACCGTATTTATCCAATGCCTGTACTCTCATTGTATCTAG
GAAGTAACTAACTTTCTTITTGAATTTACTGGCTCATAGGTGGAAGGGACTTGCCTTGTCTCAGATGGACT
GTGGACTTTTGAGTTAATGATGAAATGAGTTAAGTCTTTTGGGGACTGTTGGGAAGGCATGATTGGTTTT
GAAATGTGAGACATGAGATTTGGGAGAGGTCAGGGTGGAATGATATGGTTTGGCTGTGTCCACACCCAAA
TCTCATCTTGAATTATAGCTCCCACAATTTCCACGTGTTGTTGGAGGGACCTCGTGGGAGGTAATTGAAT
CATATGGTAGGGGTGTTTCTCGTGCTGTTCCTGTGATAGTGAATAAGTGTCATGAGATCTGATGGTTTTA
TAAAGGGGAGTTTCCCTGCACAAGTTCTTTCTTCTCTTGTCTGCTGCCATATGAGGTGTGCCTTTCACCT
TCCACCATGATTGTGAGGCCTCCCCAGCCGCGTGAAACTGTGAATCCATTAAACCTCTCTTTCCTTATAA
ATTGCCCAGTCTTGGGTATGTCTTATTAGCAATGTGAAAATGGACTAATACACATGCTAACCCTAAAGAT
GGTGTTTTGCTTTTTATCACTATGAGATACTGCCTACAAATGTGCATATCTACCAACTTTCTCTAAAGAA
AAATTTCAGAAATTTTTGCAATAGATTTTAGCTTAGAAATGTATACTTAATTTATCCATGGGTCATCAAA
TTCCCTAGTACTAGCTAGTCAAACTTCIGTTCTCTTTCACATGTCATACTGTAACAGATTTCTTACTGAT
AAAACAACTCTGTTATTTTGCCCTCCTAGATTAAATTCTTCCAGTGGTTTCCCCAAAAATCTAACTTATT
CTGGCTAGAAAAGGCTGTAAATAATGTCTCCTCCTTGTTATTTTAAAAACAAAACAAAAGAAAACAAATA
AAACCTTTAACATCATTTTTCACATTGGCCACAATTCTTCTGCCCCTCTGAATATATTICTGTTTTTCAAA
TAGAAATCTTTTCCTTAAATTATTGTCTTTGAACTTCATGTAATTGCTACCTGTAATGTTCTTCCTACTT
ATTTTGCATGCTGGTTCCTATTCATAAGATTTGAACTGCCTGCTCTCTATAACAGCTTAGTTTTAAATCT
CTGCACAACATCGCCAAATTTGAGATCTTTITCTCCCTTTCTITCTTTCTCCCTGTCTCACTTATATATCT
ATTTATCTATTTCCTCCTACAATTAAAATTTATAGCTGTGAAAACAGGAACTTGTACATCTTGCTCACTT
TGATATTGTTAGCACCCAGGATAATGTCTAATAAATACAAGGCACTCAAAAGATAACTTITTGAATAATTG
AACTTTTTAATAATTGAATAAGTTCATTGAATAAATAAACTTGAATAATTGAATACACATATAAATAAGA
AAATAATTTTAAGAAAGATAGCACTGGCATTTATAATTCTAATCTTAGATAAAATCTTGAACATGTAGTT
CTTTCAGTAGTAACTATTTTCTAAAGTCTATATAAGTTAAGTTTTACTATTTATTAGTAATTGTCTICTGG
ATTTCACAATATTATTGCACCATCAACTATGAGATGTAAGACATAGCTCAGAAGTATAGTGAGATTATTA
TGGTATCCCTGAATTGGATTTTCTTGAAATATCTAGCTAGTCTTTACCTAATGTATAATAGCTTTATACA
TAATGATGATTTAAATAACATAGTCACAATAATAATTCACTCACAAAGTTTATAATTCCTGTTTTTITTTT
TAAATAGAGAAATGATCTATTCTGGGCTTCACTATTCATTAAAAAGGAAGTATTCAATAAAAGTTTCTTG
CAAAAACACATGAAAATTTTTTTGAAAAATTGCAATAAAAATGGTGTAGATCTGGACTGATTAAGATCAA
AAGCTAACGGGAGGACACCCAAAGACATTATGAAAAGACAGCCTATCTTGTTCATTCTGCAGCTAAATTC
TCATAATTGCCTGGGGGGATACATAAACAACTGAAACTGTTTTTCTTGACATGCCACAATTGTCTACTCA
AGCAAAGACTTCTICCTATTGGCTTCTICTGTTAATTTCCAGCTACTCACTTTTCCCAAATTTGTACAAACA
AAATACACTATATCTAGGTTGACTGGTTTTCTCCATTCTCTATTATAAATTCTGTTTTTGCTTATCTGTT
TTTTTAAATCAGTCTACCAGTTAACAGCTTICTCCTGCCAGAATCAATTTACATACAAAACAATTAAGTGA
TTTTGATTTATTICTTGACATATTCTTCAAAAATATTITTTTGAATATTCTTGAATGGCTAGCAAATCCATT
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TCTTTCCAATAGGCATATTAGGAAATAAAGGTAAAATGAATGAATGAATGAATGAGTAAATAATCCAAAT
GAAAGTTATACCATTTTTAGGCCTCTICTGTTAATTTTGCTTTCCACAGCACCTCCAGCTCCCTCTCATGT
ATGGCGTCCAGCAGCCTTGTTTCTGACTCTTCTGTGCCTTCTGTTGCTCATTGGATTGGGAGTCTTGGCA
AGCATGTGTATGTACTGCCCCTGTTTITTGTCAAGAGGAAGTATCTAGAATTTCAAATATTTAGCAACAAA
AGTTTATTCCTTCAGTGGAAGATTTATAATAATGATAGGTGATAGGCCCACAAGGAGGACTTACAATGTG
GAACTTAGTICTCTITTCCCTCACTCCTGTAGAGTAATTGCTTTICCCTACCCCTTTAATCTTTATACTACTT
CTGCAAATGATAAAGGATGATGGCTCTATTGAGAATTTACAATTTITTTGTCATTTTTTTAATGTGGAGTT
CACGTAACTTTGAAGATAGAAATGAAAAAAATGAACAAACTACAAAACATCAGTGAAGAGCTCCAGAGAA
ATATTTCTCTACAACTGATGAGTAACATGAATATCTCCAACAAGATCAGGAACCTCTCCACCACACTGCA
AACAATAGCCACCAAATTATGTCGTGAGCTATATAGCAAAGAACAAGGTAATCTTGTATTCTCTTGGAGT
TATTTATTGGACAATAAACTAAACCACTGAGTCTCTTAAGAATCATTTTATAATTAGCTAGCAGCCTTTC
TCTAGGGAGTCATAATTTGGGGGAAAGAATTACATGTGGTTGATGGAGAATTCATTGATATTTCCACGCA
GTTAGAAGAAAAACAGAAAAAGTAGTAACAACAATAGGCCCCCAAATTATCAGGAGATAATGGTTACATA
ATAAAATGTTAGACAAGACAGTTTCTCTAATCTGTCACTTACTATAATTATTCTGGGCACTGAGGTTAAT
AGAAGACAGGGAGGAAGTGACACCTCTTTACAGGTGACTTCATTCTTAAATTTCAGTCAGTGATTGATAA
CAAAGTCCATAGAAAAAAATAAATTGAGACTTCACCTTTGGGATCGGGGAGTTGGTCTTTTAGTGTCTCC
ATAAGTTTCTATAGTCATAGTTGCTAAAACATATTCCTITTTGCTCCTGAGAAACCTCAAAGTTTCAACAT
TTCAGAGAACAAAAATTAAAGAAGATAAGATTGGTATAGATAGGTGGGGTTAATTCTTACTATACAGAAT
GTTTCCAGTAATTAGTTTTTATTGTCTTTAAAGAATATACAAAATAACAAAGAGGAATTGACATAGGAAG
ACACACTTGAATCCAAGTGCTTAATTTGAAATTTTTTTGTTCAAGTTATGTGTCTGACACATTATGGTGG
TATATAAGGAACTAGAATACAGGATTCACTTACTTCCCCTTCGATGTAAAAAAAAAAGAAACGGCATGTA
ATCCCAGCTACTTGGGTGGCTGAGGCAGGAGAGTCACTTGAATCCAGGAGGTGGAGGCTGCTGTGAGCTG
AGATCACGCCACTGCTCTCCAGTTTGGGCAATAGAGCAAGACTCTGTCAAAAAAAAAAAAAGGGGGAAAG
AGAGAAAGAAAAAGAAAGAAGAATAAACAGCAAATGTGATCAATGTCACACAGAGAGGAAAGGAAATAAT
AAGAATTATTATGACTATCAACAAAACCCAAATAAAACTATGTTCTTCTTCCAGAGCACAAATGTAAGCC
TTGTCCAAGGAGATGGATTTGGCATAAGGACAGCTGTTATTTCCTAAGTGATGATGTCCAAACATGGCAG
GAGAGTAAAATGGCCTGTGCTGCTCAGAATGCCAGCCTGTTGAAGATAAACAACAAAAATGCATTGGTAA
AGCCCAGGTIGTTTICTACCATCATGGGATAGAGAGGGGTGTGGCATGTTGGAGAAGACTTCAATCAACCCA
CTCATGATTCTGGTTTATTTCAGTTGGGGTGTGAAGTGACTGAAACTTTGTACACTTATCTCAAGATATC
ATAGGCAAGGTAAAACATACAAGTTTAGGACCTTAGCATAAGAGAAATATTACTAGCTGACAGGTAGATG
AGTATTACAGGGCACCCAGAATCTATAGGTCTGTAAGCATTTCCAAATTAGAATCTAGAACCAAATCTCA
GAACTTAATTTATAAACATTTATCTAAAAACAGAGGATACAGAGATTATTCCCCAGGATTAGCAATTCCA
TAAGAACTACATGGGAGAATATGTTTTGTTTCTACCATTTTIGTATTTTTTAATTCACTAAGAGAAATAGG
CAAGTTATAGTAGGTTAGCATAAAATATGTACAAACAAGAAGAACTGAAGTAAGATGGCACAGGCAAGTG
TCAGATATATTGTACTGAGTCCTTGAATCCCAGGAAAAATGTGTTTTCTGGTAGCTTTATTGATTTATTC
ATTTTCTTAGTTITTCCATGTCTAAATAATGTTTCCATGTTACACTTATTACATAGCATTTTTGGTCTCTC
ACATAGCAATCATATATTTTTAAGCAAAATTACCTTTTCTAAAATTCTCTGCTTCCCCACAATAAGAAAC
TTTCATCATCCTTTATAGAAGAGAGATAAATCAACCCACAATCTCTTCCTCATCAGATCATTGTCAAGTG
ACCCATTCACAGTTACTTACTCTAGAAAAAATTTTTAAAGGCTAGAATAAGAAAAAAACCTGTTATTTGG
CTACAAAATTCTGGACTGGTTCTGAATTICTGTTCTGTAACCACTCACATCTGAGTGTGTGGCATTTTTTT
CCTACTCTTITCTGTITTCTATTAACTCTTGTTTATAGCCATTACCCACCTCCTTTGGCCCTGGACACAATA
TTTACTGCTCAAATTTTTTAATCTTGAACTTGTCATTGTGAACTCTTCACTGACTGTAAATTAAGGTTGT
ACATGGATTAGTAGGGCCTCTICTTCTITGTGAGACCAGCAATGATATTGTTAAAAATATTGAAATTTTGTA
GTAAGGAGTACTTTCTTTCAATTTCTTATAATGACATTTAATAGTAGTAGTGCAATGTCCAGTATGTTAC
CTTAAAACAGCAATTTGTAAGAAATTACATTATAATGTAAAATACAAAAGTAGGAGACTGTTTCTTAAAC
AGACTATCTGTATTTCCTGTAGGAATTTATAAAATCCCAGAGTAGATCATATGACTATTGGCTGGGATTA
TCTCCTGAAGAAGATTCCACTCGTGGTATGAGAGTGGATAATATAATCAACTCCTCTGCCTGGTAAGTGT
CTATTCTTGTTAGAATTTTATAGCTGGGTTTGAGTAGAGGTATTTTCCTTAGGAGCACTGTAGATTCAAA
TTAAAACCAGCTTCAATTGAAATTGCATGCTAAAAGAACCCTTTTICTATCATGCTTICTTTGATGTATTTT
CTAATACATAAAGTTACCATAAATGCCTTCTCATAATTTTGACAAGTAACTAACAAAATTACAGCAGCCA
AATTATGGAGAACTCTGTAAATAATTTTATCTAAGAAAAATTGTGGAAGCCCAGAAAAGTCATTGGACTA
ACAAGTACTTAATATTGTGATAAGTTCTAGGGTTCAAAGATGAATGAAATATTGATTCATCATTAAAGTT
ACTTAACCATCAATTTTATGTGCAGACTGATTGAATTATGCTAGAGATAAAGAGAATATAGTGTGATAAA
TGCTTCAGTAAGAATACACAGACTAACAAAACATAAATTTTTIGCAATGATACTTITTGTTATAAATGACAC
TTCAAATGGGCATTTTAAAAAGTTTATGGATTTAGGGGGTACGATTGCAATTTTGTTATATAAATATATT
GCATAATGATGAAGTCAGTGTITTTCAGTGTAACCATAACCTGGATAGTGTACACTGTACCCAACAGGTAA
TTTCTCATTCTTTATTTTCTTCCCACCCTCCTACTTITTTGGAGTCTCCAATGTCTATTATTCCACTTTTT
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ATGTGCATGTGTACATATTATTTAGCTCCCACTTAAGTGAGAATATGCAGTATTTAAATTTACGTTCCTG
AGTTATTTCATTTAAGAGAATGGTCTCCAGCTCCATCCATTTITGCTGCAAAGTCATGATTTCCTTCTTTT
TTATACTTGAGTAGTATTTCATGGTGTATACACTCTAAAAGAAAGCATGGTTTCATGTTTTCTTATGCAA
TAATCCGTTGATGGACACTTAGGACAGTTCCATGACTTTGCTATTGTAAATAGTTCTACAACAAACATTT
AAGTGTAGGTGICTTTTTTTTAATATAATAATTCCTTTCCCTTTGGTTAGATACCCAATAGTGGAATTGC
TGGATCAAATGGTAATTCTATTTTTAGTTCTTTGAAAAATTGCCATAGAGTTTACACTAACTTCCATTCT
GAAATGGGCATTTTTGAATGAAAAATTTAAAGACTGGTTTAGAAGAGCACTTCAGGTGAAAGAATATAAA
CTTCAGCTTAATATATCACATATATAGTATAGATAAAATAATTTGTTGTGTAGTATAATGAGGAATGTGG
TTATAAATATACTATTTTAAGTGGATTTATACGTTGTATTTGTTCTGCTTATAATGGGAAAAAAAGTCTT
TACATATAAAAATAGTGGCAAATTCCATTTGTATTTTTTAATCTCTGAAATTTGGGAAGCAGAAAATATC
AAACGAAGAAAGAAACCAGAGTCTCAACCTGCTGGACACTATTGGAAGTCCATCATTTAACACGTTTTTA
GTATATACTTTTAGCAGGAGACAGCTCTGAGTCAACTGTGTTGAGGTGCCACCACAGCGAGTTTAGGCAC
TCAGATCCCTGCATACTCATCACATTGGGCCATAATGGCAAATAGAATTTTTTGTTTTGTTTTGTTTGTT
TGCTTTTTCTTTCACATAGAAATAGTAAGTGTAGGAGTGTGGGTCAGAAAGAAAAGGTGGCCCTACCTCT
GATGGTTGGCAATGATAGGATACAATGGGAGATAAGCTATCTACAAATGGAGTGGAGAAGGATATATATT
TCAAAGGCCTAATTTGTAGTGAAAGACTAGAGACAAAGGTAATGTGTGTGTCAGGAGAGAGTACAGATGG
AATCTTGTTITTGCAAACGTAGAATATGTATGTGTTTGTAATTATTGCAAATGGAATGGTAATCTATAATG
GAATGGAAAACATTGTAGATATTTTCAGTTATCAAAAAGAAAACTGAAAAAGTATATAATAATTGTATGT
ATGATATATATATGTGTGTGTIGTGTGTATATATATCTTCACTTTATAACTCTGTGTTGTTTTGGGGTTTG
TTTCTGAAAGGGGGTTGTAATAAATGACATCTGTACTATGTCACCACAAATAAATCTCATTCTTAAACAT
TTAATTGATGAACTTATTTACTGGTTGATATCATTATTTTTTITACCCAAGTATTGATGCTAAATTAATCT
AAAAGGTAATATTTTTAATTTATAAATTTGTTTTTAGTGCATAGTCCCTGATCACTAATCTAGTATTTAT
GGGCTGGTCATTAGAACTTCAGAGTAAAATCTTTTGCCAAGTGTCACTTAGAGATGATGTTGAACTTCAG
GTGTCATATATCTCAGGTGAATTCCTGACTTTGATGATTATAAAAAGCACTTGAGGGAGAAAGGGTCCAA
GTCTTACTACTCCTAGCCAGTTAGACTAGGAGAATCTTATGGAATGGTATTATTCCAAATTATATTATAT
ATGAAGGGGCTGGGGTGCTAACTCTGTAAGCAAAGGACAGCAAATATCAGATGTTAGAAAGTGGAAAAAG
CAGGGAGAAATGAAGCAGTATTTGACATTGCATATGTGTTAACATAAACAATTAACTCGGACATTCTTGA
TACTCTGAACATTAAATTAGATTTAGTTTAAACAACACAGAGTCTAGGGCAATAATATCATGTTGGAAGT
GTAATTTTTTTTTCTGTGAATATGTTTCAAATATCTGACTTGCCAAGTGTAATTCTTTACTTTCTCTTTIC
AGGGTTATAAGAAACGCACCTGACTTAAATAACATGTATTGTGGATATATAAATAGACTATATGTTCAAT
ATTATCACTGCACTTATAAAAAAAGAATGATATGTGAGAAGATGGCCAATCCAGTGCAGCTTGGTTCTAC
ATATTTTAGGGAGGCATGAGGCATCAATCAAATACATTTAAGGAGTGTAGGGGGTGGGGGTTCTAGGCTA
TAGGTAAATTTAAATATTTTCTGGTTGACAATTAGTTGAGTTTGTCTGAAGACCTGGGATTTTATCATGC
AGATGAAACATCCAGGTAGCAAGCTTCAGAGAGAATAGACTGTGAATGTTAATGCCAGAGAGGTATAATG
AAGCATGTCCCACCTCCCACTTTCCATCATGGCCTGAACCCTGGAGGAAGAGGAAGTCCATTCAGATAGT
TGTGGGGGGCCTTCGAATTTTCATTTITCATTTACGTTCTTCCCCTTCTGGCCAAGATTTGCCAGAGGCAA
CATCAAAAACCAGCAAATTTTAATTTTGTCCCACAGCGTTGCTAGGGTGGCATGGCTCCCCATCTCGGGT
CCATCCTATACTTCCATGGGACTCCCTATGGCTGAAGGCCTTATGAGTCAAAGGACTTATAGCCAATTGA
TTGTTCTAGGCCAGGTAAGAATGGATATGGACATGCATTTATTACCTCTTAAAATTATTATTTTAAGTAA
AAGCCAATAAACAAAAACGAAAAGGCAAGTTACGAGACTGACTTATTTTTAACTTCTGTGTGTTGAGCTA
CTGTAAGCTTGGCTTTTGTTAAAGACATACAGCAATTAGCTATGCAAACATAAGCATTGTTCTGAAAAAA
AATATATAGATAGATATGTTTATCTCCATAACTCATAACTGGGAGTATTATACCCAAGAGGCTTTGTTAC
AAGGTATTTITTTATCCTGTTAGTAAATATTTTCCTGTAATTCTATAATAAGCAAATAAATTTTCATGGTT
GGGGTAGATGCAAAAGTGACACATAATCGTTTAGAAAGCAACTAAACTTGTTTTACCAGCTGTTTAGGCA
TTTTTGTAACCCCTCCTTGATTTGGAGGTTTGACCTTGACCTAATTTTTTTCTTTAAAACCAGCCCTTAC
AATCTTCTGCCCCCTCCTICTTCTGTGACAGTAGCTGGGCCTAGAGGGAAGGGGGCTTGTATAGTTTGTGC
AGCAGAGCATTCTCAGTGAAATACAGATCCCGGCCCAGTGGGATGCCAARAATGACGGAGAGCCACATCTC
TGATCTTCAAAATATCATGATTTGGGTTTTCCTGGAAGTAAAACAAGAAGAGATAAATAACATTTACAGT
TTGATCATTAAAAGAGCAATTTGTGCGTCAGAACAGAAAAAGGAACCTATTCCATTAGGGTACCAACTAA
AAATACGAAGAAAAATTATAATCTGGTACTTGCTAGTGGATTACCATAGCCAAAAAATGATGTTTCAGTC
TCCACTGAAAAAAAAAAAAAAAAAGATTAGGACTGAAATTGAGTATTAAATGTTTTCCTTTGAAGCAATT
CCTTTATCCCCCCCCCCCTTTTTTTCTATTAAAGAGAAATTATAGCAAGACCAATTTGTGTGCAAAATAA
GTTTTCGGCTTATTATACTTGGCCTGGTAATTTTGCATAAAAGGCAGCAAGGGTTGGGTATGGTGGCTTA
TGCCTGTAATCCCAGCACGTTGGGAGGCCAAGGCAGGTGGATTGCCTGAGGTCAGGAGTTCAAGACCAGA
CTGGCTAACATGGTGAAATCCCATTTCTACTAAAAATACAAAAATCAGCCAGGCGTGGTGACACACGCCT
ACAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGCAAAGGTGCCAGTGAG
GTGAGATTGCACCACTGCACTCCAGCCTGGGTGACAGAGCAAGATTCCATCTCCAAAAAAAATTAATTAA
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TTAATTTAAAATGCAGCAAGAATTGATTGGCCATATAGGCTTCTTTAAGTTGACCTTGACTGAACTTTAC
CTAAAAATATGCTATTTTAGTTAAAGTCTTAGTAAAATAACCAGTGTCTCAAATTCTTTTATTTTAAAAG
ATGCTTTTTGAATTTATGCAAATGACTATACTGTCATAAAATCACAATCCAAATTTTAGAACTCAAAGAG
AAATATAAATTTGCTTACAAAAACATACTTCACTCAAATAACTCAAAAGAAAAAGATTTTGTTGACCCTG
CTTTAACCAGAGCCAGAGCTTTCAAACAATGTTTATTTGGGAAATGCCATTTACAAGCCAACAGCTCATG
AAAGCTGTCTATCAGGCATGGTAGAATCTAGGAAAGAGGCCCCCTACTTATCAGTATTTTCTCCTAATAT
CCCCAGGTAGCAAGATTCTATGTAAATCATTTTTATTTTTTTATGGAACTCTTTTGGGCACCATCATTTT
TATTAGCATAGGGGTGGCTTCAGTTAAAATTCCATAGCAAGGCAGTACATGGCTCTCAGGTGGAAATTCT
CTGTTCAATATTGTCATTGGGAAATATTTACAGTTTTTTGCCATCAGCCCCAATAAATGTGCCACAAATG
CCACAAATGAAATGGAGGATTTGTCCTGACTAGCGCTCTAGCTTCTACCCAATACTTTGTGGGCTGAGGC
AATTTTACTAGTTCCCATTCAGCATGTTCAATTAACATTTACTAAAAGAGCAGATTTTTATGCCTTCAGC
TTTATAGTACTAGAAAGGGGAAACATCTCCCAGTCAGATATAGTACCCATTTTCACATGACATTTAGGTA
AAGGGCTTACAACTACCTTCCATAAAGTTTGTTTAAACATCTTAAATTTTATAATTCTGTTAACCTGTAT
GITTTTGTITTIGITTTTTTIGTTTTIGTTTIGTTTTTAGCCCCAGATCATTTTACCTTTTCTTTCTTTCTTTT
ATTTATTTATTTTTTTTTGAGACAGAGTCTICGCTCTTGTCACCCAGGCTGGAGTGCAGTGGCATGATCTT
GGCTCACTGCAACCTCCGCCTCCTTGGTTCAAGTGATTCTCCTGCCTCAGCCTACCAACTAGCTGGGATT
ACAGGTGCCCACCATCACACCTGGCTAATTTTTGTATTITTTTIGGGCTGTGGACTGTTGAGTTAATGCTAA
AATGAGTTAAGACTTTGGGGGACTTTTGGGAAGACATGATTGATTTTGAAATGTGAGGACATGAGATTTG
GGAGGTCCAGGGATGGAGTGATATGGTTTGGCTGTGTCTCCACCCAAATCTAATCTTGAATTGTAGCTCC
CATAATTCAACATGATGCAGGAGGGGACCTGGTGGGAGATAATTAAATCATGAGGGTGGTTCCCCTATAC
TGTTCTCATGTTAGACCTAAAACCATAAAAATCCTAGAAGAAAACCTAGGCATTACCATTCAGGACACAG
GCATGGGCAAGGACTTCATGTCTAAAACACCAAAAGCAATGGCATCAAAAGCCAAAATTGACAAATGGGA
TCTAATTAAACTCAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGTACAGGCAACCTACAAAA
TGGGAGAAAGTTTTTGCAATCTACTCATCTGACAAAGGGCTAATATCCAGAATCTACGAAGAACTCAAAC
AAATTTACAAGAAAAAACAAACAACCCCATCAAAAAGTGGGCAAAGGATATGAACAGACACTTCTCAAAA
GAAGACATTTATGCAGCCAAAAGACACATGTAAAAGTGCTCATCATCACTGGCCATCAGAGAAATGCAAA
TCAAAACCACAATGAGATACCATCCCACACCAGTTAGAATGGTGATCATTAAAAAGTCAGGAGACAACAG
GTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGACGTAAACTAGTTCAACCAT
TATGGAAGTCAGTGTGGCGATTCCTCAGGGATCTAGAACTAGAAATACCATTTGACCCAGCCATCCCATT
GCTGGGTATATACCCAAAGGATTATAAAACATGTTGCTATAAAGACACATGCACATGTATGTTTATTGCA
GCACTATTCACAATAGCAAAGACTTGGAACCAACCCGAATGTCCAACAGTGATAGACTGGATTAAGAAAA
TGTGGCACATATACACCATGGAATACTATGCAGCCATAAAAAAGGATGAGTTCATGTCCTTTGTAGGGAC
ATGGATGAAGCTGGAAACCATCATTCTCAGCAAAGTATTGCAAGGACAAAAAACCAAACACCGCATGTTC
TCACTCATAGGTGGGAATTGAACAATGAGAACACCTGGACACAGGAAGGGGAACATCACACACCGGGGCC
TGTTGTGGGATGGGGGGAGGGGGGAGGGATAGCATTAGGAGATACACCTAATGTTAAATGACGAGTTAAT
GGGTGCAGCACACCAACATGGCACATGTATAAATATGTAACTAACCTGCACGTTGTGCACATGTACCCTA
AAACTTAAAGTATAATAATAAAAAAAAAGAAATTACAAGTGCTGCTCCAATGAACACACAAATAGTAAGA
AAACAAGATAGCCTTATTGCTGATATGGAGAAAGTTTGGTGGTCTGGATACAAGACGAAACCAATCACAA
CGTTCTCTTAAGTCAAAGCCTAATCCAGAGCAAGGCCCTAACTCTTGTCAATTCTGTGATGGGTGAGAGA
GGTGAAGAAGCTACAGAAGAAATGTTGGAAGCTAGCAGAGGTTGGTTCATCAGGTTTAAGGAAAGAAGCC
TTCTCTCTAACATAAAAATGAAAGATGAAGCAGCAAGTTGTGATGTAGAAACTGGAGCAAGTTATCCAGA
AGATATAGCTAAGATAGCTGAAGGTGTCTAGATGAAACAGCTTTGTATTGGAAAGACATGTCATCTAGGA
TTTTTATACCTAGAGAGGAAAAGTCAATGGCTGGCTTGAAAGCTTCAAAGGACAAGCTGACTCTCTTGTT
AGGGACTAATGCAGCTGATGACTTTAAGTTAAAGCCAGTAGTCTTTTATCATTTCAAACGTCCTAGGGAC
CTTAATAATTATGCTAAATGTACCTGCCAATGCTCTATGAATGAAACAATGACGTCTAGATGAAAGCACA
TTTGTTTATAGCATTGTTTACTGAGTATTTTAAGCCCATTGTTGAGAAACACTGCTCAGAAAAAAAAAAG
GICTTTTTTTCAAAATATTACAGCTCATTGACAATGCACCTAGTCACCCAAGAGCTCTTATAGACATGTA
CCGGGAGGTTAATGTTTTCAGTCCTGCTAACACAGCATCCTTTTCTGCAACCAACAAATCAAGGAGTAAT
TTTGACTTTCAAGTTTTATTCTTTAAGAAATACACATCATAAGGCTATAACTCCCACAGATACTGATTCT
TCTTATATATCAGAGCAAAGTAAATTGAAAACCACCTGGAGACAACTTACCATTCTAGATGCCATTAAAA
AGATTTGTGATTCATGGAAGGAAGACAAAGTGTCAACATTAACAGACACTTGGAAGAAGTTGAATCAAAC
CCTCATGGATAACTTGCAGGCGTTCAAGACTTCAGTGGTGGAAGTAACTGCAGATGTGGTGGAAATAGCA
AGAGAACTAGAACTGGAAGTGGAGCCTGAAGATGTGGCTGAATTGATGCAATTTTATCAGGAAACTTTAA
CAAATGAGGAGTTGCTTTTTATGGATGAGCAAAGAAAATGGTTCTTGAGACAAATATTATTCCTGGTGAA
CATGCTGTGAACATTGTTGAAATGCTAATAAAGTATTCTGAATATTGCATAAACTTAGTTGATAAAGCAG
TAGCAGGATTTGAGAGGACTGACTTCAATTTTGAAAGAAGTTITACGATGAGTAAAATGCTATTTAACAGC
ATCGCATTCTACAGATAAAAATTTCATAAAAGGAAGACTAAATTGATGCTACAAACTTCACCATTGTCTT
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ATTTTAAAAATAGCCACATCTACCCCATCCTTCAGCAACCACTGCTGTGATCCATCAGCAGCCATCAACA
TCAAGGCAAGACGCTACACCAGCAAAAAGATTTTCACTCACTAAAGACTCAAATAATCAGCATTTTTAGC
AATAAACTATTTTTAATAAAACTATGTACATTTTCCAGACATAATGCTGTTGTATACTTAATAGAAGACG
TTGTAGCTCAAACATAACTTTTACACGAATTGGGAAAGCAAATAATTAATGTGACTCACTTTATTGCAAT
AATTGCTTTATTGTGGTGGTCTGGAACTGAACCCACAATATTTCCGAGGCATGCCTGTAAGTTAGTTTTA
AATTGAAGAAGACAGAAGTCAAATTTTGCTGGAGTTCACTTAGATGACATGTAGAAGATTTAGTATTTGA
AATGAGGTGGTCTGATCTGTGCTACTAACGTTTGTGCTATTTTGATTTTATGTATAAGATACTTTAGATA
TGAATACCAGAAAAAGAATCACAGTGATTGGCCTACATTITTITAATTGTATTGTTGCCATGCACTAAGATA
TTATTCTTCTAAGTTTATGTGTGCTATAGGGATGTATACACATATGTTTTTCCATTTTAGGGAGATGAAA
CAAAGTTGAGTTGCTAATTTTGTACAGTITTTCTGAATTATTIGGTTCCTATTTAGTTTCTCTAAATAGACA
ATTCAAAATAAAAAACATACTGATACCATCACCCAAATCCAAGATCTCCAGACATTTGAAGTAACAAGTA
AAATTTGAGGTATTTCTATTATTTITTCCTAAGCCCTCCAAATCTGCTTAATTATTGATAGGCTAGAAAAA
AGATAAAGATTCAAGTGTCTTTCAGTGTTAGCGCACAAAGCTTTAAGAGTAACACATATTTATTGAGTAT
GTATTACATACTTGGTATTCTGATCGATACTTTATATAATCATATTAAATGAGCTTCACAATTAACTTAT
GAGCAAGGTAATAATATTAAACCCATTTCAAGGTGAGAACATTACTTATCCAAAGCCAGATAGAGAGTAA
GTTCTAAAGTAGTGATATTTCTCTAACTGTATTAAAGACTACTTGTATGAGAATTGTGTCGTGATGCTGG
TAAAAACCCAGGTICTCTGTGICTCCTCAGTICTTCCCACTGAGTAACATCAGCATTTGAGTTTCCTATTTG
GTTTCTCTATGTTTTAACCAAAACCTCCGTTGAGATGTTTGAGAATCATGTTCGTAAATGGTAGCCACTA
GTTAAAAAAGGGAAGCTGTGGGAAAGAAATGCAATTTTTTCCTATTATCCTGTAAAAGGGTGCCTTTCCA
CATATTCTGTAAATACTTCCTGAGTTACTCAGCAAAAATAAAGCACAGAACTGTTAGGAAAATACTAATT
AAAGCATTTITTACTTGTCCTTCTGTCTAGTAGCCTCTGAAACTTAAGAAGCATTTATTCATTTTACAAAC
CCAGTGAGTTTTCTTGCAAACTTTCTTTTCCTTCTCTAGCGCAGAAAATTACTACTGTTGAATCTAACCA
GAGGTAGACTTGGAATAGTAATTCTATTITGCGTAATGTTTTAATGATTGAGCTATTITTTCTCATGAACTA
TCTTATACAAAGAGAAACAAATATCTCTICTIGTTTTGTGAGCCAGGGTTTCGGGTTGGTGCTGGTAAGAGA
ATAGTGAATGGGGAAGTCATAGTGTTCGCTTTCATGGAGTTTCTGGTACAGTTAACACTCTAAAGTTCTA
TTTTAGGTTGTAGAACTGTGAGATATAAAAGATGGTTGTTATTATTCCTATTTTAAATATGAGAAAAGGG
AAGTTAAAGAGGTTATGAAACTTGTTCATGATTGTAATTTAGTTAATTGACATCTAAATTATTTTGCTGA
TTCTAAGTTTAATATTCTTTTTACTATCTTACACCGCCTTTCAAACTTAGATATTTTGGACAGATTTCAA
ACATAGATATTTTGCACAACTTATATTAATTAAGCCCTAACCTATATTGGCCTGATTTTGATGTTATATG
TGTATATCTGAAGATGCAGTAAATCATACCATGTTCAGGTAATTAGAAATGAAGGACAAGAAGAAAGAAA
ATTAAAGGAAAATAGAACAATTGGGAAGCAAATGATAAACTCACGTGATGGCTTCTGTATATTCAAAGAA
GGGACTAGGTAATTCTGATAGGAAAGATAATATTAAAAATAACTCCAGTGAGAAGAAAGGGAGAAATAAG
CAATTTTCAGCTACTGATGCATTCATACATATCTTTTATTGTACAATAAAGCCCTTATCTGTGTTATCCT
GTCCACCTCTTTGCATTAAGGTAGTTGGTCCACCTTGGTCATGCCAGCCTTCCTCTCACACATTAAATAA
TGTTTGTTCTCACAGAAGGTAGGGTGCATTTTCCCATTATGAAAATAAGCACAATTCATATTTCCTTTTC
CATCTTCCAAAAACTCAAACCTGTGAAGGGAAAGTTAGAATAAATTCCTTTGAAAACTGAGCAAACAATC
AGTAATCAGACTCTGCGTATAGTAGTTTGATGCACCAAATAGAGACTGAGGAAAATAGGAAAAAAAAACA
AAAAAAAAAACGATTCTCATTGTTGAGAAAGTTCCACCCTGCTTGGCAGTACAAGATATGCATATTTAAA
AAGCCCAATATCAATTTCATTTAGCATAAAATTAGGAGCAAGGGAACAGTAGGTACAATAGGAGCCCTGA
AGAAGTGATGGAGATGGCTCCAAAATAATGGGAAAACGCATTATCTACAAGATCAGACTTTAGTTCGGTA
TTGATGGAAGGTCAGGACTCAGATGAACTGACAGGAGATGGAAGAGCCCTACAGGACAAGTAGCTGCACT
AGATGGGAATACGCTCATGGAAAAGTGAGTTGATTCAGTAGTTTTGAAATCAGGATTTATGTTGCAAGAT
AAATCATCTAACACAGCAGGCTGTATTGTAATTGTCTGTTAAGTTATATTTCTTITCTTTCTAAACTGCTT
ATAATGAGATGACAAGGAATATATACTTATTGGTTTATTTGGAGAATACCTGCAGAACTATGTGACAAAG
TTGTTCTATGTGCTGAGGATACACTGATAAAGAAAGACAAGAAAGCTAATGTCTTTCTTIGTTGGGGAACT
TTCATTTAAGTGGGGCGATACCGGTAAGAAGCCCACAAAAAATAGACAAGAAAAATTGAGACAGTGGTAA
GAGTTACAAAGAAACAAAACAGTGGTGGACTGTATGGATATGGGTTTAAGGGAGGCTAATTTAGTTTGGG
TAGAGTTAGGTTCACTGAAGAAGTGATGTTTAAATAGAGACTTGAGTCTCAGTGGAGAGATGGTCATGGA
GTTGTGGAGGCAGAGCATTCTAGAAGAAAATAGCAAGACAAAAGCCTTAAGGTAACAAAACGAGTTTGAT
TTGTTGGAAGAATGTAAAGAACACTAAGTTGCCTGCAATATTGTAAATGAGGCAGCAAGCAATAGGAGAT
AGGAGATAAAGCCCAAGGTCTGTGAAGAGGCTTGCTTGTAGTTGTAGTATCCTAAGATCCTATCTATAGT
AAATACTTAATAAATATTTGTTTAAAAATTTAATTCATAATTTGAGTAATAATCAGATTATATAAGTTTT
GGTTATCAGTTTAAATTTTAATTGAAGAGAGACTGCAGTTTTGATATACAGGATGAACAAAAGATGTTGA
GACTGCAGATTGGAAAGCCATATAGGAAGCAACTCCACTCAATGCAATCAGTCCCTTTGCCTGGATTGTT
TGTAGAAGGACAAAGCTTCGTTAATGGACATTGGAATTATCTTGTGAAATACAATGTATCGAATTCTTGG
AGACTCCCAGAATAGAGGAATAGGCAAAACAATATTGAAAACTCAAAAGGACTCTCAAGATAACAACTTT
CAACTGTAAAATAATGATATGAAATTTTIGTTTTAAAAATATGTGAAGATAATCAGAACAAGCAAAACACA
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AAAACACACACACATGTGCATGCGCGCACACACACACACACACTCACACATACACATACATGCACACAGT
GTTCCATGGTAAGGTTGAATGTAAAAATGAATGGGAATAATATCAGAGATAAAGGTGGATTGTGGCTTAG
ATAAAGAGCAAAGTAATGGGAGAGAGGGGAAAGAATTGTCTTATGACCAGCGCTGTCTTGTTTGAATTAG
CAGGTAAGTGACCCAGCTGCTGCTTCTATAACCCATAGTAGTGACTTGGACTGAGAGAAGAGGGAATCTC
AAGAATAAGAGTTTCCAGTACTCCCTCCTATTCTAAGTGTCCAGTGACTTACATATTTTCTGAGATAACC
GAGCCATCCTCCCACTTCCAGACCTCATTCGACTTCTGGCGAGATAATCCGA
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Figure 20

CD3y chain (SEQ ID NO: 2)
MEQGKGLAVL ILAIILLQGT
MIGFLTEDKK KWNLGSNAKD
AEIVSIFVLA VGVYFIAGQD
RN

CD35% chain (SEQ ID NO: 3)
MEHSTFLSGL VLATLLSQVS
GKRILDPRGI YRCNGTDIYK
GVFCFAGHET GRLSGAADTQ

CD3¢ chain (SEQ ID NO: 4)
MQSGTHWRVL GLCLLSVGVW
HNDKNIGGDE DDKNIGSDED
NCMEMDVMSV ATIVIVDICI
PPVPNPDYEP IRKGQRDLYS

CD3¢ chain (SEQ ID NO: 5)
MKWKALFTAA ILQAQLPITE
APAYQQGONQ LYNELNLGRR
EAYSEIGMKG ERRRGKGHEDG

LAQSIKGNHL
PRGMYQCKGS
GVRQSRASDK

PFKIPIEELE
DKESTVQVHY
ALLRNDQVYQ

GODGNEEMGG
HLSLKEFSEL
TGGLLLLVYY
GLNQRRI

AQSFGLLDPK
EEYDVLDKRR
LYQGLSTATK

57/57

VKVYDYQEDG
ONKSKPLQVY
QTLLPNDQLY

DRVEVNCNTS
RMCQSCVELD
PLRDRDDAQY

ITQTPYKVSI
EQSGYYVCYP
WSKNRKAKAK

LCYLLDGILF
GRDPEMGGKP
DTYDALHMOQA

SVLLTCDAEA
YRMCONCIEL
QPLKDREDDQ

ITWVEGTVGT
PATVAGIIVT
SHLGGNWARN

SGTTVILTICP
RGSKPEDANF
PVTRGAGAGG

IYGVILTALF
ORRKNPQEGL
LPPR

PCT/NL2020/050214
KNITWFKDGK 60
NAATISGFLF 120
YSHLOGNQLR 180

182
LLSDITRLDL 60
DVIATLLLAL 120
K 171
QYPGSEILWQ 60
YLYLRARVCE 120
RORGONKERP 180

207
LRVKFSRSAD 60
YNELQKDKMA 120

164



