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1

9

PRT

Artificial Sequence

An artificially synthesized peptide sequence

1

Leu Leu ITe Gly Ser Thr Ser Tyr val
5

2

9

PRT

Artificial Sequence

An artificially synthesized peptide sequence

2

GIn ITe Phe Asp val val Tyr Glu val
5

3

9

PRT

Artificial Sequence

An artificially synthesized peptide sequence

3

phe Leu Phe Asn Asp Cys Leu Glu Ile
5

4
9

PRT

Artificial Sequence

An artificially synthesized peptide sequence

4

Thr Leu Phe Leu Phe Asn Asp Cys Leu

Page 1



JPOXMLDOCO1-seq] . app

1 5

<210> 5

<211> 9

<212> PRT

<213> Artificial sequence
<220>

<223> an artificially synthesized peptide sequence
<400> 5

Leu Leu Ser Ser His Arg Ser Leu val
5

<210> 6

<211> 9

<212> PRT

<213> Artificial sequence
<220>

<223> An artificially synthesized peptide sequence
<400> 6

Met Met Asn Leu val Leu Cys Phe Thr
1 5

<210> 7

<211> 9

<2iZ2> PRT

<213> Artificial sequence
<220>

<223> An artificially synthesized peptide sequence
<400> 7

Leu Leu Ile Arg Pro val Gln Arg Leu
1 5

<210> 8

<211> 9

<212> PRT

<213> Artificial Ssequence
<220>

<223> An artificially synthesized peptide sequence
<400> 8

val val Thr Asp ?he GIn Asp Ser val
1

<210> 9

<211> 9

<212> PRT

<213> Artificial Seguence
<220>

<223> An artificially synthesized peptide sequence

<400> 9
Page 2



1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211
<212>
<213>

<220>
<223>

<400>

1

<210>
<Z211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
212>
<213>

<220>
<223>

JPOXMLDOCO1-seql .app

Leu Leu Asn Asp Leu Lys Lys His Thr
5

10

9

PRT

Artificial Seguence

An artificially synthesized peptide sequence

10

Phe G1n Asp Cys Ile Leu Ser Phe Leu
5

11

9

PRT

artificial Seguence

an artificially synthesized peptide sequence

11

phe GTu Pro Ser Lys Lys Leu Tyr val
5

12

9

PRT

Artificial Sequence

An artificially synthesized peptide seguence

12

Ala Leu Met Thr Ser His Gly Ser val
5

13

9

PRT

Artificial Sequence

An artificially synthesized peptide seguence

13

Asn Glu GIn Asp phe Tyr Ala Ala val
5

14

9

PRT

artificial Seguence

an artificially synthesized peptide sequence
Page 3



JPOXMLDOCOL-seql.app

<400> 14

Met Leu Cys Arg His val Ala Asn Thr

1 5

<210> 15

<211> 9

<212> PRT

<213> Artificial seguence

<220>

<223> An artificially synthesized peptide sequence
<400> 15

Ala GIn Leu Ser Arg Glu Thr Asp val

1 5

<210> 16

<211> 9

<212> PRT

<213> Artificial seguence

<220> )
<223> An artificially synthesized peptide sequence
<400> 16

Asn Ile Leu Ala Thr ITle Ile GIn lLeu

1 5

<210> 17

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> An artificially synthesized peptide sequence

<400> 17

Thr Leu Ser Arg Ser Thr Thr His Leu
1 5

<210> 18
<Z211> 9
<212> PRT

<213> Artificial Sequence

<220>
<223> An artificially synthesized peptide seguence

<400> 18

Arg Leu Pro Ser val Ala Leu Leu Leu
5

1

<210> 19
<211> 9
<212> PRT

<213> Artificial Sequence
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<220>

<223> aAn artificially synthesized peptide sequence
<400> 19

Thr Leu val His His Met Gly Gly val

1 5

<210> 20

<211> 9

<212> PRT

<213> Arrificial Sequence

<220>

<223> An artificially synthesized peptide seqguence
<400> 20

Ite Ile GIn Leu Phe GIn val Pro Leu
5

1

<210> 21

<211> 10

<212> PRT

<213> Artificial Sequence
<220>

<223> An artificially synthesized peptide sequence
<400> 21

Asn Leu Leu Ile Gly Ser Thr Ser Tyr val
1 5 10

<210> 22
<211> 10
<212> PRT

<213> Artificial Seguence

<220>
<223> An artificially synthesized peptide sequence

<400> 22

Asn Leu Leu Ser Ser His Arg Ser Leu val

1 5 10
<210> 23

<211l> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> an artificially synthesized peptide sequence

<400> 23

Ser Met Met Asn Leu val Leu Cys Phe Thr
1 5 10

<210> 24
<211i> 10
<212> PRT

Page 5



JPOXMLDOCOL-seql.app
<213> artificial Sequence

<220>
<223> An artificially synthesized peptide sequence

<400> 24

Leu Met Pro Leu Ser Gin Ile Lys Lys val
1 5 10

<210> 25

<211> 10

<212> PRT

<213> Artificial Sequence
<220>

<223> An artificially synthesized peptide sequence
<400> 25

Lys Met Leu Cys Arg His val Ala Asn Thr

1 5 10
<210> 26

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<223> An artificially synthesized peptide sequence
<400> 26

ser Leu val Glu Leu Leu Ile Arg Pro val
1 5 10
<210> 27

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<223> An artificially synthesized peptide sequence
<400> 27
Thr ¢1n Gly Glu Lys Phe Arg val ala val

1 5 10
<210> 28

<211> 10

<212> PRT

<2313> Artificial Sequence

<220> i
<223> An artificially synthesized peptide sequence

<400> 28
Tyr Thr Ala Asp Pro Glu Ser Phe Glu val
1 5 10

<210> 29
Page 6



<211>
<212>
<213>

<220>
<223>

<400>

Glu Leu Tyr GIn Thr Glu Ser Asn Tyr val
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

JPOXMLDOCO1-seql . app
10
PRT
artificial Sequence

ELYQEESNYV
29

10

30
10
PRT
Artificial sequence

An artificially synthesized peptide sequence

30

Lys Gin Ile Phe Asp val val Tyr Glu val
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<400>

i

<210>
<21l>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

31

10

PRT

artificial seguence

An artificially synthesized peptide sequence

31

Phe val val Thr Asp Phe GIn Asp Ser val
5 10

32

10

PRT

Artificial Sequence

An artificially synthesized peptide sequence

32

Ser Ile Phe Asp Ser Lys val Thr Glu Ile
5

33

10

PRT

Artificial sequence

An artificially synthesized peptide sequence

33

Leu Leu lLeu Asn Asp Leu Lys Lys His Thr
5
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<210> 34

<211> 10

<212> PRT

<213> Artificial Seguence
<220>

<223> an artificially synthesized peptide sequence
<400> 34

ITe Lteu Ala Pro Glu Glu Ile Lys Thr Ile
1 5 10

<210> 35

<211> 10

<212> PRT

<213> Artificial sequence
<220>

«223> An artificially synthesized peptide sequence
<400> 35

Phe Leu Phe Asn Asp Cys Leu Glu Ile Ala
1 5

<210> 36

<211> 10

«<212> PRT

<213> Artificial Sequence
<220>

<223> An artificially synthesized peptide sequence
<400> 36

ey Leu Asn Asp Lteu Lys Lys His Thr aAla

1 5 10
<210> 37

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<223> An artificially synthesized peptide sequence
<400> 37

Tyr GIn Thr Glu Ser Asn Tyr val Asn Ile
1 5 10
<210> 38

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<223> An artificially synthesized peptide sequence
<400> 38

Asp Leu val Lys Thr Tyr Pro Pro Phe val
Page 8



1

<210> 39
<211> 10
<212> PRT
<213>
<220>
<223>
<400> 39

JPOXMLDgc01—seq1.app
1

Artificial Seqguence

Phe Gly Ser ITe Pro Asp Ile Phe Asp val
1 5 10

<210> 40
<211> 10
<212> PRT
<213>
<220>
<223>
<400> 40

Gly Leu Asp Ser Pro Glu Phe Glu Asn val
1 5

<210>
<211>
<212>
<213>

<400> 41
tttttgaatc

41
4349
DNA

gtttgaagag
ctagactgga
gcgattctee
agctaatttt
aactcctgac
agccaccgeg
agctgattta
aggactagct
aacttactta
atattggttc
gtgggctttg
gaaaatgtat
gattgtagag
ccattttcat

ggatttagga

Homo sapiens

ggttgtggeg
gtggaactcc
gtgcagtggce
tgeectcagec
tgtattttta
ctcgtgatec
tceggecettt
gaagaataca
tggcagactc
ttggatctac
aagaagctgg
taaagatgga
ttgtagtcac
ttattggacc
gtcgeecgtt

aaaaagaaga

artificial sequence

gcegeggega
tagggctttt
acgatctcgg
tcctgagtag
gtagagatgg
gcccgecttg
caaatggtat
aatcatggct
ttccattttt
ttcatatgta
aaaacaagaa
gtcagtggaa
ggactttcag
accagrtgta
gtattgtaca

actagtcagg

10

ggaatggcgg
ttgagagtga
ctcactgcaa
ctgggattac
ggtttcattg
gccteccaaa
ttttgatttt
gaaaatagtyg
gattctaaag
gaagagatgc
gaacttataa
gaatttgaag
gattctgtct
ttaaattgtt
agtatgatga

ttggtgacat
page 9

An artificially synthesized peptide sequence

An artificially synthesized peptide seqguence

tatttgtgag
cggagtctac
cctectgectc
aggtgeetge
tgttggccag
gtgctaggat
cctcitecag
tattaacatc
ttactgagat
ctcagattga
aagcettaaa
gtttggattc
ttaatgacct
cacaaaaagyg
atctagtract

tggtccatca

aggagtcgge
ctettgttac
ccgggttcaa
caccaagcecc
gctggtetcyg
tacaagtgtg
tccttaaagce
cactactggg
ttccaaggaa
aacaagagtg
ggacattaaa
tccggaattt
ctacaaggcet
agagcctttg
atgcrttact

catgggtgga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
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gcaggtatcc
acgttaagta
aatgtataga
cgttggtgaa
ttgaaagagt
attttgatgt
ctatcagectyg
tgccaaatac
tatttgtgea
gcatagaatt
aaccactcct
ttaaaagatt
ttgcaaattyg
tgtttgtage
tcttgattta
aattgtggta
actaatcttc
attaaatgta
ctttttatag
ctatttcttt
agttaactga
tgactctttg
aaaacccaag
<210>
<211>
<212>
<213>
<400>

42
882
PRT
Homo
42

Met Ala Glu
1

Ala Asp Ser

Asn Leu Leu
35

Glu Thr Arg

cttcteecte
gatctacaac
cacctcatac
agctggaagg
aaggtttacc
aatttatctc
atattagtag
tgctgtgaat
gctcaattta
ctgattaaat
ttcacagttt
tgcecteatt
agataaggac
tgtttcagag
gtttgatagt
aagactgtrt
tgtgaaatgc
aaattgadaa
tcagtaatrtc
agggagtygct
ctatagattg
ctacatttta

tgtaaaaaaa

sapiens

JPOXMLDOCO1-seql.app

ccttgtcage
tcatttgata
tcaaataaga
aagataaata
tgttacattt
ttgtttgaat
ctttgcaacc
ctatttgtat
tgcagagatt
agtgggtctg
attttcttct
aacaagaata
agaaagattyg
agagtacggt
cgtcgtegga
gtacccttca
atagatatgc
ttcatttget
agaataatca
acaaatgttt
ttttctatge
aaagcaattg

ddaaaddadd

cttccttect
tgaagcgtia
aactgactta
acactaaact
tcaagttaat
ctgtcattca
ctgatagagt
agtatccatg
aaatgacatc
tttcacatgt
caagcgtttt
acatttaaag
agaaacattg
atatttatgg
attttatttt
tgaaataatt
gcatgttcaa
gtttcaaagt
agttcatatg
gtcacttaaa
catgtatgtg

tattagtaag

tctttgaaag
ccaaaatctt
aatggtactt
atgctatttg
tcatgtaaaa
aaggccaata
aaataaattt
aatgaattta
ataatactgg
gcagtttgaa
caagatctag
gagattgtrte
tatattttge
taattrtatc
gaaggataag
ctgaagttgc
ctttttattg
gtgatatctt
gataaatgca
tttcaagttt
ccacttctga

aactttgtaa

gagaagtcat
aaattataga
gtaattagca
atttttcttc
aatgatagtg
atttaagttg
tatgggtggyg
tggaaataga
atgaaaactt
gtatttaaat
catgtggatt
cagaatattt
aaaaacaaga
cactagcaaa
accatgggaa
catcagtttt
tggtcttatra
tcacaatagce
tttttatttc
ctgttttaat
gagtagtaaa

ataaatacct

Asn Ser val Leu Thr Ser Thr Thr Gly Arg Thr igr Leu
5

20

10

ser Ile Phe Asp Ser Lys val Thr Glu Ile ggr Lys Gilu
25

Ile Gly ser Thr ser Tyr val Glu Glu Met Pro Gin Ile

40

val Tle Leu val GIn Glu Ala Gly Lys Gin Glu Glu Leu

Page 11

3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4349



Ile

65

val

val

ASp

Met

145

val

Asp

Glu

Glu

Ala

225

ASp

Met

Asp

Leu

Phe

305

Leu

50

Lys

Glu

val

Cys

Glu

130

Asn

Arg

Phe

Lys

Jrp

210

Ala

Cys

Glu

Glu

Pro

290

Trp

Tyr

Ala

Glu

Thr

Leu

Leu

AsSn

Phe

195

Ile

val

Ile

Glu

Arg

275

Phe

Gly

Glu

Leu

Phe

Leu

val

val

Ser

180

Arg

Tyr

Asp

Leu

Met

260

cys

Glu

Ser

Lys

Lys

Glu

85

Phe

Ile

Pro

Leu

Thr

165

Lys

val

LyS

Asp

Ser

245

Thr

Thr

Pro

Ile

Ala

Asp

70

Gly

GIn

Gly

Phe

Cys

150

l.eu

val

Ala

Ala

Phe

230

Phe

Glu

His

sSer

Gln

310

Asn

35

Ile

Leu

ASD

Pro

ser

135

Phe

val

Thr

val

Arg

Leu

Met

Leu

LYS

295

Met

Thr

JFOXMLDOCOlwsegé.app

LYyS

AsSp

sSer

Pro

120

cys

Thr

His

His

ser

200

Glu

Asn

Gly

Glin

val

280

Lys

Asp

Pro

val Gly Phe val Lys
75

Ser

val

105

val

Arg

Gly

His

Leu

185

Leu

Arg

Glu

Phe

Gly

val

Leu

Ala

Glu

Pro

a0

Phe

val

Pro

rhe

Met

170

val

Gly

Arg

Phe

ser

250

Gly

Glu

TYr

Arg

Glu

Asn

Leu

Leu

Ala

Thr

Asn

Lys

Glu

val

Ala
315

Phe

ASD

Asnh

Tyr

140

LyS

Gly

AsSn

Pro

Glu

220

val

Glu

Tyr

Asn

val

300

Gly

teu Lys Lys

pPage 12

Glu

tey

Cys

125

Cys

Lys

val

Cys

Iie

205

Gln

Pro

Glu

Leu

Ile

285

Lys

Glu

ser

Met

Asn

Tyr

110

ser

Thr

Glu

Ile

Thr

190

MetT

Asp

Pro

Lys

Pro

270

val

GlIn

Thr

val

Glu

val

95

Lys

Gin

Ser

Glu

Arg

Gin

Lys

Phe

Phe

Thr

255

Leu

Lys

Glu

Met

Ser

Ser

80

Phe

Ala

Lys

Met

Leu

160

Lys

Gly

Pro

Tyr

Glin

240

Ash

Gly

Asp

Trp

Tyr

320

Met



Leu

Glu

Pro

Leu

385

Pro

Lys

Ser

Pro

Glu

465

Thr

Ser

LYS

Ile

Ile

545

Leu

ASD

Glu

Ser

Thr

Arg

ASp

Lys

Gln

Asn

Leu

450

Ile

Lys

LysS

Thr

Ile

530

Ash

Ile

Leu

Lys

Leu

Leu

355

LYS

Ile

Ser

Ser

Tyr

435

Glu

Lys

Ile

Ser

Tyr

515

LYs

Gin

Arg

Lys

Ala

Asnh

340

Ala

Arg

Ser

Cys

Ala

420

val

Glu

Thr

Lys

Ile

500

Pro

cys

Ala

Pro

Lys

Ile

325

Thr

GIn

Pro

AsD

Thr

405

Arg

Asn

Glu

Ile

Asp

Gly

Pro

Glu

Lys

val

565

His

Gly

Pro

l.eu

Ser

Thr

390

Lys

Trp

Ile

Gly

Phe

470

ASD

Asp

Phe

Lys

Pro

550

Gln

Thr

Ser

Asn

Ser

Ala

375

Pro

Ser

Gln

Leu

Gin

455

Gly

l.eu

Ile

val

Glin

535

clu

Arg

Ala

Leu

JPOXMLDOCOL-seql.app
330

ser

360

Glu

Glu

Ser

val

Ala

440

Arg

Ser

Glu

Phe

Asn

520

Lys

cys

teu

AsSp

Lys

Asn

345

Glu

His

ser

LYyS

Ala

425

Thr

Gly

Ile

ASD

Leu

505

Phe

Pro

Gly

Pro

Gly

585

Glu

Arg

Thr

Ser

Ser

ser

410

Lys

Gly

Pro

Leu

490

Lys

Phe

Arg

Arg

ser

570

Asn

Lys Arg Arg

Asp

l.eu

Ile

395

Ser

Glu

Ile

Pro

Tyr

Glu

Phe

Glin

555

val
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