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SEQUENCE LISTING 

<110> 	ONCOTHERAPY SCIENCE, INC. 

<120> 	ECT2 PEPTIDES AND VACCINES INCLUDING THE SAME 

<130> 	ONC-A1010P 

<150> 	US 61/320,577 
<151> 	2010-04-02 

<160> 	46 

<170> 	Patentln version 3.5 

<210> 	1 
<211> 	9 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	1 

Leu Leu Ile Gly Ser Thr Ser Tyr val 
1 	 5 

<210> 	2 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	2 

Gln Ile Phe Asp Val Val Tyr Glu Val 
1 	 5 

<210> 	3 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	3 

Phe Leu Phe Asn Asp Cys Leu Glu Ile 
1 	 5 

<210> 	4 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	4 

Thr Leu Phe Leu Phe Asn Asp Cys Leu 
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1 	 5 

<210> 	5 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	5 

Leu Leu Ser Ser His Arg Ser Leu val 
1 	 5 

<210> 	6 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	6 

Met Met Asn Leu val Leu Cys Phe Thr 
1 	 5 

<210> 	7 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	7 

Leu Leu Ile Arg Pro Val Gln Arg Leu 
1 	 5 

<210> 	8 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	8 

val val Thr Asp Phe Gln Asp Ser val 
1 	 5 

<210> 	9 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	9 
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Leu Leu Asn Asp Leu Lys Lys His Thr 
1 	 5 

<210> 	10 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	10 

Phe Gln Asp cys Ile Leu ser Phe Leu 
1 	 5 

<210> 	11 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	11 

Phe Glu Pro ser Lys Lys Leu Tyr Val 
1 	 5 

<210> 	12 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	12 

Ala Leu Met Thr ser His Gly ser val 
1 	 5 

<210> 	13 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	13 

Asn Glu Gln Asp Phe Tyr Ala Ala Val 
1 	 5 

<210> 	14 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 
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<400> 14 

Met Leu cys Arg His val Ala Asn Thr 
1 5 

<210> 15 
<211> 9 
<212> PRT 
<213> 	Artificial Sequence 

<220> 
<223> An artificially synthesized peptide sequence 

<400> 15 

Ala Gln Leu Ser Arg Glu Thr Asp Val 
1 5 

<210> 16 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> An artificially synthesized peptide sequence 

<400> 16 

Asn Ile Leu Ala Thr Ile Ile Gln Leu 
1 5 

<210> 17 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> An artificially synthesized peptide sequence 

<400> 17 

Thr Leu Ser Arg Ser Thr Thr His Leu 
1 5 

<210> 18 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> An artificially synthesized peptide sequence 

<400> 18 

Arg Leu Pro Ser val Ala Leu Leu Leu 
1 5 

<210> 19 
<211> 9 
<212> PRT 
<213> Artificial Sequence 
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<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	19 

Thr Leu Val His His Met Gly Gly Val 
1 	 5 

<210> 	20 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	20 

Ile Ile Gln Leu Phe Gln Val 	Pro Leu 
1 	 5 

<210> 	21 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	21 

Asn Leu Leu Ile Gly Ser Thr Ser Tyr val 
1 	 5 	 10 

<210> 	22 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	22 

Asn Leu Leu Ser Ser His Arg Ser Leu val 
1 	 5 	 10 

<210> 	23 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	23 

Ser Met Met Asn Leu Val Leu Cys Phe Thr 
1 	 5 	 10 

<210> 	24 
<211> 	10 
<212> 	PRT 
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<213> 	Artificial sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	24 

Leu Met Pro Leu Ser Gln Ile Lys Lys Val 
1 	 S 	 10 

<210> 	25 
<211> 	10 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	25 

Lys Met Leu Cys Arg His val Ala Asn Thr 
1 	 5 	 10 

<210> 	26 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	26 

Ser Leu Val Glu Leu Leu Ile Arg Pro Val 
1 	 5 	 10 

<210> 	27 
<211> 	10 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	27 

Thr Gln Gly Glu Lys Phe Arg val Ala val 
1 	 5 	 10 

<210> 	28 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	28 

Tyr Thr Ala Asp Pro Glu Ser Phe Glu Val 
1 	 5 	 10 

<210> 	29 
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<211> 	10 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	ELYQtESNYV 

<400> 	29 

Glu Leu Tyr Gln Thr Glu ser Asn Tyr Val 
1 	 5 	 10 

<210> 	30 
<211> 	10 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	30 

Lys Gln Ile Phe Asp val val Tyr Glu Val 
1 	 5 	 10 

<210> 	31 
<211> 	10 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	31 

Phe Val val Thr Asp Phe Gln Asp Ser val 
1 	 5 	 10 

<210> 	32 
<211> 	10 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	32 

Ser Ile Phe Asp ser Lys Val Thr Glu Ile 
1 	 5 	 10 

<210> 	33 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	33 

Leu Leu Leu Asn Asp Leu Lys Lys His Thr 
1 	 5 	 10 
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<210> 	34 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	34 

Ile Leu Ala Pro Glu Glu Ile Lys Thr Ile 
1 	 5 	 10 

<210> 	35 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	35 

Phe Leu Phe Asn Asp Cys Leu Glu Ile Ala 
1 	 5 	 10 

<210> 	36 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	36 

Leu Leu Asn Asp Leu Lys Lys His Thr Ala 
1 	 5 	 10 

<210> 	37 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	37 

Tyr Gln Thr Glu Ser Asn Tyr val Asn Ile 
1 	 5 	 10 

<210> 	38 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	An artificially synthesized peptide sequence 

<400> 	38 

Asp Leu val Lys Thr Tyr Pro Pro Phe val 
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1 
	

5 	 10 

<210> 39 
<211> 10 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> An artificially synthesized peptide sequence 

<400> 39 

Phe Gly ser Ile Pro Asp Ile Phe Asp val 
1 	 5 	 10 

<210> 40 
<211> 10 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> An artificially synthesized peptide sequence 

<400> 40 

Gly Leu Asp ser Pro Glu Phe Glu Asn val 
1 5 10 

<210> 	41 
<211> 	4349 
<212> 	DNA 
<213> 	HOMO sapiens 

<400> 	41 
tttttgaatc ggttgtggcg gccgcggcga ggaatggcgg tatttgtgag aggagtcggc 60 

gtttgaagag gtggaactcc tagggctttt ttgagagtga cggagtctac ctcttgttac 120 

ctagactgga gtgcagtggc acgatctcgg ctcactgcaa cctctgcctc ccgggttcaa 180 

gcgattctcc tgcctcagcc tcctgagtag ctgggattac aggtgcctgc caccaagccc 240 

agctaatttt tgtattttta gtagagatgg ggtttcattg tgttggccag gctggtctcg 300 

aactcctgac ctcgtgatcc gcccgccttg gcctcccaaa gtgctaggat tacaagtgtg 360 

agccaccgcg tccggccttt caaatggtat ttttgatttt cctcttccag tccttaaagc 420 

agctgattta gaagaataca aatcatggct gaaaatagtg tattaacatc cactactggg 480 

aggactagct tggcagactc ttccattttt gattctaaag ttactgagat ttccaaggaa 540 

aacttactta ttggatctac ttcatatgta gaagagatgc ctcagattga aacaagagtg 600 

atattggttc aagaagctgg aaaacaagaa gaacttataa aagccttaaa ggacattaaa 660 

gtgggctttg taaagatgga gtcagtggaa gaatttgaag gtttggattc tccggaattt 720 

gaaaatgtat ttgtagtcac ggactttcag gattctgtct ttaatgacct ctacaaggct 780 

gattgtagag ttattggacc accagttgta ttaaattgtt cacaaaaagg agagcctttg 840 

ccattttcat gtcgcccgtt gtattgtaca agtatgatga atctagtact atgctttact 900 

ggatttagga aaaaagaaga actagtcagg ttggtgacat tggtccatca catgggtgga 960 
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OT abed 
000E 	244234234e TED621.3111 716716E51E P161.2)6221 261PPD5233 11.77162262 

0V63 	2666266462 343667e3p3 1pp2642443 1366622634 171762622E PEDD132222 

088Z 	3343141DaD 4423626223 244662E222 2311325222 2221223626 22342Db262 

OM 	462644232; 6EDp66fl12 522227E1E2 2162E61.117 31226EDD1P 643643E424 

09LZ 	44244p1ee6 264354E6p) 6222464142 DD27221362 1632726716 4647642622 

OOLZ 	2436617EEE 2622PEDD11 7226126271 EDU6126E77 11152D1DP1 36464E2236 

OV9Z 	623626eppe 33E3366E64 6443644336 4411764224 233644262p 6epe626262 

08SZ 	2423E66442 1662262E44 26234)4447 13D5122177 2D34E1PD62 21.171-71106 

OZSZ 	EDDDDDP5D3 DEPED76612 D1DD1512552 1111D2D661 1.2115622D2 D66D22P252  

09VZ 	236E4E626e 4376442642 2D14D1DD11 D1D1DE2162 2DUE525626 2726151100D 

00tZ 	DP76261.662 1D17111.EED 2226446663 6232462443 62.26DTep4p 4434211143 

OVEZ 	422476uppp 6426642624 62E6424146 1161E61441 12P2D6P222 74D6226EDE 

08ZZ 	W8E2626221 256E51E211 21236D25ZU 2162E662E5 3727125644 P1D6P22225 

OZZZ 	2111D2D6EP 2PD252734e 2E26426436 2324236226 e234342642 2241443244 

09TZ 	2364464623 3324466262 3E46233263 7424434432 2644644336 2623663266 

OOTZ 	464226233e 222762EDDE 221262E317 1114D642D1 14252E0722 26E3E22226 

OtOZ 	15122213E1 1P2322266p 2)6261E2E6 4443443E2e 1.511133747 7)24)3E222 

086T 	2466444262 222)442422 2643444442 3261661423  62222D5262 64266641pp 

016T 	1162121133 2622611342 6126622242 6221DE7EDU 162614171 24262D3342 

098T 	3621664411 4243E6224; 262662623p 23644334E4 3)26646646 3223266226 

008T 	6262266442 )72462E344 1211627112 1122)22)66 1121212213 642442246E 

OLT 	2E64D-e2en 214436E62p ppD6446pep 6646622362 716062223 44333462pp 

089T 	132)343622 224)413162 P172151471 62223D3DE7 262561243E 211276213; 

019T 	6262)32)23 2ED3431232 5217D13E31 6662423344 17)3412762 61D6231PD3 

09ST 	360622467p 3p23344423 3234646326 2326E6252e 3444D62343 6443232226 

00ST 	2222444634 57257E2E06 312ED62322 1DDDDE1EPP 1)1)311)61 Eu31616231 

Ott' 	22262231D6 261.7D1721.2 2236622226 4242441246 424)222626 64)6263336 

08ET 	1266422204 4236226666 4344664626 E2362e3164 4612111DE2 2622273137 

OZET 	226414)3)4 4342622224 6242422626 2264162464 D3ED1D2D6 12522E61E5 

09ZT 	2664436332 4442122216 6266223612  2E61326422  2522561E1E 27D2222625 

00ZT 	2264262344 4426664334 1462241442 46442622D4 432771D711 52E2311226 

OVTT 	422262334) 2642644627 6236424344 4266232264 2266366222 6664436222 

080T 	4244426642 262)76226; 2442233132 4662434626 4647644666 2)44222226 

OZOT 	2552272721. 611E22)651 65311.27202 1462222)3; 82144)2622 226)142116 
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gcaggtatcc cttctccctc ccttgtcagc cttccttcct tctttgaaag gagaagtcat 3060 

acgttaagta gatctacaac tcatttgata tgaagcgtta ccaaaatctt aaattataga 3120 

aatgtataga cacctcatac tcaaataaga aactgactta aatggtactt gtaattagca 3180 

cgttggtgaa agctggaagg aagataaata acactaaact atgctatttg atttttcttc 3240 

ttgaaagagt aaggtttacc tgttacattt tcaagttaat tcatgtaaaa aatgatagtg 3300 

attttgatgt aatttatctc ttgtttgaat ctgtcattca aaggccaata atttaagttg 3360 

ctatcagctg atattagtag ctttgcaacc ctgatagagt aaataaattt tatgggtggg 3420 

tgccaaatac tgctgtgaat ctatttgtat agtatccatg aatgaattta tggaaataga 3480 

tatttgtgca gctcaattta tgcagagatt aaatgacatc ataatactgg atgaaaactt 3540 

gcatagaatt ctgattaaat agtgggtctg tttcacatgt gcagtttgaa gtatttaaat 3600 

aaccactcct ttcacagttt attttcttct caagcgtttt caagatctag catgtggatt 3660 

ttaaaagatt tgccctcatt aacaagaata acatttaaag gagattgttt caaaatattt 3720 

ttgcaaattg agataaggac agaaagattg agaaacattg tatattttgc aaaaacaaga 3780 

tgtttgtagc tgtttcagag agagtacggt atatttatgg taattttatc cactagcaaa 3840 

tcttgattta gtttgatagt cgtcgtcgga attttatttt gaaggataag accatgggaa 3900 

aattgtggta aagactgttt gtacccttca tgaaataatt ctgaagttgc catcagtttt 3960 

actaatcttc tgtgaaatgc atagatatgc gcatgttcaa ctttttattg tggtcttata 4020 

attaaatgta aaattgaaaa ttcatttgct gtttcaaagt gtgatatctt tcacaatagc 4080 

ctttttatag tcagtaattc agaataatca agttcatatg gataaatgca tttttatttc 4140 

ctatttcttt agggagtgct acaaatgttt gtcacttaaa tttcaagttt ctgttttaat 4200 

agttaactga ctatagattg ttttctatgc catgtatgtg ccacttctga gagtagtaaa 4260 

tgactctttg ctacatttta aaagcaattg tattagtaag aactttgtaa ataaatacct 4320 

aaaacccaag tgtaaaaaaa aaaaaaaaa 4349 

<210> 	42 
<211> 	882 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	42 

Met Ala Glu Asn Ser Val Leu Thr Ser Thr Thr Gly Arg Thr Ser Leu 
1 	 5 10 15 

Ala Asp Ser ser Ile Phe Asp Ser Lys Val Thr Glu Ile ser Lys Glu 
20 25 30 

Asn Leu Leu Ile Gly ser Thr Ser Tyr Val Glu Glu Met Pro Gln Ile 
35 	 40 45 

Glu Thr Arg Val 	Ile Leu Val Gln Glu Ala Gly Lys Gln Glu Glu Leu 
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50 55 60 

Ile Lys Ala Leu Lys Asp Ile Lys Val Gly Phe Val Lys Met Glu Ser 
65 	 70 75 80 

Val Glu Glu Phe Glu Gly Leu Asp Ser Pro Glu Phe Glu Asn val Phe 
85 90 95 

val Val Thr Asp Phe Gln Asp Ser Val Phe Asn Asp Leu Tyr Lys Ala 
100 105 110 

Asp Cys Arg Val Ile Gly Pro Pro Val Val Leu Asn Cys Ser Gln Lys 
115 	 120 125 

Gly Glu Pro Leu Pro Phe Ser Cys Arg Pro Leu Tyr Cys Thr Ser Met 
130 	 135 140 

Met Asn Leu val Leu Cys Phe Thr Gly Phe Arg Lys Lys Glu Glu Leu 
145 	 150 155 160 

Val Arg Leu val Thr Leu Val His His Met Gly Gly val Ile Arg Lys 
165 170 175 

Asp Phe Asn Ser Lys val Thr His Leu val Ala Asn Cys Thr Gln Gly 
180 185 190 

Glu Lys Phe Arg val Ala val Ser Leu Gly Thr Pro Ile Met Lys Pro 
195 	 200 205 

Glu Trp Ile Tyr Lys Ala Trp Glu Arg Arg Asn Glu Gln Asp Phe Tyr 
210 	 215 220 

Ala Ala Val Asp Asp Phe Arg Asn Glu Phe Lys Val Pro Pro Phe Gln 
225 	 230 235 240 

Asp Cys Ile Leu Ser Phe Leu Gly Phe ser Asp Glu Glu Lys Thr Asn 
245 250 255 

Met Glu Glu met Thr Glu Met Gln Gly Gly Lys Tyr Leu Pro Leu Gly 
260 265 270 

Asp Glu Arg Cys Thr His Leu val Val Glu Glu Asn Ile val Lys Asp 
275 	 280 285 

Leu Pro Phe Glu Pro Ser Lys Lys Leu Tyr Val val Lys Gln Glu Trp 
290 	 295 300 

Phe Trp Gly Ser Ile Gln Met Asp Ala Arg Ala Gly Glu Thr Met Tyr 
305 	 310 315 320 

Leu Tyr Glu Lys Ala Asn Thr Pro Glu Leu Lys Lys Ser val ser Met 
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325 330 335 

Leu Ser Leu Asn Thr Pro Asn Ser Asn Arg Lys Arg Arg Arg Leu Lys 
340 345 350 

Glu Thr Leu Ala Gln Leu Ser Arg Glu Thr Asp Val Ser Pro Phe Pro 
355 	 360 365 

Pro Arg Lys Arg Pro Ser Ala Glu His Ser Leu ser Ile Gly ser Leu 
370 	 375 380 

Leu Asp Ile Ser Asn Thr Pro Glu Ser Ser Ile Asn Tyr Gly Asp Thr 
385 	 390 395 400 

Pro Lys Ser Cys Thr Lys Ser Ser Lys ser Ser Thr Pro val Pro ser 
405 410 415 

Lys Gln Ser Ala Arg Trp Gln Val Ala Lys Glu Leu Tyr Gln Thr Glu 
420 425 430 

ser Asn Tyr Val Asn Ile Leu Ala Thr Ile Ile Gln Leu Phe Gln val 
435 	 440 445 

Pro Leu Glu Glu Glu Gly Gln Arg Gly Gly Pro Ile Leu Ala Pro Glu 
450 	 455 460 

Glu Ile Lys Thr Ile Phe Gly Ser Ile Pro Asp Ile Phe Asp val His 
465 	 470 475 480 

Thr Lys Ile Lys Asp Asp Leu Glu Asp Leu Ile val Asn Trp Asp Glu 
485 490 495 

ser Lys ser Ile Gly Asp Ile Phe Leu Lys Tyr Ser Lys Asp Leu val 
500 505 510 

Lys Thr Tyr Pro Pro Phe val Asn Phe Phe Glu Met Ser Lys Glu Thr 
515 	 520 525 

Ile Ile Lys Cys Glu Lys Gln Lys Pro Arg Phe His Ala Phe Leu Lys 
530 	 535 540 

Ile Asn Gln Ala Lys Pro Glu Cys Gly Arg Gln Ser Leu Val Glu Leu 
545 	 550 555 560 

Leu Ile Arg Pro Val Gln Arg Leu Pro Ser Val Ala Leu Leu Leu Asn 
565 570 575 

Asp Leu Lys Lys His Thr Ala Asp Glu Asn Pro Asp Lys Ser Thr Leu 
580 585 590 

Glu Lys Ala Ile Gly Ser Leu Lys Glu Val Met Thr His Ile Asn Glu 
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595 600 605 

Asp Lys Arg Lys Thr Glu Ala Gln Lys Gln Ile Phe Asp Val val Tyr 
610 615 620 

Glu Val Asp Gly Cys Pro Ala ASn Leu Leu Ser Ser His Arg Ser Leu 
625 630 635 640 

Val Gln Arg Val Glu Thr Ile Ser Leu Gly Glu His Pro Cys Asp Arg 
645 650 655 

Gly Glu Gln Val Thr Leu Phe Leu Phe Asn Asp Cys Leu Glu Ile Ala 
660 665 670 

Arg Lys Arg His Lys Val Ile Gly Thr Phe Arg Ser Pro His Gly Gln 
675 	 680 685 

Thr Arg Pro Pro Ala Ser Leu Lys His Ile His Leu Met Pro Leu Ser 
690 	 695 700 

Gln Ile Lys Lys Val 	Leu Asp Ile Arg Glu Thr Glu Asp Cys His Asn 
705 	 710 715 720 

Ala Phe Ala Leu Leu Val Arg Pro Pro Thr Glu Gln Ala Asn Val Leu 
725 730 735 

Leu Ser Phe Gln Met Thr Ser Asp Glu Leu Pro Lys Glu Asn Trp Leu 
740 745 750 

Lys Met Leu Cys Arg His Val Ala Asn Thr Ile Cys Lys Ala Asp Ala 
755 	 760 765 

Glu Asn Leu Ile Tyr Thr Ala Asp Pro Glu ser Phe Glu Val Asn Thr 
770 	 775 780 

Lys Asp Met Asp Ser Thr Leu ser Arg Ala ser Arg Ala Ile Lys Lys 
785 790 795 800 

Thr Ser Lys Lys Val Thr Arg Ala Phe Ser Phe Ser Lys Thr Pro Lys 
805 810 815 

Arg Ala Leu Arg Arg Ala Leu Met Thr Ser His Gly Ser Val Glu Gly 
820 825 830 

Arg Ser Pro Ser Ser Asn Asp Lys His Val Met Ser Arg Leu Ser Ser 
835 840 845 

Thr Ser Ser Leu Ala Gly Ile Pro Ser Pro Ser Leu Val ser Leu Pro 
850 855 860 

ser Phe Phe Glu Arg Arg ser His Thr Leu Ser Arg Ser Thr Thr His 
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865 	 870 	 875 	 880 

Leu Ile 

<210> 	43 
<211> 	22 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Artificial sequence 

<400> 	43 
gtctaccagg cattcgcttc at 

<210> 	44 
<211> 	24 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Artificial sequence 

<400> 	44 
tcagctggac cacagccgca gcgt 

<210> 	45 
<211> 	21 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Artificial 	sequence 

<400> 	45 
tcagaaatcc tttctcttga c 

<210> 	46 
<211> 	24 
<212> 	DNA 
<213> 	Artificial 

<220> 
<223> 	Artificial 	sequence 

<400> 	46 
ctagcctctg gaatcctttc tctt 

22 

24 

21 

24 
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