
 

 

ABSTRACT 

BISULFITE-FREE, BASE-RESOLUTION IDENTIFICATION OF CYTOSINE 

MODIFICATIONS 

This disclosure provides methods for bisulfite-free identification in a nucleic acid sequence of the 

locations of 5-methylcytosine, 5- hydroxymethylcytosine, 5-carboxylcytosine and 5- formylcytosine. 
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