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FIGURE 2
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FIGURE 3
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FIGURE 4
Binding to NALM16 cells (FLT3+)
200 -
V5
- 150 + B
% Y Wi
= 100+ va
™
= V2
50 4 Vi
0 ~ Y T 1
0.0001 0.01 1 100 10000

Concentration (nM)



WO 2020/053300

Cell count, leukemic blast cells

% of control

120 =
100~
80+
60 4

40+
20

PCT/EP2019/074268
5/11

FIGURE 5
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FIGURE 6
Binding to Jurkat cells (CD3+)
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FIGURE 7
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FIGURE 8
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FIGURE 9
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FIGURE 10
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FIGURE 11
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