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[6] There is therefore an urgent need for more specific and/or more accurate 

detection methods for prostate cancer, to assist in early diagnosis and selection of the 

most appropriate therapeutic interventions. 	Early detection significantly reduces 

mortality from prostate cancer, making improved diagnostic and prognostic methods an 

important objective. 

[7] Given the deficiencies associated with current techniques of diagnosis and/or 

prognosis of prostate cancer, the ability to utilise other biomarkers to assist in the 

detection of prostate cancer would be highly advantageous. However, the identification 

of clinically relevant biomarkers associated with prostate cancer remains problematic. 

[8] Accordingly, there remains a need to identify alternative biomarkers to detect 

prostate cancer and/or to provide one or more advantages in the art. 

SUMMARY 

[9] The present disclosure is based on the determination that specific endosomal 

and/or lysosomal associated markers may be used to detect prostate cancer in a subject. 

[00101 	In one aspect the present invention is directed to a method of detecting a 

prostate cancer in a subject, the method comprising detecting a marker selected from an 

endosomal associated marker and/or a lysosomal associated marker from the subject, 

thereby detecting a prostate cancer in the subject, wherein: the method comprises 

detecting two or more selected markers, and determining the ratio of the level of one 

selected marker to another selected marker: and an increased ratio of an early 

endosomal marker to a late endosomal marker as compared to non-malignant tissue is 

indicative of a prostate cancer in the subject. In another aspect, the present invention 

refers to a method of detecting a prostate cancer in a subject, the method comprising:processing 

a sample obtained from the subject to allow detection of a marker selected from an endosomal 

associated marker and/or a lysosomal associated marker; detecting one or more of an altered 

presence, level, secretion and distribution of the selected marker in the processed sample; and 

identifying a prostate cancer in the subject. Certain embediment-s-examples of the present 

disclosure provide a method of detecting a prostate cancer in a subject, the method 

comprising detecting a marker selected from an endosomal associated marker and/or a 

lysosomal associated marker from the subject, thereby detecting a prostate cancer in the 
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subject. 

[0011] 	Certain emlaediiRellt.s-examples  of the present disclosure provide a method of 

detecting a prostate cancer in a subject, the method comprising detecting a marker 

selected from an endosomal associated marker and/or a lysosomal associated marker 

from the subject. 

[0012] 	Certain effibedimeffts-examples  of the present disclosure provide a method of 

detecting a prostate cancer in a subject, the method comprising detecting a marker 

selected from an endosomal associated marker and/or a lysosomal associated marker 

from the subject, wherein one or more of an altered presence, level, secretion and 

distribution of the selected marker is indicative of a prostate cancer in the subject. 
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[0013] 	Certain effibiadime-examples  of the present disclosure provide a method of 

detecting a prostate cancer in a subject, the method comprising: 

obtaining a biological sample from the subject; 

processing the sample to allow detection of a marker selected from an 

endosomal associated marker and/or a lysosomal associated marker; 

detecting one or more of an altered presence, level, secretion and distribution 

of the selected marker in the processed sample; and 

identifying a prostate cancer in the subject. 

[0014] 	Certain embodiments-examples  of the present disclosure provide a method of 

detecting a prostate cancer in a subject, the method comprising: 

obtaining a biological sample from the subject; 

processing the sample to allow detection of a marker selected from an 

endosomal associated marker and/or a lysosomal associated marker; 

detecting one or more of the presence, level, secretion and distribution of the 

selected marker in the processed sample; 

comparing one or more of the presence, level, secretion and distribution of the 

selected marker with one or more other markers known to be indicative of the 

presence or absence of prostate cancer in the subject; and 

identifying prostate cancer in the subject. 

[0015] 	Certain embodiments of the present disclosure provide a method of identifying 

a subject suffering from or susceptible to a prostate cancer, the method comprising 

detecting a marker selected from an endosomal associated marker and/or a lysosomal 

associated marker from the subject. 

Certain 	 the 	disclosure [0016] 	embodiments examples  of 	present 	provide a method of 

identifying a subject suffering from or susceptible to a prostate cancer, the method 

comprising detecting a marker selected from an endosomal associated marker and/or a 

lysosomal associated marker from the subject, wherein one or more of an altered 

presence, level, secretion and distribution of the selected marker is indicative that the 

subject is suffering from or susceptible to a prostate cancer. 
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[0017] 	Certain embodiments of the present disclosure provide a method of screening 

for a prostate cancer in a subject, the method comprising detecting a marker selected 

from an endosomal associated marker and/or a lysosomal associated marker from the 

subject. 

[0018] 	Certain embodiments-examples  of the present disclosure provide a method of 

screening for a prostate cancer in a subject, the method comprising detecting a marker 

selected from an endosomal associated marker and/or a lysosomal associated marker 

from the subject, wherein one or more of an altered presence, level, secretion and 

distribution of the selected marker is indicative of prostate cancer in the subject. 

Certain 	 the 	disclosure [0019] 	embodiments examples  of 	present 	provide method of 

treating a prostate cancer in a subject, the method comprising: 

detecting a marker selected from an endosomal associated marker and/or a 

lysosomal associated marker from the subject; and 

treating the subject based on one or more of the presence, level, secretion and 

distribution of the selected marker detected. 

[0020] 	Certain embodiments of the present disclosure provide a method of diagnosis 

for detecting a prostate cancer in a subject, the method comprising detecting a marker 

selected from an endosomal associated marker and/or a lysosomal associated marker 

from the subject. 

[0021] 	Certain 	embodiments 	of the 	present 	disclosure 	provide 	a 	method 	of 

determining the likelihood and/or risk of a subject suffering from, or being susceptible 

to, a prostate cancer, the method comprising detecting a marker selected from an 

endosomal associated marker and/or a lysosomal associated marker from the subject. 

[0022] 	Certain embodiments of the present disclosure provide a method for 

determining the progression of a prostate cancer in a subject, the method comprising 

detecting a marker selected from an endosomal associated marker and/or a lysosomal 

associated marker from the subject. 
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[0023] 	Certain embodiments of the present disclosure provide a kit for performing a 

method as described herein. 

[0024] 	Certain effibediffient-s-examples  of the present disclosure provide a method of 

treating a prostate cancer in a subject, the method comprising: 

detecting a marker selected from an endosomal associated marker and/or a 

lysosomal associated marker from the subject; and 

treating the subject based on one or more of the presence, level, secretion and 

distribution of the selected marker detected. 

[0025] 	Certain embodiments of the present disclosure provide an isolated or purified 

antibody raised to a polypeptide comprising an amino acid sequence of one or more of 

ASNDHDAAINRYSRLSKKRENDKVKYEVTEDVYT 	(SED 	ID 	NO. 	1), 

DEVASDPLYVPDPDPTKFPVNRNLTRKAGYLNARNKT 	(SEQ 	ID 	NO. 	2), 

SEGQFVVLSSSQSEESDLGEGGKKRESEA (SEQ ID NO. 3), an antigenic fragment 

of any of the aforementioned amino acid sequences, and/or a variant of any of the 

aforementioned amino acid sequences or an antigenic fragment thereof. 

[0026] 	Certain embodiments of the present disclosure provide an isolated and/or 

purified antibody binding to an epitope in an amino acid sequence in the human APPL1 

protein 	comprising 	one 	or 	more 	of 

ASNDHDAAINRYSRLSKKRENDKVKYEVTEDVYT 	(SED 	ID 	NO. 	1), 

DEVASDPLYVPDPDPTKFPVNRNLTRKAGYLNARNKT 	(SEQ 	ID 	NO. 	2), 

SEGQFVVLSSSQSEESDLGE GGKKRESEA (SEQ ID NO. 3), and/or an equivalent 

region of a homolog, ortholog or paralog of the protein. 

[0027] 	Certain embodiments of the present disclosure provide an isolated and/or 

purified antibody raised to a polypeptide comprising an amino acid sequence of one or 

more of PNTFKTLDSWRDEFLIQASPRDPENFPFVVLGNKI (SED ID NO. 4), 

DPENFPFVVLGNKIDLENRQVATKRAQAWCYSKNN 	(SEQ 	ID 	NO. 	5), 

ALKQETEVELYNEFPEPIKLDKNDRAKASAESCSC (SEQ ID NO. 6), an antigenic 

fragment of any of the aforementioned amino acid sequences, and/or a variant of any of 

the aforementioned amino acid sequences or an antigenic fragment thereof 
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CLAIMS 

1. 	A method of detecting a prostate cancer in a stibject, the method compris* /: 

detecting a marker selected from an endosomal associated marker and/or a lyso / 	l 

associated marker from the subject, thereby detecting a prostate cancer in the su 	ect. 

2. The method according to claim 1., wherein the selected marker 	• mprises one 

or more of an early endosomal marker, a late endosomal marker, a 	"artier associated 

with endosomal biogenesis, a marker associated with endoso i, 	trafficking and a 

marker associated with endosomal recycling. 	 /  

3. The method according to claims 1 or 2, where), 	e selected marker comprises 

one or more of CATHEPS.IN B, CAPTRESN 	u-GALACTOSIDASE, RAB7, 

LIMP-1, LIMP-2, TFRI, TFR2, STAMP2, S 	1 (SORTIL1N), A:PPL1, EBA-1, 

LAMP-1, RAB4, APPL2, RAB5, RA1311, 	It,, PAP, ACTIN, M6PR, IGFR2, 

MY01B, PDCD6IP, SD BP, SDC1, ST,/, STX12, FGFI, FGF2, FGF3, FGER1, 

FQR2, FGFR3, NOX2, NOX4, and/or 	*NA encoding one of the aforementioned, a. 

fragment of one of the aforemention- 	a derivative of one of the aforementioned, and a 

processed form of one of the afore. entioned. 

4. The method accor ng to any one of claims 1. to 3, wherein one or more of an 

altered presence, altere► 	evel, altered secretion and altered distribution of the selected 

marker is indicative 	prostate cancer in the subject. 

5. The i 	thud according to claim 4, wherein one or more of an increased, level of 

RAB5 pro in and/or mRNA, an increased secretion of RAB5 protein, an increased 

level o APPL1 protein and/or mRNA, an increased secretion of APPL1 protein, an 

incr 	sed level of UAL protein and/or mRNA, an increased secretion of EFA1 protein, 

increased level of LIMP-2 protein and/or mR.NA, an increased level of TFR.1 protein 

and/or mRNA, an increased level of IT14.2 protein and/or mRNA, an increased level of 

RAI34 proteiz and/or m.RNA, an increased secretion of RAB4 protein, an increased 

level of APPL2 protein and/or mRNA, a decreased level of LAMP1 protein and/or 

trIRNA, an increased secretion of RABI I protein, a decreased secretion of RAB7 

protein, a decreased level of CAPTIIESIN B protein or mRNA, a decreased level of 
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CAPTHESIN D protein or .triRNA, an increased level of a-GALACTOSIDASE. protein 

or inRNA, a decreased level of STX7 protein. or niRNA, a decreased level of SIX.12 

.protein.. or mRNA,. an increased secretion of PDCD6IP protein, a decreased secretion 

SDCBP.  protein, a decreased secretion of SORTI protein, a decreased level of , . Fl. 

protein. or .mRNA, a. decreased level of FGF2 protein or triRNA, an increase 	v / el. of 

FGF3 protein. or mRNA, a decreased level of FGFRI. protein or, niRNA, 	decreased 

level of F.G.FR2 protein or .mRNA, an increased level of EGER3 pratei 	•r mRNA, an 

increased level of NOX2 protein. or mRNA, and increased level. of 	17X=1 protein. or 

mRNA, an increased nuclear and/or nucleoli level of AVM 	min, an increased 

nuclear membrane level of RAB7' protein, and. an  enlarged 	IM P2 protein positive 

vesicles, is indicative of prostate cancer in. the subject. 

6. The method according to claims 4 or 5, wl rein. an altered presence, altered 

level, altered expression, altered secretion and alt /d   distribution is as compared to one 
./ 

or more of non-malignant tissue, prostatic i 	appithelial neoplasia, primary prostate 

cancer and metastatic prostate cancer, 
/- 

7. Tethe method. according to ,i  ,. aim 6, wherein LIMP2 protein or mRNA. is 

increased in prostatic intraepith 	al neoplasia as compared non-malignant prostate, 

LAMP I. protein or niRNA ' 	decreased in metastatic prostate cancer as compared. 

prostatic intraepithelial nor: $ lasia„ LAMP I protein or InRNA is 'increased in primary 

prostate cancer.  as co 	red to metastatic prostate cancer, CAPTHESIN B protein. or 

mRNA is decrease 	primary prostate cancer as compared to nonmalignant tissue, 

CAPTHESIN B erotein or mRNA. is decreased in metastatic prostate cancer as 

compared to 	on-malignant prostate; ACID CERAMIDASE protein or mRNA is 

increased. ' . prostatic intraepithelial neoplasia as compared to non-malignant prostate; 

ACID 	RAMIDASE protein or mRNA is increased in prostatic intraepithelial 

neo , ; is as compared to .metastatic prostate cancer, ACID CERAMIDASE protein or 

' NA is increased in primary prostate cancer as. compared to metastatic prostate 

cancer, AM.' protein or m.RNA is increased in primary prostate cancer as compared to 

non-malignant tissue, APPL2 protein or mRNA is increased in prostatic intraepithelial 

neoplasia as compared to non-malignant prostate, APPL2 protein or mRNA is increased 

in primary prostate cancer as compared to. non-malignant tissue, APPL2 protein. or 

mRNA is increased in prostatic intraepithelial .neoplasia as compared to metastatic 
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prostate cancer, APPLZ protein or tnRNA is increased in primary prostate cancer as 

compared to metastatic prostate cancer, RABS protein or mR:NA is decreased in 

metastatic 	cancer as compared to non-malignant prostate; EEAI protein prostate 

MRNA is decreased in metastatic prostate cancer as compared non-malignant pro .te, 

.EEA I protein or mRNA is decreased. in prostatic intraepithelial neoplasia as. c 	wared 

to metastatic prostate cancer, RAB4A protein or mRNA is decreased 	etastatic 

prostate cancer as: compared to non-malignant prostate, RAB4A protei 	or mRNA is 

decreased. in prostatic intraepithelial neoplasia as compared to 	static prostate 

cancer, .RA.B4A protein or mRNA is decreased in. prostatic intrae 	dielial neoplasia as 

compared to primary prostatic canter, RAB4A protein or 	'-" NA is decreased in 

primary prostate cancer as compared to ..metastatic. prostate 	racer, MY010 protein or 

mRNA is increased in prostatic intraepithelial neopl 	; as compared to .metastatic 

prostate cances.; MY9113 protein or mR.NA is decrea 	in metastatic prostate cancer as 

compared prostatic intraepithelial neoplasia, MY I . protein or mRNA is decreased in 

metastatic prostate cancer as compared to pri 	prostate cancer, PDCD6IP protein or 

MRNA is decreased in prostatic intraepitt 	ial neoplasia as compared to metastatic 

prostate cancer, PDC:D61P protein or. 	' NA.. is decreased in prostatic intraepithelial 

neoplasia as compared to non- 	gnant. prostate, SIX:BP protein or m.RNA is 

decreased in metastatic prostate. 	cer-  as compared to primary prostate cancer, STX7 

protein or mRNA is decrees 	in metastatic prostate cancer.  as compared. to primary 

prostate. cancer, FOFR1. pr' ein or mR.N.A is increased in metastatic prostate cancer as 

compared. prostatic intr 	ithelial neoplasia, .FGFR2 protein or m.RNA is decreased in. 

primary prostate ca 	r as compared to non malignant tissue, NOX2 protein or mRNA 

is increased. in .pr ..ary prostate cancer as compared to non-malignant tissue. and NO.X4. 

protein or m , 	A is increased in metastatic prostate cancer as compared prostatic 

intraepith.. 	'1 neoplasia. 	 . 

8. The method according to any one of-  claims 1 to 7, wherein the method 

,mprises obtaining a biological sample from the subject and processing the biological 

sample to allow detection. of the selected marker. 

9. The method according to claim 8, wherein the biological sample comprises one 

or more of a blood sample, a plasma sample, a serum sample, a biopsy and a prostate 

tissue sample. 
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10. 	The method according to any one of claims 1 to 9, wherein the detecting of the 

selected marker comprises polymerase chain. reaction.  

/ / 
1 I. 	The method according to any one of claims. 1 to 10, wherein the. det 	mg of 

the selected marker comprises immunological. detection. 

.12. 	The. method according to any one of claims :1 to 11,, 	C1.11 the method 

comprises detecting two or more selected markers. 

13, 	The method according to claim 12, wherein the m - 	od.comprises determining 

the ratio of the level of one selected marker to another se 	tecl marker. 

1.4. 	The method according to claim 13, why-' in an altered ratio as compared to 

non-maligtant tissue is indicative of a prostate. .v;ncer in. the subject. 

15. The method according, to clay 	14, wherein an increased ratio of an early 

endosornal marker to a. late endoso 	marker as compared to non-malignant tissue is 

indicative of a. prostate cancer in J"' subject. 

16. The method acc Q. • ing to any one of claims 1 to 1.5, wherein the method 

comprises comparing t 	presence and/or level of the selected marker with the presence 

andlor level of one 	more other markers associated with. an  altered risk of prostate 

cancer and/or o 	or more other markers known to be indicative of the. presence or 

absence of pr 	to cancer in the subject. 

1.7* 	'he method. according to claim .1.6, wherein the one or more other markers 

co 	ses prostate specific antigen. 

.18. 	The method according to any one of claims 1 to 17, wherein the method further 

comprises obtaining information: relating to one-  or more clinical characteristics of the 

subject. and using the information in combination. with one or more of the presence, 

level, secretion and distribution of the selected. marker to detect prostate cancer in the 

subject: 
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19. 	The method. according to any one of claims 1 to 18., wherein the method 

comprises using a computer processor means to process data. associated with one 

more of the presence, level., secretion and distribution of the selected marker i 'srid 

optionally one: or more clinical characteristics, to generate a likelihood and/or n -.•- of the 

presence of prostate cancer in the subject. 

20: 	The method according to any one of claims 1. to .19;  wherein 	prostate cancer 

is selected from a prostatic intraepithelial neoplasia,. a primary 	state cancer, and a 

metastatic prostate cancer. 

21. The method according to any one of claims 1. to -0, wherein the method is used 

to diagnose prostate cancer in. the subject, to screen. `4r prostate cancer in the subject, 

fOr assessing prognosis, to determine the metes 	c potential of a prostate cancer; to 

identify a subject suffering from prostate ca 	to identify a subject. susceptible to 

prostate cancer, to determine the rate of r apse of prostate cancer in the subject,. to 

determine the risk. of mortality from 	ostate cancer in. the subject, to stratify the 

prostate cancer, to discriminate bet 	prostate cancer and not having prostate cancer 

in the subject, to determine whe 	r the prostate cancer is an organ confined cancer, to 

discriminate between. prostate .ancer and one or more of. benign prostatiU hyperplasia, 

prostatitis .and an intim .,- gory condition of the prostate,. to determine pathogenic 

progression, to assess 	ether the prostate cancer is slowing growing, indolent, or 

aggressive, to mitt 	the presence. of prostate cancer in the. subject; to identify a subject 

suitable for trea • • -nt and/or surgery for prostate cancer, and to determine the likelihood 

or risk of a s-u 	ect having prostate cancer. 

22. .A method of detecting a prostate cancer in a subject, the method comprising: 

obtaining a biological sample from the subject; 

processing the sample to allow detection of a marker selected from an 

endosomal associated marker and/or a lysosomal associated marker; 

detecting one or more of an altered presence, level, secretion and 

distribution of the selected marker in theprocessed sample; and 

identifying a prostate cancer in the. subject. 
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23. 	A method of screening for a prostate cancer in a subject, the method 

comprising detecting a. marker selected from an .endosomal associated marker and/or a. 

lyso.scanal associated marker from the subject. 	 . 
, 

24, 	The method. according to claim 23, wherein the method is used to t•,,t itify a 

subject suffering from, or susceptible to, a prostate cancer. 

25: 	The method according to claim 23, wherein the method is 	ed to exclude a 

subject not suffering from, or not susceptible to, a prostate cancer../  

26. 	A method of identifying a subject suffering from, 	susceptible to, a prostate 

cancer, the method comprising detecting a marker 	elected from an endosomal 

associated marker and/or a lysosomal. associated mar 	from the subject. 
// 

2.7. 	A method of diagnosis for detecting prostate cancer in a subject, the method. 

comprising detecting a marker selected fro 'pan endosomal associated marker and/or a 

lysosomal associated marker from the s 	ect. 

2.8. 	A method of determinin 	le likelihood and/or risk of a subject suffering from, 

or being.. susceptible to, a pr 	ate cancer, the method comprising detecting a marker 

selected from an endoso 	associated marker and/or a lysosomat associated. marker 

from the subject. 

29. 	A. meth 	, for determining the progression of a prostate cancer in.. a subject, the 

method comp 	mg detecting a marker selected from an endosomal associated marker 

and/or a I • il somal associated marker from the subject. 

30, 	The method according to claim 29, Wherein the method comprises determining 

• chemical recurrence of the cancer, relapse: rate: and/or survival. rate. 

31. The method according to claim 30, wherein the level of the marker is indicative 

of a reduced. relapse rat and/or increased survival: rate. 

32. The method according to claim 30, wherein the marker comprises one or more 
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of LIMP2, CATHEPS1N B, CAFTHESIN.  D, ct-GALACTOSIDASE„ RAB5A, EEA1, 

RAB7A, 1v16PR, EGFR2, SORT!, MY01B, PDCD61P, SDC1, ST.X12, FGF2, FGF3 
/ 

and/or a mR.NA encoding one of the aforementioned, a 'fragment of one of 9. 

aforementioned, a. derivative of one of the aforementioned, and a processed form o/o.ne 

of the aforementioned. 

33. The method according to claim 32, wherein the marker comprise one or more 

of decreased or lower LIMP2„ increased or higher C.ATHEPSTN B, i 	reased or higher 

CAPTHES1N D, increased or higher a-GALACTOSIDASE, ,, -creased or lower 

RAB5A, decreased or lower UAL increased or higher RA it,;" , increased or higher 

M6PR, decreased or lower IGFR2, decreased. OT lower S!0''' T1, decreased or lower 

IvIYQ1B, increased or higher PDCD6IP, increased o / i.gher STXt 2, increased or 

higher. FGF27  increased or higher FGF3 and/or ,: / mRNA. encoding one of the 

aforementioned, a fragment of one of the afore( intioned, a derivative of one of the 

aforementioned, and a processed form of one a 	e aforementioned. 

34. The method according to any, one. of claims 29 to :3.3, wherein the method 

further comprises identifying the lev 	of PSA expression. in the subject and stratifying 

the expression of the marker on ti,,,  'oasis of the. PSA expression level in the subject. 

35. The method accop 'rig to claim 34, wherein the PSA is a level indicative of a 

low risk of prostate can- 	. 

36. The me 	d according to claim 35, wherein the PSA level is less than 10 

ng/ml. 

37. he method according to claim 35 or 36, wherein the PSA is a level of 7.8 

ng/ 	or less. 

38, 	The method according to any one of claims 35 to 27, wherein the. marker 

comprises one. or more of LIMP2,. CATHEPSIN ..13, a-GALACTORDASE, RAB5A, 

.EEA.I., M6PR, IGFR2, SORT1, MY01B, PDCD6IP,. SDC I, STXt2, FOF2, FGF3 

and/or a mRNA encoding one of the aforementioned, a fragment. of one of the 

aforementioned, a derivative of one of the: aforementioned, and a processed form of one 
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of the aforementioned. 

39. The method according to claim 3.8, wherein the marker comprises one or WO 

of decreased or.  lower LIMP2, increased or higher CATHEPSIN B, increased or 	er 

a-GALACTOSIDASE, decreased or lower :RAB5A, decreased or lower / EAI, 

increased or higher M6PR, decreased or lower IGFR2, decreased or 10N. 	SORT], 

decreased. or lower MY01B:, increased or higher PDCD6.1P, increased o 	tgher SDC I, 

increased. or higher srx12, increased or higher FGF.2, increased or li. 	er FGF3 and/or 

a mRNA encoding one of the aforementioned, a fragment of one o 	he aforementioned, 

a derivative of one of the aforementioned, and a process 	form of one of the 

aforementioned. 

40. The method according to claim 30, wherein 	level of the marker is indicative 

of an increased. relapse rat and/or decreased seivi 	'rate. 

41. The method according to claim 40„ herein the marker comprises one or more 

of LIMP2, CATHEPSIN B, CAPTHE 	D, a-G.ALACTOSIDASE, RAB5A, EEA1, 

RA:137A, Iv16PR, IGFR2,. SORT1, 	01B, PDC.D61P, SDC1., STX12, FGF2, FGF3 

and/or a niRNA encoding one 	f the aforementioned, a. fragment of one of the 

aforementioned, a derivative 	one of the aforementioned, and a processed form of one 

of the aforementioned. 

42.. The metho • : i ••cording to claim 40, wherein the marker comprises one or more 

of increased or h. 	er LIMP2, decreased or lower CATHEPSIN B, decreased or lower 

CAPTHESIN •, decreased or lower a-GALACTOSIDASE, increased or higher 

.RAB5A, • 	reased or higher EEA1, decreased or lower RAB7A, decreased or lower 

M6PR 	icreased. or higher IGFR2., increased or higher .SORTI , increased or higher 

MY r B, decreased or lower PDCD6IP, decreased. or lower STX.12, decreased or lower 

F2, decreased or lower FGF3 and/or a mRNA encoding: one of the aforementioned, a 

fragment of one of the aforementioned, a derivative of one of the aforementioned, and a 

processed form of one of the aforementioned, 

43.. The method according to any one of claims 40 to. 43, wherein the method. 

farther comprises identifying the: level of PSA expression in the subject and stratifying 

SUBSTITUTE SHEET (RULE 26) RO/AU 



WO 2014/197937 	 PCT/AU2014/000612 

117 

the expression of the marker on. the basis of the PSA expression level in the subject. 

44: 	The method according to claim 43, wherein the PSA is a level indicative o X 

low risk of prostate cancer. 

45. The method according to claim 44, wherein the PSA level is 1 	than 10 

ng/rril. 

46. The method according to claim 44 or 45, wherein the P A is a level of 7.8 

ng/ml or less. 	 • 

47. The method according to any one of claims 	to 46, wherein the marker 

comprises one or more of LIMP2, CATHEPS IN B 	-GALACTOSIDASE, RAB5A, 

EEA1, M6PR, IGFR2, SORT1, 114Y01B, PDC 61P, SDCI, STX12, FGF2, EGF3 

andlor a mRNA encoding one of the afar ,  entioncd, a fragment of one of the 
, 

aforementioned, a derivative of one of the ,)4rementioned, and a processed farm of one 

of the aforementioned. 

I 
48. The method according t. 	lair 47, wherein the marker comprises one or more 

of increased or higher LIMP2 ' ecreased or lower CATHEPSFN B, decreased or lower 

a.-GALACTOSIDASE, in,. eased or higher RAB5A, increased or higher EEA.1, 

decreased or lower 'M 	' , increased or higher IGFR2, increased or higher SORT1, 

increased or higher 	01B,. decreased or lower. PDCD61P, decreased or lower SDC1, 

decreased or low 	ST'X 12, decreased or lower FGF2, decreased or lower FGF3 and/or 

a mRNA enc 	ng one of the aforementioned, a fragment of one of the aforementioned, 

a derivati 	of one of the aforementioned, and a processed foot' of one of the 

aforem 	mined. 	 . 

.A kit for performing the method of any one of claims 1 to 48. 

50. 	A. method of treating a prostate cancer in a subject, the method comprising: 

detecting a marker selected from an endosomal. associated marker and/or a 

lysosornal associated marker from the subject; and 
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treating the subject based on one or more of the presence, level, secretion 

and distribution of the selected marker detected. 

/' 

Si. 	An isolated or purified antibody raised to a polypeptide comprising an 4 	ino 

acid 	sequence 	of 	one 	or 	more 	' 	of 

ASNDHDAAINRYSRLSKKRENDKVKYEVTEDVYT 	(SED 	ID 	/40. 	I), 

DEVASDPLYVPDPDPTKFPVNRNLTRKAQYLNARNKT 	(SEQ 	%` 	NO. 	2), 

SECKFVVLSS SQSEESDLGE GGKKRESE.A (SEQ ID. NO, 3), an /- „ igenic fragment 

of any of the aforementioned amino acid sequences, and/or a 	:tint of any of the 

aforementioned amino acid sequences or an antigenic fragment 	erect 

/ 
52. An isolated and/or purified antibody binding tF an epitope in an amino acid 

sequence 	in 	the 	human 	APPL1 	protein 	,' prising 	one 	or 	more 	of 
/ 

ASNDHDAAINRYSRLSKKRENDKVKYEVTE!/ Yr 	(SED. 	ID 	NO. 	1), 

DEVASDPLYVPDPDPTKFPVNRNLTRKA ,, ,1;,,NARNKT 	(SEQ 	If) 	NO. 	2), 

SEGQFVVLSS SQSEESDLGE GOKKRE,:' A (SEQ.  ID NO, 3), and/or an equivalent 
2' 

region of a bomolog, ortholog or paralo,/f the. protein, 

53. An isolated and/or pu ' 	- d. antibody raised to a polypeptide comprising an 
., 

amino 	acid 	seq /ice 	of 	one 	or 	more 	of 

PNTFKTLDSWRDEFLI • -' PRDPENFWVVLGNKI 	(RD 	ID 	NO. 	4.).;  

DPENFPFVVIGNKII) " NRQVATKRAQAWCYSKNN 	(SEQ 	ID 	NO. 	5)i  

ALKQETEVELYN r-, PEP1KLDKNDRAKASAESCSC (SEQ ID NO. 6), an antigenic 

fratunent of any 	the aforementioned amino acid sequences; and/or a variant of any of 

the aforemenf ned amino acid sequences or an antigenic fragment thereof. 

54. An isolated and/or purified antibody binding to an epitope in an amino acid 

seq 	CC 	in 	the 	human 	RAB7 	protein 	comprising 	one 	or 	more 	of 

TFKTLDS WRDEFLIQAS P RDP ENFPINVLGNKI 	(SED 	ID 	NO. 	4); 

DPENFPEVVLONKIDLENRIVATKRAQAWCYSKNN 	(SEQ 	ID 	NO. 	5), 

ALKQETEVELYNEFPEPIKLDKNDRAKASAESCSC (SEQ ID NO. 6), and/or an 

equivalent region of a homolog, ortholog or paralog of the protein. 

• 
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55. 	A method of detecting an AMA protein or a fragment thereof, the method 

comprising using an antibody according to claims 51 or .52 to detect the APRA protein 

or fragment thereof 	 / / 
/ 

56. A method of detecting a RAB7 protein or a fragment thereof the 	method 

comprising using an antibody according to claims 53 or 54 to detect the R '':7 protein 

or Augment thereof 

i 
57. A method of detecting a prostate cancer in a. subject, t ,7 method comprising 

using an antibody according any one of claims 51 to 54 to de• t an ARM or. RAB7 

protein, and/or a fragment, derivative or a processed. form 	eof from the subject. 

58. Amethod of identifying a selected marker f 	diagnosis and/or prognosis of a 

prostate cancer, the method comprising: 

identifying a marker selected from an 4 	osomal associated marker and/or a 

lysosomal associated. marker; and / 

determining the ability of the s -, - ted marker to diagnose and/or propose a. 

prostate cancer; 

thereby identifying the marker as 	selected marker for diagnosis andior prognosis. of a 

prostate cancer. 
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CLAIMS 

1. A method of detecting a prostate cancer in a subject, the method comprising 

detecting a marker selected from an endosomal associated marker and/or a lysosomal 

associated marker from the subject, thereby detecting a prostate cancer in the subject, 

wherein: 

the method comprises detecting two or more selected markers, and determining the 

ratio of the level of one selected marker to another selected marker; and 

an increased ratio of an early endosomal marker to a late endosomal marker as 

compared to non-malignant tissue is indicative of a prostate cancer in the subject. 

2. The method according to claim 1, wherein the early endosomal marker is selected 

from APPL1 and EEA1, and the late endsomal marker is selected from SDC1 and RAB7. 

3. The method according to claim 1 or claim 2, wherein the selected marker comprises 

one or more of an early endosomal marker, a late endosomal marker, a marker associated 

with endosomal biogenesis, a marker associated with endosomal trafficking and a marker 

associated with endosomal recycling. 

4. The method according to any one of claim 1 to 3, wherein the selected marker 

comprises one or more of CATHEPSIN B, CATHEPSIN D, a-GALACTOSIDASE, LIMP-1, 

LIMP-2, TFR1, TFR2, STAMP2, SORT1 (SORTILIN), LAMP-1, RAB4, APPL2, RAB5, 

RAB11, MPR, PAP, ACTIN, M6PR, IGFR2, MYO1B, PDCD6IP, SDCBP, STX7, STX12, 

FGF1, FGF2, FGF3, FGFR1, FGFR2, FGFR3, NOX2, NOX4, and/or a mRNA encoding one 

of the aforementioned, a fragment of one of the aforementioned, a derivative of one of the 

aforementioned, and a processed form of one of the aforementioned. 

5. The method according to any one of claims 1 to 4, wherein one or more of an altered 

presence, altered level, altered secretion and altered distribution of the selected marker is 

indicative of prostate cancer in the subject. 

6. The method according to claim 5, wherein one or more of an increased level of 

RAB5 protein and/or mRNA, an increased secretion of RAB5 protein, an increased level of 

APPL1 protein and/or mRNA, an increased secretion of APPL1 protein, an increased level of 
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EEA1 protein and/or mRNA, an increased secretion of EEA1 protein, an increased level of 

LIMP-2 protein and/or mRNA, an increased level of TFR1 protein and/or mRNA, an 

increased level of TFR2 protein and/or mRNA, an increased level of RAB4 protein and/or 

mRNA, an increased secretion of RAB4 protein, an increased level of APPL2 protein and/or 

mRNA, a decreased level of LAMP1 protein and/or mRNA, an increased secretion of RAB11 

protein, a decreased secretion of RAB7 protein, a decreased level of CATHEPSIN B protein 

or mRNA, a decreased level of CATHEPSIN D protein or mRNA, an increased level of a,- 

GALACTOSIDASE protein or mRNA, a decreased level of STX7 protein or mRNA, a 

decreased level of STX12 protein or mRNA, an increased secretion of PDCD6IP protein, a 

decreased secretion of SDCBP protein, a decreased secretion of SORT1 protein, a decreased 

level of FGF1 protein or mRNA, a decreased level of FGF2 protein or mRNA, an increased 

level of FGF3 protein or mRNA, a decreased level of FGFR1 protein or mRNA, a decreased 

level of FGFR2 protein or mRNA, an increased level of FGFR3 protein or mRNA, an 

increased level of NOX2 protein or mRNA, and increased level of NOX4 protein or mRNA, 

an increased nuclear and/or nucleoli level of APPL1 protein, an increased nuclear membrane 

level of RAB7 protein, and an enlarged LIMP2 protein positive vesicles, is indicative of 

prostate cancer in the subject. 

7. The method according to claim 5 or 6, wherein an altered presence, altered level, 

altered expression, altered secretion and altered distribution is as compared to one or more of 

non-malignant 	tissue, 	prostatic 	intraepithelial 	neoplasia, 	primary prostate 	cancer 	and 

metastatic prostate cancer. 

8. The method according to claim 7, wherein LIMP2 protein or mRNA is increased in 

prostatic intraepithelial neoplasia as compared non-malignant prostate, LAMP1 protein or 

mRNA is decreased in metastatic prostate cancer as compared prostatic intraepithelial 

neoplasia, LAMP1 protein or mRNA is increased in primary prostate cancer as compared to 

metastatic prostate cancer, CATHEPSIN B protein or mRNA is decreased in primary prostate 

cancer as compared to non-malignant tissue, CATHEPSIN B protein or mRNA is decreased 

in metastatic prostate cancer as compared to non-malignant prostate, ACID CERAMIDASE 

protein or mRNA is increased in prostatic intraepithelial neoplasia as compared to non-

malignant prostate, ACID CERAMIDASE protein or mRNA is increased in prostatic 

intraepithelial neoplasia as compared to metastatic prostate cancer, ACID CERAMIDASE 

protein or mRNA is increased in primary prostate cancer as compared to metastatic prostate 
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cancer, APPL1 protein or mRNA is increased in primary prostate cancer as compared to non-

malignant tissue, APPL2 protein or mRNA is increased in prostatic intraepithelial neoplasia 

as compared to non-malignant prostate, APPL2 protein or mRNA is increased in primary 

prostate cancer as compared to non-malignant tissue, APPL2 protein or mRNA is increased 

in prostatic intraepithelial neoplasia as compared to metastatic prostate cancer, APPL2 

protein or mRNA is increased in primary prostate cancer as compared to metastatic prostate 

cancer, RAB5 protein or mRNA is decreased in metastatic prostate cancer as compared to 

non-malignant prostate, EEA1 protein or mRNA is decreased in metastatic prostate cancer as 

compared non-malignant prostate, EEAI protein or mRNA is decreased in prostatic 

intraepithelial neoplasia as compared to metastatic prostate cancer, RAB4A protein or mRNA 

is decreased in metastatic prostate cancer as compared to non-malignant prostate, RAB4A 

protein or mRNA is decreased in prostatic intraepithelial neoplasia as compared to metastatic 

prostate cancer, RAB4A protein or mRNA is decreased in prostatic intraepithelial neoplasia 

as compared to primary prostatic cancer, RAB4A protein or mRNA is decreased in primary 

prostate cancer as compared to metastatic prostate cancer, MYO1B protein or mRNA is 

increased in prostatic intraepithelial neoplasia as compared to metastatic prostate cancer, 

MYO1B protein or mRNA is decreased in metastatic prostate cancer as compared prostatic 

intraepithelial neoplasia, MYO1B protein or mRNA is decreased in metastatic prostate cancer 

as compared to primary prostate cancer, PDCD6IP protein or mRNA is decreased in prostatic 

intraepithelial neoplasia as compared to metastatic prostate cancer, PDCD6IP protein or 

mRNA is decreased in prostatic intraepithelial neoplasia as compared to non-malignant 

prostate, SDCBP protein or mRNA is decreased in metastatic prostate cancer as compared to 

primary prostate cancer, STX7 protein or mRNA is decreased in metastatic prostate cancer as 

compared to primary prostate cancer, FGFR1 protein or mRNA is increased in metastatic 

prostate cancer as compared prostatic intraepithelial neoplasia, FGFR2 protein or mRNA is 

decreased in primary prostate cancer as compared to non-malignant tissue, NOX2 protein or 

mRNA is increased in primary prostate cancer as compared to non-malignant tissue and 

NOX4 protein or mRNA is increased in metastatic prostate cancer as compared prostatic 

intraepithelial neoplasia. 

9. 	The method according to any one of claims 1 to 8, wherein the method comprises 

obtaining a biological sample from the subject and processing the biological sample to allow 

detection of the selected marker. 
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10. The method according to claim 9, wherein the biological sample comprises one or 

more of a blood sample, a plasma sample, a serum sample, a biopsy and a prostate tissue 

sample. 

11. The method according to any one of claims 1 to 10, wherein the detecting of the 

selected marker comprises polymerase chain reaction. 

12. The method according to any one of claims 1 to 11, wherein the detecting of the 

selected marker comprises immunological detection. 

13. The method according to any one of claims 1 to 12, wherein the method comprises 

comparing the presence and/or level of the selected marker with the presence and/or level of 

one or more other markers associated with an altered risk of prostate cancer and/or one or 

more other markers known to be indicative of the presence or absence of prostate cancer in 

the subject. 

14. The method according to claim 13, wherein the one or more other markers 

comprises prostate specific antigen. 

15. The method according to any one of claims 1 to 14, wherein the method further 

comprises obtaining information relating to one or more clinical characteristics of the subject 

and using the information in combination with one or more of the presence, level, secretion 

and distribution of the selected marker to detect prostate cancer in the subject. 

16. The method according to any one of claims 1 to 15, wherein the method comprises 

using a computer processor means to process data associated with one or more of the 

presence, level, secretion and distribution of the selected marker, and optionally one or more 

clinical characteristics, to generate a likelihood and/or risk of the presence of prostate cancer 

in the subject. 

17. The method according to any one of claims 1 to 16, wherein the prostate cancer is 

selected from a prostatic intraepithelial neoplasia, a primary prostate cancer, and a metastatic 

prostate cancer. 
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18. The method according to any one of claims 1 to 17, wherein the method is used to 

diagnose prostate cancer in the subject, to screen for prostate cancer in the subject, for 

assessing prognosis, to determine the metastatic potential of a prostate cancer, to identify a 

subject suffering from prostate cancer, to identify a subject susceptible to prostate cancer, to 

determine the rate of relapse of prostate cancer in the subject, to determine the risk of 

mortality from prostate cancer in the subject, to stratify the prostate cancer, to discriminate 

between prostate cancer and not having prostate cancer in the subject, to determine whether 

the prostate cancer is an organ confined cancer, to discriminate between prostate cancer and 

one or more of benign prostatic hyperplasia, prostatitis and an inflammatory condition of the 

prostate, to determine pathogenic progression, to assess whether the prostate cancer is 

slowing growing, indolent, or aggressive, to exclude the presence of prostate cancer in the 

subject, to identify a subject suitable for treatment and/or surgery for prostate cancer, and to 

determine the likelihood or risk of a subject having prostate cancer. 

19. A method of detecting a prostate cancer in a subject, the method comprising: 

processing a sample obtained from the subject to allow detection of a marker 

selected from an endosomal associated marker and/or a lysosomal associated 

marker; 

detecting one or more of an altered presence, level, secretion and distribution of 

the selected marker in the processed sample; and 

identifying a prostate cancer in the subject. 

20. A method of screening for a prostate cancer in a subject, the method comprising 

detecting a marker selected from an endosomal associated marker and/or a lysosomal 

associated marker from the subject. 

21. The method according to claim 20, wherein the method is used to identify a subject 

suffering from, or susceptible to, a prostate cancer. 

22. The method according to claim 21, wherein the method is used to exclude a subject 

not suffering from, or not susceptible to, a prostate cancer. 

23. A method of identifying a subject suffering from, or susceptible to, a prostate cancer, 

the method comprising detecting a marker selected from an endosomal associated marker 
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and/or a lysosomal associated marker from the subject. 

24. A method of diagnosis for detecting a prostate cancer in a subject, the method 

comprising detecting a marker selected from an endosomal associated marker and/or a 

lysosomal associated marker from the subject. 

25. A method of determining the likelihood and/or risk of a subject suffering from, or 

being susceptible to, a prostate cancer, the method comprising detecting a marker selected 

from an endosomal associated marker and/or a lysosomal associated marker from the subject. 

26. A method for determining the progression of a prostate cancer in a subject, the 

method comprising detecting a marker selected from an endosomal associated marker and/or 

a lysosomal associated marker from the subject. 

27. The method according to claim 26, wherein the method comprises determining 

biochemical recurrence of the cancer, relapse rate and/or survival rate. 

28. The method according to claim 27, wherein the level of the marker is indicative of a 

reduced relapse rat and/or increased survival rate. 

29. The method according to claim 27, wherein the marker comprises one or more of 

LIMP2, CATHEPSIN B, CAPTHESIN D, a-GALACTOSIDASE, RAB5A, EEA1, RAB7A, 

M6PR, IGFR2, SORT!, MY01B, PDCD6IP, SDC1, STX12, FGF2, FGF3 and/or a mRNA 

encoding one of the aforementioned, a fragment of one of the aforementioned, a derivative of 

one of the aforementioned, and a processed form of one of the aforementioned. 

30. The method according to claim 29, wherein the marker comprises one or more of 

decreased or lower LIMP2, increased or higher CATHEPSIN B, increased or higher 

CATHEPSIN D, increased or higher a-GALACTOSIDASE, decreased or lower RABSA, 

decreased or lower EEA1, increased or higher RAB7A, increased or higher M6PR, decreased 

or lower IGFR2, decreased or lower SORT1, decreased or lower MYO1B, increased or 

higher PDCD6IP, increased or higher STX12, increased or higher FGF2, increased or higher 

FGF3 and/or a mRNA encoding one of the aforementioned, a fragment of one of the 

aforementioned, a derivative of one of the aforementioned, and a processed form of one of 
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the aforementioned. 

31. The method according to any one of claims 26 to 30, wherein the method further 

comprises identifying the level of PSA expression in the subject and stratifying the 

expression of the marker on the basis of the PSA expression level in the subject. 

32. The method according to claim 31, wherein the PSA is a level indicative of a low 

risk of prostate cancer. 

33. The method according to claim 32, wherein the PSA level is less than 10 ng/ml. 

34. The method according to claim 32 or 33, wherein the PSA is a level of 7.8 ng/ml or 

less. 

35. The method according to any one of claims 32 to 34, wherein the marker comprises 

one or more of LIMP2, CATHEPSIN B, a-GALACTOSIDASE, RAB5A, EEA1, M6PR, 

IGFR2, SORT1, MY01B, PDCD6IP, SDC1, STX12, FGF2, FGF3 and/or a mRNA encoding 

one of the aforementioned, a fragment of one of the aforementioned, a derivative of one of 

the aforementioned, and a processed form of one of the aforementioned. 

36. The method according to claim 35, wherein the marker comprises one or more of 

decreased or lower LIMP2, increased or higher CATHEPSIN B, increased or higher a- 

GALACTOSIDASE, decreased or lower RAB5A, decreased or lower EEA1, increased or 

higher M6PR, decreased or lower IGFR2, decreased or lower SORT1, decreased or lower 

MYO1B, increased or higher PDCD6IP, increased or higher SDC1, increased or higher 

STX12, increased or higher FGF2, increased or higher FGF3 and/or a mRNA encoding one 

of the aforementioned, a fragment of one of the aforementioned, a derivative of one of the 

aforementioned, and a processed form of one of the aforementioned. 

37. The method according to claim 27, wherein the level of the marker is indicative of 

an increased relapse rat and/or decreased survival rate. 

38. The method according to claim 37, wherein the marker comprises one or more of 

LIMP2, CATHEPSIN B, CATHEPSIN D, a-GALACTOSIDASE, RAB5A, EEA1, RAB7A, 
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M6PR, IGFR2, SORT1, MYO1B, PDCD6IP, SDC1, STX12, FGF2, FGF3 and/or a mRNA 

encoding one of the aforementioned, a fragment of one of the aforementioned, a derivative of 

one of the aforementioned, and a processed form of one of the aforementioned. 

39. The method according to claim 37, wherein the marker comprises one or more of 

increased or higher LIMP2, decreased or lower CATHEPSIN B, decreased or lower 

CATHEPSIN D, decreased or lower a-GALACTOSIDASE, increased or higher RAB5A, 

increased or higher EEA1, decreased or lower RAB7A, decreased or lower M6PR, increased 

or higher IGFR2, increased or higher SORT1, increased or higher MYO1B, decreased or 

lower PDCD6IP, decreased or lower STX12, decreased or lower FGF2, decreased or lower 

FGF3 and/or a mRNA encoding one of the aforementioned, a fragment of one of the 

aforementioned, a derivative of one of the aforementioned, and a processed form of one of 

the aforementioned. 

40. The method according to any one of claims 37 to 40, wherein the method further 

comprises identifying the level of PSA expression in the subject and stratifying the 

expression of the marker on the basis of the PSA expression level in the subject. 

41. The method according to claim 40, wherein the PSA is a level indicative of a low 

risk of prostate cancer. 

42. The method according to claim 41, wherein the PSA level is less than 10 ng/ml. 

43. The method according to claim 41 or 42, wherein the PSA is a level of 7.8 ng/ml or 

less. 

44. The method according to any one of claims 41 to 43, wherein the marker comprises 

one or more of LIMP2, CATHEPSIN B, a-GALACTOSIDASE, RAB5A, EEA1, M6PR, 

IGFR2, SORT1, MYO1B, PDCD6IP, SDC1, STX12, FGF2, FGF3 and/or a mRNA encoding 

one of the aforementioned, a fragment of one of the aforementioned, a derivative of one of 

the aforementioned, and a processed form of one of the aforementioned. 

45. The method according to claim 44, wherein the marker comprises one or more of 

increased or higher LIMP2, decreased or lower CATHEPSIN B, decreased or lower a- 
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GALACTOSIDASE, increased or higher RAB5A, increased or higher EEA1, decreased or 

lower M6PR, increased or higher IGFR2, increased or higher SORT1, increased or higher 

MY01B, decreased or lower PDCD6IP, decreased or lower SDC1, decreased or lower 

STX12, decreased or lower FGF2, decreased or lower FGF3 and/or a mRNA encoding one of 

the aforementioned, a fragment of one of the aforementioned, a derivative of one of the 

aforementioned, and a processed form of one of the aforementioned. 

46. A kit for performing the method of any one of claims 1 to 45. 

47. An isolated or purified antibody raised to a polypeptide comprising an amino acid 

sequence of one or more of ASNDHDAAINRYSRLSKKRENDKVKYEVTEDVYT (SED 

ID NO. 1), DEVASDPLYVPDPDPTKFPVNRNLTRKAGYLNARNKT (SEQ ID NO. 2), 

SEGQFVVLSS SQSEESDLGE GGKKRESEA (SEQ ID NO. 3), an antigenic fragment of 

any of the aforementioned amino acid sequences, 	and/or a variant of any of the 

aforementioned amino acid sequences or an antigenic fragment thereof. 

48. An isolated and/or purified antibody binding to an epitope in an amino acid 

sequence 	in 	the 	human 	APPL1 	protein 	comprising 	one 	or 	more 	of 

ASNDHDAAINRYSRLSKKRENDKVKYEVTEDVYT 	(SED 	ID 	NO. 	1), 

DEVASDPLYVPDPDPTKFPVNRNLTRKAGYLNARNKT 	(SEQ 	ID 	NO. 	2), 

SEGQFVVLSS SQSEESDLGE GGKKRESEA (SEQ ID NO. 3), and/or an equivalent region 

of a homolog, ortholog or paralog of the protein. 

49. An isolated and/or purified antibody raised to a polypeptide comprising an amino 

acid sequence of one or more of PNTFKTLDSWRDEFLIQASPRDPENFPFVVLGNKI 

(SED ID NO. 4), DPENFPFVVLGNKIDLENRQVATKRAQAWCYSKNN (SEQ ID NO. 

5), ALKQETEVELYNEFPEPIKLDKNDRAKASAESCSC (SEQ ID NO. 6), an antigenic 

fragment of any of the aforementioned amino acid sequences, and/or a variant of any of the 

aforementioned amino acid sequences or an antigenic fragment thereof. 

50. An isolated and/or purified antibody binding to an epitope in an amino acid 

sequence 	in 	the 	human 	RAB7 	protein 	comprising 	one 	or 	more 	of 

PNTFKTLDSWRDEFLIQASPRDPENFPFVVLGNKI 	(SED 	ID 	NO. 	4), 

DPENFPFVVLGNKIDLENRQVATKRAQAWCYSKNN 	(SEQ 	ID 	NO. 	5), 
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ALKQETEVELYNEFPEPIKLDKNDRAKASAESCSC (SEQ ID NO. 6), and/or an 

equivalent region of a homolog, ortholog or paralog of the protein. 

51. A method of detecting an APPL1 protein or a fragment thereof, the method 

comprising using an antibody according to claim 47 or 48 to detect the APPL1 protein or 

fragment thereof. 

52. A method of detecting a RAB7 protein or a fragment thereof, the method comprising 

using an antibody according to claim 50 or 51 to detect the RAB7 protein or fragment 

thereof. 

53. A method of detecting a prostate cancer in a subject, the method comprising using 

an antibody according any one of claims 47 to 50 to detect an APPLI or RAB7 protein, 

and/or a fragment, derivative or a processed form thereof from the subject. 

54. A method of identifying a selected marker for diagnosis and/or prognosis of a 

prostate cancer, the method comprising: 

identifying a marker selected from an endosomal associated marker and/or a 

lysosomal associated marker; and 

determining the ability of the selected marker to diagnose and/or prognose a prostate 

cancer; 

thereby identifying the marker as a selected marker for diagnosis and/or prognosis of a 

prostate cancer. 


