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hypertriglyceridemia can also lead to pancreatitis. Hyperlipidemia is another example of
a lipid metabolism disorder that is characterized by elevated levels of any one or all
lipids and/or lipoproteins in the blood. Current treatments for disorders of lipid
metabolism, including dieting, exercise and treatment with statins and other drugs, are
not always effective. Accordingly, there is a need in the art for alternative treatments for

subjects having disorders of lipid metabolism.

Summary-ef-the Invention

The present #rventiondisclosure provides iRNA compositions which effect the
RNA-induced silencing complex (RISC)-mediated cleavage of RNA transcripts of an
ANGPL3 gene. The ANGPL3 gene may be within a cell, e.g., a cell within a subject,
such as a human. The present inrventiondisclosure also provides methods of using the
iRNA compositions of the #nrventiondisclosure for inhibiting the expression of an
ANGPL3 gene and/or for treating a subject who would benefit from inhibiting or
reducing the expression of an ANGPL3 gene, e.g., a subject suffering or prone to
suffering from a disorder of lipid metabolism, such as a subject suffering or prone to

suffering from hyperlipidemia or hypertriglyceridemia.

In one aspect, the present disclosure refers to a double-stranded ribonucleic acid

(dsRNA) agent for inhibiting expression of Angiopoietin-like 3 (ANGPTL3),

comprising a sense strand and an antisense strand, wherein the antisense strand

comprises at least 17 contiguous nucleotides which differ by no more than three

nucleotides from the complement of nucleotides 244-307 of SEQ ID NO:1, wherein all

of the nucleotides of the sense strand and all of the nucleotides of the antisense strand

are modified nucleotides, wherein at least one of the modified nucleotides is selected

from the group consisting of a 2'-O-methyl modified nucleotide, a 2[ I-fluoro modified

nucleotide, a nucleotide comprising a 5'-phosphorothioate group, an abasic nucleotide,

and a 2’-amino modified nucleotide, and wherein a licand comprising an N-

acetylgalactosamine (GalNAc) derivative is conjugated to at least one strand of the

dsRNA agent.
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In another aspect, the present disclosure refers to a double-stranded ribonucleic

acid (dsRNA) agent for inhibiting expression of Angiopoietin-like 3 (ANGPTL3),

wherein the dsSRNA agent comprises a sense strand and an antisense strand, wherein the

antisense strand comprises at least 17 contiguous nucleotides which differ by no more

than three nucleotides from the complement of nucleotides 256-306 of SEQ ID NO:1,

wherein all of the nucleotides of the sense strand and all of the nucleotides of the

antisense strand are modified nucleotides, wherein at least one of the modified

nucleotides is selected from the group consisting of a 2'-O-methyl modified nucleotide, a

2 1-fluoro modified nucleotide, a nucleotide comprising a 5'-phosphorothioate group, an

abasic nucleotide, and a 2’-amino modified nucleotide, and wherein a ligand comprising

an N-acetylgalactosamine (GalNAc) derivative is conjugated to at least one strand of the
dsRNA agent.

In another aspect, the present disclosure refers to a double-stranded ribonucleic

acid (dsRNA) agent for inhibiting expression of Angiopoietin-like 3 (ANGPTL3),

wherein the dsSRNA agent comprises a sense strand and an antisense strand, wherein the

antisense strand comprises at least 17 contiguous nucleotides which differ by no more

than three nucleotides from the complement of nucleotides 266-299 of SEQ ID NO:1,

wherein all of the nucleotides of the sense strand and all of the nucleotides of the

antisense strand are modified nucleotides, wherein at least one of the modified

nucleotides is selected from the group consisting of a 2'-O-methyl modified nucleotide, a

2 1-fluoro modified nucleotide, a nucleotide comprising a 5'-phosphorothioate group, an

abasic nucleotide, and a 2’-amino modified nucleotide, and wherein a ligand comprising

an N-acetylealactosamine (GalNACc) derivative is conjugated to at least one strand of the

dsRNA agent.

In yet another aspect, the present disclosure refers to a cell containing the dsSRNA

agent as disclosed herein.

In yet another aspect, the present disclosure refers to a pharmaceutical

composition for inhibiting expression of an ANGPTL3 gene, comprising the dsSRNA

agent as disclosed herein.
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In yet another aspect, the present disclosure refers to an in vitro method of

inhibiting ANGPTL3 expression in a cell, the method comprising: (a) contacting the cell

with the dsRNA agent as disclosed herein; and (b) maintaining the cell produced in step

(a) for a time sufficient to obtain degradation of the mRNA transcript of an ANGPTL3

gene, thereby inhibiting expression of the ANGPTL3 gene in the cell.

In yet another aspect, the present disclosure refers to the use of the dsRNA agent

as disclosed herein in the manufacture of a medicament for treating a subject having a

disorder that would benefit from reduction in ANGPTL3 expression, comprising that the

dsRNA agent is to be administered to the subject, wherein the disorder is a disorder of

lipid metabolism.

Accordingly, in one aspeetexample, the present inventiondisclosure provides
double-stranded ribonucleic acids (dsRNAs) for inhibiting expression of ANGPTLS3.
The dsRNAs comprise a sense strand and an antisense strand, wherein the sense strand
comprises at least 15 contiguous nucleotides differing by no more than 3 nucleotides
from the nucleotide sequence of SEQ ID NO:1 and the antisense strand comprises at
least 15 contiguous nucleotides differing by no more than 3 nucleotides from the

nucleotide sequence of SEQ ID NO:5.

In another aspeetexample, the present #ventiondisclosure provides double-
stranded ribonucleic acids (dsRNAs) for inhibiting expression of ANGPTL3. The
dsRNAs comprise a sense strand and an antisense strand, the antisense strand
comprising a region of complementarity which comprises at least 15 contiguous

nucleotides differing by no

2b
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more than 3 nucleotides from any one of the antisense sequences listed in Tables 2, 3, 7,

8, 9 and 10.

In one embedimentexample, the sense and antisense strands comprise sequences
selected from the group consisting of AD-53063.1, AD-53001.1, AD-53015.1, AD-
52986.1, AD-52981.1, AD-52953.1, AD-53024.1, AD-53033.1, AD-53030.1, AD-
53080.1, AD-53073.1, AD-53132.1, AD-52983.1, AD-52954.1, AD-52961.1, AD-
52994.1, AD-52970.1, AD-53075.1, AD-53147.1, AD-53077.1 of Tables 7 and 8.

In certain embedimentexamples of the inventiondisclosure, the dsSRNAs
comprise at least one modified nucleotide. In one embedimentexample, at least one of
the modified nucleotides is selected from the group consisting of a 2'-O-methyl modified
nucleotide, a nucleotide comprising a 5'-phosphorothioate group, and a terminal
nucleotide linked to a cholesteryl derivative or a dodecanoic acid bisdecylamide group.
In another embedimentexample, the modified nucleotide is selected from the group
consisting of a 2'-deoxy-2'-fluoro modified nucleotide, a 2'-deoxy-modified nucleotide, a
locked nucleotide, an abasic nucleotide, a 2’-amino-modified nucleotide, a 2’-alkyl-
modified nucleotide, a morpholino nucleotide, a phosphoramidate, and a non-natural

base comprising nucleotide.

The region of complementarity of the dSRNAs may be at least 17 nucleotides in

length, between 19 and 21 nucleotides in length, or 19 nucleotides in length.

In one embedimentexample, each strand of a dsSRNA is no more than 30

nucleotides in length.

At least one strand of a dSRNA may comprise a 3’ overhang of at least 1

nucleotide or at least 2 nucleotides.

In certain embedimentexamples, a dSRNA further comprises a ligand. In one
embedimentexample, the ligand is conjugated to the 3’ end of the sense strand of the dsRNA.

In some embedimentexamples, the ligand is one or more N-acetylgalactosamine
(GalNAc) derivatives attached through a bivalent or trivalent branched linker. In particular

embedimentexamples, the ligand is
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In some embedimentexamples, the RNAI agent is conjugated to the ligand as

shown in the following schematic
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In some embedimentexamples, the RNAi agent further includes at least one
phosphorothioate or methylphosphonate internucleotide linkage. In some
embedimentexamples, the phosphorothioate or methylphosphonate internucleotide
linkage is at the 3’-terminal of one strand. In some embedimentexamples, the strand is
the antisense strand. In other embedimentexamples, the strand is the sense strand.

In one embedimentexample, the region of complementarity of a dSRNA consists

of one of the antisense sequences of Tables 2, 3, 7, 8, 9 and 10.

In another embedimentexample, a dSRNA comprises a sense strand consisting of
a sense strand sequence selected from the sequences of Tables 2, 3, 7, 8, 9 and 10, and

an antisense strand consisting of an antisense sequence selected from the sequences of

Tables 2, 3,7, 8, 9 and 10.
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In another aspeetexample, the present #ventiondisclosure provides a cell, e.g., a
hepatocyte, containing a dSRNA of the i#ventiondisclosure.

In yet another aspeetexample, the present inventiondisclosure provides a vector
encoding at least one strand of a dSRNA, wherein the dsSRNA comprises a region of
complementarity to at least a part of an mRNA encoding ANGPTL3, wherein the
dsRNA is 30 base pairs or less in length, and wherein the dsSRNA targets the mRNA for
cleavage. The region of complementarity may be least 15 nucleotides in length or 19 to

21 nucleotides in length.

In a further aspeetexample, the present #nventiondisclosure provides a cell
comprising a vector encoding at least one strand of a dsSRNA, wherein the dSRNA
comprises a region of complementarity to at least a part of an mRNA encoding
ANGPTL3, wherein the dsRNA 1is 30 base pairs or less in length, and wherein the
dsRNA targets the mRNA for cleavage.

In one aspeetexample, the present inventiondisclosure provides a pharmaceutical
composition for inhibiting expression of an ANGPTL3 gene comprising a dSRNA or

vector of the inventiendisclosure.

In one embedimentexample, the pharmaceutical composition comprises a lipid
formulation, such as a MC3, SNALP or XTC formulation.

In another aspeetexample, the present inrventiondisclosure provides methods of
inhibiting ANGPTL3 expression in a cell. The methods include contacting the cell with
a dsRNA or a vector of the inrventiendisclosure, and maintaining the cell produced for a
time sufficient to obtain degradation of the mRNA transcript of an ANGPTL3 gene,
thereby inhibiting expression of the ANGPTL3 gene in the cell.

The cell may be within a subject, such as a human subject, for example a human subject

suffering from a disorder of lipid metabolism, e.g., hyperlipidemia or hypertriglyceridemia.

In one embedimentexample of the methods of the inventiondisclosure, ANGPTL3
expression is inhibited by at least about 30%, at least about 35%;,at least about 40%, at least
about 45%, at least about 50%, at least about 55%, at least about 60%, at least about 65%, at
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least about 70%, at least about 75%, at least about 80%, at least about 85%, at least
about 90%, at least about 91%, at least about 92%, at least about 93%, at least about
94%, at least about 95%, at least about 96%, at least about 97%, at least about 98%, or at
least about 99%.

In another aspeetexample, the present inventiendisclosure provides methods of treating a
subject having a disorder that would benefit from reduction in ANGPTL3 expression, e.g., a
disorder of lipid metabolism, such as hyperlipidemia or hypertriglyceridemia. The methods
include administering to the subject a therapeutically effective amount of a dsSRNA or a vector of

the inventiendisclosure, thereby treating the subject.

The disorder may be disorder of lipid metabolism, such as hyperlipidemia or

hypertriglyceridemia

In one embedimentexample, the administration of the dSRNA to the subject causes a
decrease in the level of a serum lipid, triglycerides, cholesterol and/or free fatty acids; and/or a
decrease in ANGPTL3 protein accumulation. In one embedimentexample, administration of the
dsRNA to the subject causes a decrease in the level of LDL-C, HDL-C, VLDL-C, IDL-C and/or

total cholesterol.

In one embedimentexample, the dSRNA is administered at a dose of about 0.01
mg/kg to about 10 mg/kg, e.g., about 0.05 mg/kg to about 5 mg/kg, about 0.05 mg/kg to
about 10 mg/kg, about 0.1 mg/kg to about 5 mg/kg, about 0.1 mg/kg to about 10 mg/kg,
about 0.2 mg/kg to about 5 mg/kg, about 0.2 mg/kg to about 10 mg/kg, about 0.3 mg/kg
to about 5 mg/kg, about 0.3 mg/kg to about 10 mg/kg, about 0.4 mg/kg to about 5
mg/kg, about 0.4 mg/kg to about 10 mg/kg, about 0.5 mg/kg to about 5 mg/kg, about 0.5
mg/kg to about 10 mg/kg, about 1 mg/kg to about 5 mg/kg, about 1 mg/kg to about 10
mg/kg, about 1.5 mg/kg to about 5 mg/kg, about 1.5 mg/kg to about 10 mg/kg, about 2
mg/kg to about about 2.5 mg/kg, about 2 mg/kg to about 10 mg/kg, about 3 mg/kg to
about 5 mg/kg, about 3 mg/kg to about 10 mg/kg, about 3.5 mg/kg to about 5 mg/kg,
about 4 mg/kg to about 5 mg/kg, about 4.5 mg/kg to about 5 mg/kg, about 4 mg/kg to
about 10 mg/kg, about 4.5 mg/kg to about 10 mg/kg, about 5 mg/kg to about 10 mg/kg,
about 5.5 mg/kg to about 10 mg/kg, about 6 mg/kg to about 10 mg/kg, about 6.5 mg/kg
to about 10 mg/kg, about 7 mg/kg to about 10 mg/kg, about 7.5 mg/kg to about 10
mg/kg, about 8
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mg/kg to about 10 mg/kg, about 8.5 mg/kg to about 10 mg/kg, about 9 mg/kg to about
10 mg/kg, or about 9.5 mg/kg to about 10 mg/kg. Values and ranges intermediate to the

recited values are also intended to be part of this inventiondisclosure.

For example, the dSRNA may be administered at a dose of about 0.01, 0.02, 0.03,
0.04, 0.05, 0.06, 0.07, 0.08, 0.09, 0.1, 0.2, 0.3, 0.4, 0.5, 0.6, 0.7. 0.8, 0.9, 1, 1.1, 1.2, 1.3,
1.4,15,1.6,1.7,1.8.1.9,2,2.1,2.2,2.3,2.4,2.5,2.6,2.7,2.8.29,3,3.1,3.2,3.3,34,
3.5,3.6,3.7,3.8.3.9,4,4.1,4.2,43,4.4,45,4.6,4.7,4.8.49,5,5.1,5.2,5.3,54,5.5,
56,5.7,5.8.59,6,6.1,6.2,6.3,64,6.5,6.6,6.7,68.69,7,7.1,7.2,7.3,7.4,7.5,7.6,
7.7,78.7.9,8,8.1,8.2,83,84,8.5,8.6,8.7,8.8.89,9,9.1,9.2,9.3,9.4,9.5,9.6,9.7,
9.8.9.9, or about 10 mg/kg. Values and ranges intermediate to the recited values are

also intended to be part of this #rventiendisclosure.

In another embedimentexample, the dSRNA is administered at a dose of about 0.5 to
about 50 mg/kg, about 0.75 to about 50 mg/kg, about 1 to about 50 mg/mg, about 1.5 to about 50
mg/kb, about 2 to about 50 mg/kg, about 2.5 to about 50 mg/kg, about 3 to about 50 mg/kg,
about 3.5 to about 50 mg/kg, about 4 to about 50 mg/kg, about 4.5 to about 50 mg/kg, about 5 to
about 50 mg/kg, about 7.5 to about 50 mg/kg, about 10 to about 50 mg/kg, about 15 to about 50
mg/kg, about 20 to about 50 mg/kg, about 20 to about 50 mg/kg, about 25 to about 50 mg/kg,
about 25 to about 50 mg/kg, about 30 to about 50 mg/kg, about 35 to about 50 mg/kg, about 40
to about 50 mg/kg, about 45 to about 50 mg/kg, about 0.5 to about 45 mg/kg, about 0.75 to about
45 mg/kg, about 1 to about 45 mg/mg, about 1.5 to about 45 mg/kb, about 2 to about 45 mg/kg,
about 2.5 to about 45 mg/kg, about 3 to about 45 mg/kg, about 3.5 to about 45 mg/kg, about 4 to
about 45 mg/kg, about 4.5 to about 45 mg/kg, about 5 to about 45 mg/kg, about 7.5 to about 45
mg/kg, about 10 to about 45 mg/kg, about 15 to about 45 mg/kg, about 20 to about 45 mg/kg,
about 20 to about 45 mg/kg, about 25 to about 45 mg/kg, about 25 to about 45 mg/kg, about 30
to about 45 mg/kg, about 35 to about 45 mg/kg, about 40 to about 45 mg/kg, about 0.5 to about
40 mg/kg, about 0.75 to about 40 mg/kg, about 1 to about 40 mg/mg, about 1.5 to about 40
mg/kb, about 2 to about 40 mg/kg, about 2.5 to about 40 mg/kg, about 3 to about 40 mg/kg,
about 3.5 to about 40 mg/kg, about 4 to about 40 mg/kg, about 4.5 to about 40 mg/kg, about 5 to
about 40 mg/kg, about 7.5 to about 40 mg/kg, about 10 to about 40 mg/kg, about 15 to about 40
mg/kg, about 20 to about 40 mg/kg, about 20 to about 40 mg/kg, about 25 to about 40 mg/kg,
about 25 to
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about 40 mg/kg, about 30 to about 40 mg/kg, about 35 to about 40 mg/kg, about 0.5 to
about 30 mg/kg, about 0.75 to about 30 mg/kg, about 1 to about 30 mg/mg, about 1.5 to
about 30 mg/kb, about 2 to about 30 mg/kg, about 2.5 to about 30 mg/kg, about 3 to
about 30 mg/kg, about 3.5 to about 30 mg/kg, about 4 to about 30 mg/kg, about 4.5 to
about 30 mg/kg, about 5 to about 30 mg/kg, about 7.5 to about 30 mg/kg, about 10 to
about 30 mg/kg, about 15 to about 30 mg/kg, about 20 to about 30 mg/kg, about 20 to
about 30 mg/kg, about 25 to about 30 mg/kg, about 0.5 to about 20 mg/kg, about 0.75 to
about 20 mg/kg, about 1 to about 20 mg/mg, about 1.5 to about 20 mg/kb, about 2 to
about 20 mg/kg, about 2.5 to about 20 mg/kg, about 3 to about 20 mg/kg, about 3.5 to
about 20 mg/kg, about 4 to about 20 mg/kg, about 4.5 to about 20 mg/kg, about 5 to
about 20 mg/kg, about 7.5 to about 20 mg/kg, about 10 to about 20 mg/kg, or about 15
to about 20 mg/kg. Values and ranges intermediate to the recited values are also

intended to be part of this inventiendisclosure.

For example, subjects can be administered a therapeutic amount of iRNA, such as about
0.5,0.6,0.7.0.8,09,1,1.1,1.2,1.3,1.4,1.5,1.6,1.7,1.8.1.9,2,2.1,2.2,2.3,24,2.5, 2.6, 2.7,
2.8.29,3,3.1,3.2,3.3,3.4,3.5,3.6,3.7,3.8.39,4,4.1,4.2,4.3,44,4.5,4.6,4.7,48. 4.9, 5,
5.1,52,53,54,55,5.6,5.7,58.5.9,6,6.1,6.2,6.3,6.4,6.5,6.6,6.7,6.8.69,7,7.1,7.2,7.3,
7.4,7.5,76,7.7,78.79,8,8.1,8.2,8.3,84,8.5, 8.6,8.7,8.8.8.9,9,9.1,9.2,9.3,9.4, 9.5, 9.6,
9.7,9.8.9.9,10.5, 11, 11.5, 12, 12.5, 13, 13.5, 14, 14.5, 15, 15.5, 16, 16.5, 17, 17.5, 18, 18.5, 19,
19.5, 20, 21, 22, 23, 24, 25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 34, 35, 36, 37, 38, 39, 40, 41, 42,
43,44, 45, 46, 47, 48, 49, or about 50 mg/kg. Values and ranges intermediate to the recited

values are also intended to be part of this inventiendisclosure.

In another aspeetexample, the present inventiondisclosure provides methods of
inhibiting the expression of ANGPTL3 in a subject. The methods include administering to the
subject a therapeutically effective amount of a dsRNA or a vector of the inventiondisclosure,
thereby inhibiting the expression of ANGPTL3 in the subject.

In yet another aspeetexample, the #ventiondisclosure provides kits for performing the
methods of the inventiondisclosure. In one aspeetexample, the inventiondisclosure provides a
kit for performing a method of inhibiting expression of ANGPTL3 gene in a cell by contacting a
cell with a double stranded RNAi agent in an amount effective to inhibit expression of the

ANGPTL3 in
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wherein: q2A, q2B, q3A, q3B, g4A, g4B, q5A, 5B and q5C represent independently

for each occurrence 0-20 and wherein the repeating unit can be the same or different;

PZA PZB P3A P3B P4A P4B PSA PSB PSC T2A T2B T3A T3B T4A T4B T4A TSB TSC are
each independently for each occurrence absent, CO, NH, O, S, OC(O), NHC(O), CHa,
10 CH:;NH or CH;O;
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Table 2. Unmodified sense and antisense strand sequences of ANGPTL3 dsRNAs

Sense Sequence

Antisense Sequence

Sense (SEQ ID NOS 16-77, respectively, in order Position in Antisense | (SEQ ID NOS 78-139, respectively, in order Position in
Duplex ID Name of appearance) NM_014495.2 Name of appearance) NM_014495.2

AD-45939.1 | A-96225.1 | UAUUUGAUCAGUCUUUUUASEQID-NO-16 | 281-299 A-96226.1 | UAAAAAGACUGAUCAAAUASEQB-NO-78 281-299
AD-45858.1 | A-96149.1 | GAGCAACUAACUAACUUAASEQID-NOG-17 | 478-496 A-96150.1 | UUAAGUUAGUUAGUUGCUCSEQB-NO-7S | 478-496
AD-45869.1 | A-96137.1 | GGCCAAAUUAAUGACAUAUSEQID-NO-18 | 247-265 A-96138.1 | AUAUGUCAUUAAUUUGGCCSEQID-NO-80 | 247-265
AD-45884.1 | A-96189.1 | CGAAUUGAGUUGGAAGACUSEQIB-NO-19 | 1045-1063 A-96190.1 | AGUCUUCCAACUCAAUUCGSEQ-b-NO-81 1045-1063
AD-45892.1 | A-96129.1 | CCUCCUUCAGUUGGGACAUSEQB-NO-20 | 198-216 A-96130.1 | AUGUCCCAACUGAAGGAGGSEQBb-NO-82 198-216
AD-45899.1 | A-96147.1 | CACUUGAACUCAACUCAAASEQB-NO-21 | 401-419 A-96148.1 | UUUGAGUUGAGUUCAAGUGSEQB-NOG-83 | 401-419
AD-45915.1 | A-96231.1 | GUCCAUGGACAUUAAUUCASEQID-NG-22 | 890-908 A-96232.1 | UGAAUUAAUGUCCAUGGACSEQB-NO-34 890-908
AD-45924.1 | A-96219.1 | AAUCAAGAUUUGCUAUGUUSEQB-NG-23 | 152-170 A-96220.1 | AACAUAGCAAAUCUUGAUUSEQB-NO-85 152-170
AD-45860.1 | A-96181.1 | CUAGAGAAGAUAUACUCCASEQB-NO-24 | 1000-1018 A-96182.1 | UGGAGUAUAUCUUCUCUAGSEQB-NO-86 | 1000-1018
AD-45870.1 | A-96153.1 | CUAACUAACUUAAUUCAAASEQID-NO-25 | 484-502 A-96154.1 | UUUGAAUUAAGUUAGUUAGSEQB-NO-87 | 484-502
AD-45870.2 | A-96153.2 | CUAACUAACUUAAUUCAAASEQB-NO26 | 484-502 A-96154.2 | UUUGAAUUAAGUUAGUUAGSEQB-NOG-88 | 484-502
AD-45877.1 | A-96171.1 | CAUUAAUUCAACAUCGAAUSEQID-NO27 | 899-917 A-96172.1 | AUUCGAUGUUGAAUUAAUGSESB-NO-89 | 899-917
AD-45885.1 | A-96205.1 | CAAAAUGUUGAUCCAUCCASEQIBD-NO28 | 1392-1410 A-96206.1 | UGGAUGGAUCAACAUUUUGSEQ1D-NO-SO | 1392-1410
AD-45893.1 | A-96145.1 | CAUAUAAACUACAAGUCAASEQB-NO-29 | 359-377 A-96146.1 | UUGACUUGUAGUUUAUAUGSEQD-NO-91 | 359-377
AD-45900.1 | A-96163.1 | GACCCAGCAACUCUCAAGUSEQB-NO-38 | 839-857 A-96164.1 | ACUUGAGAGUUGCUGGGUCSEQB-NO-92 | 839-857
AD-45925.1 | A-96235.1 | GGUUGGGCCUAGAGAAGAUSEQB-NO-31 | 992-1010 A-96236.1 | AUCUUCUCUAGGCCCAACCSEQB-NO-93 992-1010
AD-45861.1 | A-96197.1 | GUGUGGAGAAAACAACCUASEQHB-NO-32 | 1272-1290 A-96198.1 | UAGGUUGUUUUCUCCACACSEQB-NO-94 1272-1290
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AD-45871.1 | A-96169.1 | GACAUUAAUUCAACAUCGASEQ1B-NO33 | 897-915 A-96170.1 | UCGAUGUUGAAUUAAUGUCSEQIB-NOSS | 897-915
AD-45878.1 | A-96187.1 | CAUAGUGAAGCAAUCUAAUSEQIBD-NO34 | 1017-1035 A-96188.1 | AUUAGAUUGCUUCACUAUGSEQB-NO96 1017-1035
AD-45886.1 | A-96127.1 | CUAUGUUAGACGAUGUAAASEQIB-NO35 | 164-182 A-96128.1 | UUUACAUCGUCUAACAUAGSEQID-NO-S7 164-182
AD-45894.1 | A-96161.1 | CACAGAAAUUUCUCUAUCUSEQID-NO36 | 684-702 A-96162.1 | AGAUAGAGAAAUUUCUGUGSEQHB-NO98 | 684-702
AD-45901.1 | A-96179.1 | GUUGGGCCUAGAGAAGAUASEQID-NO-37 | 993-1011 A-96180.1 | UAUCUUCUCUAGGCCCAACSEQHD-NO-SS 993-1011
AD-45909.1 | A-96213.1 | GCCAAAAUCAAGAUUUGCUSEQD-NO-38 | 147-165 A-96214.1 | AGCAAAUCUUGAUUUUGGCSEQHD-NO-100 | 147-165
AD-45934.1 | A-96223.1 | ACAUAUUUGAUCAGUCUUUSEQIB-NO39 | 278-296 A-96224.1 | AAAGACUGAUCAAAUAUGUSEQD-NO10L | 278-296
AD-45934.2 | A-96223.2 | ACAUAUUUGAUCAGUCUUUSEQIBD-NO-40 | 278-296 A-96224.2 | AAAGACUGAUCAAAUAUGUSEQD-NO102 | 278-296
AD-45863.1 | A-96135.1 | CUUAAAGACUUUGUCCAUASEQD-NO-4L | 220-238 A-96136.1 | UAUGGACAAAGUCUUUAAGSEQ1B-NO-103 | 220-238
AD-45872.1 | A-96185.1 | CCAUAGUGAAGCAAUCUAASEQ1B-NO42 | 1016-1034 A-96186.1 | UUAGAUUGCUUCACUAUGGSEQ1B-NO-104 | 1016-1034
AD-45879.1 | A-96203.1 | CAACCAAAAUGUUGAUCCASEQB-NO-43 | 1388-1406 A-96204.1 | UGGAUCAACAUUUUGGUUGSEQB-NO-105 | 1388-1406
AD-45887.1 | A-96143.1 | CUACAUAUAAACUACAAGUSEQD-NO-44 | 356-374 A-96144.1 | ACUUGUAGUUUAUAUGUAGSEQ{BD-NO-106 | 356-374
AD-45895.1 | A-96177.1 | GGGAGGCUUGAUGGAGAAUSEQIB-NO45 | 970-988 A-96178.1 | AUUCUCCAUCAAGCCUCCCSEQ1b-NO107 970-988
AD-45902.1 | A-96195.1 | GGUGUUUUCUACUUGGGAUSEQID-NO-46 | 1188-1206 A-96196.1 | AUCCCAAGUAGAAAACACCSEQ1B-NO-108 1188-1206
AD-45910.1 | A-96229.1 | AAGAGCACCAAGAACUACUSEQIB-NO-47 711-729 A-96230.1 | AGUAGUUCUUGGUGCUCUUSEQHB-NO-109 | 711-729
AD-45935.1 | A-96239.1 | UGGAGAAAACAACCUAAAUSEQID-NO48 | 1275-1293 A-96240.1 | AUUUAGGUUGUUUUCUCCASEQD-NO110 | 1275-1293
AD-45864.1 | A-96151.1 | GCAACUAACUAACUUAAUUSEQIB-NO-49 | 480-498 A-96152.1 | AAUUAAGUUAGUUAGUUGCSEQ1B-NO-111 | 480-498
AD-45873.1 | A-96201.1 | CAACCUAAAUGGUAAAUAUSEQBD-NO-50 | 1284-1302 A-96202.1 | AUAUUUACCAUUUAGGUUGSEQB-NO-112 | 1284-1302
AD-45880.1 | A-96125.1 | GCUAUGUUAGACGAUGUAASEQB-NO-51 | 163-181 A-96126.1 | UUACAUCGUCUAACAUAGCSEQB-NO-113 | 163-181
AD-45888.1 | A-96159.1 | CCCACAGAAAUUUCUCUAUSEQIB-NO-52 | 682-700 A-96160.1 | AUAGAGAAAUUUCUGUGGGSEQHD-NO-114 | 682-700
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AD-45896.1 | A-96193.1 | GAUUUGGUGUUUUCUACUUSESD-NO-53 | 1183-1201 A-96194.1 AAGUAGAAAACACCAAAUCSEQID-NO-115 1183-1201
AD-45903.1 | A-96211.1 | CAGAGCCAAAAUCAAGAUUSEQIB-NG-54 | 143-161 A-96212.1 | AAUCUUGAUUUUGGCUCUGSEQD-NO-116 | 143-161
AD-45919.1 | A-96217.1 | AAAUCAAGAUUUGCUAUGUSEQHIB-NO55 | 151-169 A-96218.1 | ACAUAGCAAAUCUUGAUUUSEQB-NO-117 | 151-169
AD-45865.1 | A-96167.1 | CAUGGACAUUAAUUCAACASEQIB-NO-56 | 893-911 A-96168.1 | UGUUGAAUUAAUGUCCAUGSEQHD-NO-1EE | 893-911
AD-45874.1 | A-96123.1 | GAUUUGCUAUGUUAGACGASEQIB-NO-57 | 158-176 A-96124.1 | UCGUCUAACAUAGCAAAUCSEQD-NO11ES | 158-176
AD-45881.1 | A-96141.1 | GAACUACAUAUAAACUACASEQBD-NO-58 | 353-371 A-96142.1 | UGUAGUUUAUAUGUAGUUCSEQHB-NO120 | 353-371
AD-45889.1 | A-96175.1 | CGAAUAGAUGGAUCACAAASEQIBNO59 | 913-931 A-96176.1 | UUUGUGAUCCAUCUAUUCGSEQD-NO121 | 913-931
AD-45897.1 | A-96209.1 | CUUGUUAAAACUCUAAACUSEQIB-NO66 | 1817-1835 A-96210.1 | AGUUUAGAGUUUUAACAAGSEQIB-NO122 | 1817-1835
AD-45904.1 | A-96227.1 | AUUUGAUCAGUCUUUUUAUSEQHD-NO-61 | 282-300 A-96228.1 | AUAAAAAGACUGAUCAAAUSEQHD-NO1E23 | 282-300
AD-45920.1 | A-96233.1 | UCCAUGGACAUUAAUUCAASEQID-NO-62 | 891-909 A-96234.1 | UUGAAUUAAUGUCCAUGGASEQD-NO-124 | 891-909
AD-45856.1 | A-96117.1 | CACAAUUAAGCUCCUUCUUSEQB-NOG63 | 57-75 A-96118.1 | AAGAAGGAGCUUAAUUGUGSEQHB-NO125 | 57-75
AD-45929.1 | A-96221.1 | CAACAUAUUUGAUCAGUCUSEQB-NO-64 | 276-294 A-96222.1 | AGACUGAUCAAAUAUGUUGSEQB-NO126 | 276-294
AD-45866.1 | A-96183.1 | CUCCAUAGUGAAGCAAUCUSEQB-NO-65 | 1014-1032 A-96184.1 | AGAUUGCUUCACUAUGGAGSEQ1B-NO127 | 1014-1032
AD-45875.1 | A-96139.1 | GCCAAAUUAAUGACAUAUUSEQID-NO-66 | 248-266 A-96140.1 | AAUAUGUCAUUAAUUUGGCSEQD-NO-128 | 248-266
AD-45882.1 | A-96157.1 | CAACAGCAUAGUCAAAUAASEQID-NO-67 | 622-640 A-96158.1 | UUAUUUGACUAUGCUGUUGSEQIB-NO129 | 622-640
AD-45890.1 | A-96191.1 | GGAAAUCACGAAACCAACUSEQHB-NO-68 1105-1123 A-96192.1 | AGUUGGUUUCGUGAUUUCCSEQ1B-NO-130 | 1105-1123
AD-45898.1 | A-96131.1 | CAGUUGGGACAUGGUCUUASEQD-NO-6S | 205-223 A-96132.1 | UAAGACCAUGUCCCAACUGSEQBD-NO131 | 205-223
AD-45857.1 | A-96133.1 | GACAUGGUCUUAAAGACUUSEQIB-NO70 | 212-230 A-96134.1 | AAGUCUUUAAGACCAUGUCSEQB-NO132 | 212-230
AD-45930.1 | A-96237.1 | UGUGGAGAAAACAACCUAASEQIB-NO7E | 1273-1291 A-96238.1 | UUAGGUUGUUUUCUCCACASEQIBD-NO133 | 1273-1291
AD-45867.1 | A-96199.1 | GUGGAGAAAACAACCUAAASEQID-NO-72 | 1274-1292 A-96200.1 | UUUAGGUUGUUUUCUCCACSEQ1B-NO-134 | 1274-1292
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AD-45876.1 | A-96155.1 | CCAACAGCAUAGUCAAAUASEQ1B-NO-73 621-639 A-96156.1 | UAUUUGACUAUGCUGUUGGSEQB-NO-135 | 621-639
AD-45883.1 | A-96173.1 | CAACAUCGAAUAGAUGGAUSEQIB-NO74 | 907-925 A-96174.1 | AUCCAUCUAUUCGAUGUUGSEQB-NO-136 | 907-925
AD-45891.1 | A-96207.1 | GCAAAUUUAAAAGGCAAUASEQIB-NO75 | 1441-1459 A-96208.1 | UAUUGCCUUUUAAAUUUGCSEQIB-NO-137 | 1441-1459
AD-45914.1 | A-96215.1 | CAAAAUCAAGAUUUGCUAUSEQID-NO-76 | 149-167 A-96216.1 | AUAGCAAAUCUUGAUUUUGSEQD-NO-138 | 149-167
AD-15838.1 | A-26242.1 | AGAGCCAAAAUCAAGAUUUSEQID-NOZZ | 144-162 A-26243.2 | AAAUCUUGAUUUUGGCUCUSEQ1B-NO-13S | 144-162

Table 3. Modified sense and antisense strand sequences of ANGPTL3 dsRNAs

Sense Sequence

Antisense Sequence

Duplex ID oli:f)llﬂ:ls:me (SEQ ID NOS 140-201, respectively, in order of agéﬁ:;ee (SEQ ID NOS 202-263, respectively, in order of
appearance) appearance)

AD-45939.1 | A-96225.1 uAuuUGAUCcAGucuuuuuAdTsdTSEQB-NO-1468 A-96226.1 UAAAAAGACUGAUCAAAUAdTsdTSEQB-NO-202
AD-45858.1 | A-96149.1 GAGCAACUAACUAACUUAACTsATSEQB-NO-141 A-96150.1 UuAAGUUAGUUAGUUGCUCdTsdTSEQB-NO-203
AD-45869.1 | A-96137.1 GGccAAAUUAAUGACAUAUdTSATSEQID-NO-142 A-96138.1 AuAUGUCAUUAAUUUGGCCdTsdTSEQID-NO-204
AD-45884.1 | A-96189.1 CGAAUUGAGUUGGAAGACUdTsdTSEQB-NO-143 A-96190.1 AGUCUUCCAACUCAAUUCGdTsdTSEQID-NO-205
AD-45892.1 | A-96129.1 ccuccuucAGUUGGGACAUdTsdTSEQID-NO-144 A-96130.1 AUGUCCCAACUGAAGGAGGTsdTSEQHB-NO-206
AD-45899.1 | A-96147.1 CACUUGAACUCAACUCAAACTsATSEQHB-NO-145 A-96148.1 UUUGAGUUGAGUUCAAGUGITsdTSEQ-ID-NO-207
AD-45915.1 | A-96231.1 GuccAuGGACAUUAAUUCAdTsdTSEQB-NO-146 A-96232.1 UGAAUUAAUGUCCAUGGACITsdTSEQ-B-NO-208
AD-45924.1 | A-96219.1 AAUucAAGAUUUGCcUAUGUUdTsdTSEQB-NO-147 A-96220.1 AACAUAGCcAAAUCUUGAUUdTsITSEQB-NO-209
AD-45860.1 | A-96181.1 CUAGAGAAGAUAUAcuccAdTsdTSEQ-1D-NO-148 A-96182.1 UGGAGUAUAUCUUCUCUAGTsdTSEQB-NO-210
AD-45870.1 | A-96153.1 CUAACUAAcUUAAUUCAAAdTsdTSEQD-NO-149 A-96154.1 UUUGAAUUAAGUUAGUUAGdTsdTSEQB-NO211
AD-45870.2 | A-96153.2 CUAAcuAAcuuAAUuucAAAdTsdTSEQBD-NO-150 A-96154.2 UUUGAAUUAAGUUAGUUAGdTsdTSEQB-NO212
AD-45877.1 | A-96171.1 cAuuAAuucAACAUCGAAUdTsITSEQ1B-NO-151 A-96172.1 AUUCGAUGUUGAAUUAAUGdTsdTSEQID-NO-213
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AD-45885.1 | A-96205.1 cAAAAUGUUGAuUccAuccAdTsdTSEQBD-NO-152 A-96206.1 UGGAUGGAUCAACAUUUUGATsdTSEQB-NO214
AD-45893.1 | A-96145.1 CAUAUAAACUACAAGUCAAdTsdTSEQHB-NO-153 A-96146.1 UUGACUUGUAGUUUAUAUGdTsdTSEQD-NO-215
AD-45900.1 | A-96163.1 GAcccAGcAAcucucAAGudTsdTSEQHBD-NO-154 A-96164.1 ACUUGAGAGUUGCUGGGUCITsdTSEQB-NO-216
AD-45925.1 | A-96235.1 GGUUGGGCccUAGAGAAGAUdTsdTSEQB-NO-155 A-96236.1 AUCUUCUCUAGGCCCAACCdTsdTSEQ-1BD-NO-217

AD-45861.1 | A-96197.1 GUGUGGAGAAAACAACcUAdTsdTSEQB-NO-156 A-96198.1 UAGGUUGUUUUCUCCACACATsdTSEQB-NO-218
AD-45871.1 | A-96169.1 GAcAuuAAuucAAcAucGAdTsdTSEQID-NO-157 A-96170.1 UCGAUGUUGAAUUAAUGUCTsdTSEQB-NO-219
AD-45878.1 | A-96187.1 CAUAGUGAAGCAAUCUAAUdTsATSEQBD-NO-158 A-96188.1 AUUAGAUUGCUUCACUAUGdTsdTSEQD-NO-220
AD-45886.1 | A-96127.1 CUAUGUUAGACGAUGUAAAdTsdTSEQB-NO-159 A-96128.1 UUUACAUCGUCUAACAUAGTsdTSEQB-NO-221

AD-45894.1 | A-96161.1 cAcAGAAAuuucucuAucudTsdTSEQHB-NO-166 A-96162.1 AGAUAGAGAAAUUUCUGUGdTsdTSEQIBD-NO-222
AD-45901.1 | A-96179.1 GUUGGGCcCcUAGAGAAGAUAdTsdTSEQHB-NO-161 A-96180.1 UAUCUUCUCUAGGCCCcAACITsATSEQIB-NO-223

AD-45909.1 | A-96213.1 GccAAAAUCAAGAUUUGCcUdTsdTSEQHB-NO-162 A-96214.1 AGCcAAAUCUUGAUUUUGGCdTsdTSEQB-NO-224
AD-45934.1 | A-96223.1 AcAuAuuuGAucAGucuuudTsdTSEQHB-NO-163 A-96224.1 AAAGACUGAUCAAAUAUGUdTsdTSEQB-NO-225
AD-45934.2 | A-96223.2 AcAuAuuuGAucAGucuuudTsdTSEQHD-NO-164 A-96224.2 AAAGACUGAUCAAAUAUGUdTsdTSEQB-NO-226
AD-45863.1 | A-96135.1 CUUAAAGACUUUGUCCAUAdTsATSEQHB-NO-165 A-96136.1 UAUGGACAAAGUCUUUAAGdTsdTSEQID-NO-227
AD-45872.1 | A-96185.1 CCAUAGUGAAGCAAUCUAAdTsATSEQID-NO-166 A-96186.1 UuAGAUUGCUUCACUAUGGTsdTSEQB-NO-228
AD-45879.1 | A-96203.1 cAAccAAAAUGUUGAUCCcAdTsATSEQ-ID-NO-167 A-96204.1 UGGAUCAACAUUUUGGUUGdTsdTSEQ-1B-NO-229
AD-45887.1 | A-96143.1 CUACAUAUAAACUACAAGUdTsATSEQHD-NO-168 A-96144.1 ACUUGUAGUUUAUAUGUAGdTsdTSEQ+B-NO-238
AD-45895.1 | A-96177.1 GGGAGGCUUGAUGGAGAAUdTsdTSEQIB-NO-169 A-96178.1 AUUCUCCAUCAAGCCUCCCdTsdTSEQ-ID-NO-231

AD-45902.1 | A-96195.1 GGuGUUUUCUACUUGGGAUdTsdTSEQID-NO-170 A-96196.1 AUCCcAAGUAGAAAACACCITsdTSEQB-NO-232

AD-45910.1 | A-96229.1 AAGAGCcAccAAGAAcUAcudTsdTSEQ1B-NO-171 A-96230.1 AGUAGUUCUUGGUGCUCUUdTsdTSEQ+IB-NO-233
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AD-45935.1 | A-96239.1 UGGAGAAAACAACcUAAAUdTsdTSEQHB-NO-172 A-96240.1 AUUUAGGUUGUUUUCUCCAdTsdTSEQB-NO-234
AD-45864.1 | A-96151.1 GcAAcUAAcuAAcuuAAuudTsdTSEQHB-NO-173 A-96152.1 AAUUAAGUUAGUUAGUUGCdTsdTSEQHB-NO-235
AD-45873.1 | A-96201.1 CAAccuAAAUGGUAAAUAUdTSATSEQIB-NO-174 A-96202.1 AUuAUUUACCAUUUAGGUUGdTsdTSEQB-NO-236
AD-45880.1 | A-96125.1 GCUAUGUUAGACGAUGUAAdTsATSEQB-NO-175 A-96126.1 UuAcAUCGUCUAACAUAGCdTsdTSEQB-NO-237
AD-45888.1 | A-96159.1 cccAcAGAAAuuucucuAudTsdTSEQHB-NO-176 A-96160.1 AUAGAGAAAUUUCUGUGGGdTsdTSEQ-B-NO-2338
AD-45896.1 | A-96193.1 GAuuuGGuGuuuucuAcuudTsdTSEQID-NO-177 A-96194.1 AAGUAGAAAACACCAAAUCITsdTSEQHB-NO-239
AD-45903.1 | A-96211.1 CAGAGCccAAAAUCAAGAUUdTsdTSEQB-NO-178 A-96212.1 AAUCUUGAUUUUGGCUCUGdTsdTSEQD-NO-240
AD-45919.1 | A-96217.1 AAAUcCAAGAUUUGCUAUGUdTsdTSEQB-NO-179 A-96218.1 AcAUAGCAAAUCUUGAUUUdTsdTSEQ-B-NO241
AD-45865.1 | A-96167.1 CAUGGACAUUAAUUCAACAdTsdTSEQHD-NO-180 A-96168.1 UGUUGAAUUAAUGUCCAUGATsdTSEQB-NO-242
AD-45874.1 | A-96123.1 GAuuuGCcUAUGUUAGACGAdTsdTSEQIBD-NO-181 A-96124.1 UCGUCUAACAUAGCAAAUCITsATSEQB-NO-243
AD-45881.1 | A-96141.1 GAACUACAUAUAAACUACAdTsdTSEQB-NO-182 A-96142.1 UGUAGUUUAUAUGUAGUUCdTsdTSEQ-D-NO-244
AD-45889.1 | A-96175.1 CGAAUAGAUGGAUCACAAAdTsdTSEQHB-NO-183 A-96176.1 UUUGUGAUCCAUCUAUUCGATsdTSEQB-NO-245
AD-45897.1 | A-96209.1 CUUGUUAAAAcucuAAAcudTsdTSEQD-NO-184 A-96210.1 AGUUUAGAGUUUUAACAAGATsdTSEQB-NO-246
AD-45904.1 | A-96227.1 AuuuGAucAGucuuuuuAudTsdTSEQIB-NO-185 A-96228.1 AUuAAAAAGACUGAUCAAAUdTsATSEQIB-NO-247
AD-45920.1 | A-96233.1 uccAUGGACAUUAAUUCAAdTsdTSEQD-NO-186 A-96234.1 UUGAAUUAAUGUCCAUGGAdTsdTSEQ-1D-NO-248
AD-45856.1 | A-96117.1 cAcAAuuAAGceuccuucuudTsdTSEQHB-NO-187 A-96118.1 AAGAAGGAGCUUAAUUGUGdTsdTSEQI1D-NO-249
AD-45929.1 | A-96221.1 cAACAUAUUUGAUCAGuUcudTsdTSEQB-NO-188 A-96222.1 AGACUGAUCAAAUAUGUUGdTsdTSEQD-NO-250
AD-45866.1 | A-96183.1 cuccAUAGUGAAGCcAAucudTsdTSEQHB-NO-189 A-96184.1 AGAUUGCUUCACUAUGGAGdTsdTSEQID-NO-251
AD-45875.1 | A-96139.1 GccAAAUUAAUGACAUAUUdTsdTSEQHB-NO-196 A-96140.1 AAUAUGUCAUUAAUUUGGCdTsdTSEQID-NO-252
AD-45882.1 | A-96157.1 cAACAGCAUAGUCAAAUAAdTsATSEQD-NO-191 A-96158.1 UuAUUUGACUAUGCUGUUGdTsdTSEQB-NOG-253
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AD-45890.1 | A-96191.1 GGAAAUCACGAAACCcAAcudTsdTSEQHB-NO-192 A-96192.1 AGUUGGUUUCGUGAUUUCCdTsdTSEQ+b-NO-254
AD-45898.1 | A-96131.1 CAGUUGGGACAUGGUCUUAdTsdTSEQHB-NO-193 A-96132.1 UAAGACCAUGUCCCAACUGITsdTSEQHB-NO-255

AD-45857.1 | A-96133.1 GAcAuGGucuuAAAGAcuudTsdTSEQIB-NO-194 A-96134.1 AAGUCUUUAAGACCAUGUCdTsdTSEQIB-NO-256
AD-45930.1 | A-96237.1 UGUGGAGAAAACAACCcUAAdTSATSEQHB-NO-195 A-96238.1 UuAGGUUGUUUUCUCCACAdTsdTSEQHB-NO-257
AD-45867.1 | A-96199.1 GUGGAGAAAACcAAccuAAAdTsdTSEQIB-NO-196 A-96200.1 UUUAGGUUGUUUUCUCCACITsATSEQB-NO-258
AD-45876.1 | A-96155.1 cCAACAGCAUAGUCAAAUAdTsATSEQID-NO-197 A-96156.1 UAUUUGACUAUGCUGUUGGdTsdTSEQID-NO-259
AD-45883.1 | A-96173.1 CAACAUCGAAUAGAUGGAUdTsdTSEQHB-NO-198 A-96174.1 AUCcAUCUAUUCGAUGUUGdTsdTSEQB-NO-269
AD-45891.1 | A-96207.1 GCcAAAUUUAAAAGGCAAUAdTsdTSEQHB-NO-199 A-96208.1 UAUUGCCUUUUAAAUUUGCdTsdTSEQHD-NO-261
AD-45914.1 | A-96215.1 cAAAAUCAAGAUUUGCUAUdTSATSEQHB-NO-200 A-96216.1 AuAGcAAAUCUUGAUUUUGdTsdTSEQHD-NO-262
AD-15838.1 | A-26242.1 AGAGccAAAAUCAAGAUUUdTsdTSEQB-NO-201 A-26243.2 AAAUCUUGAUUUUGGCUCUdTsdTSEQID-NO-263

Lowercase nucleotides (a, u, g, ¢) are 2’-O-methyl nucleotides; s is a phosphothiorate linkage.
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Table 7. Unmodified sense and antisense strand sequences of ANGPTL3 GalNac-conjugated dsRNAs

Sense Sequence

Antisense Sequence

(SEQ ID NOS 264-448, respectively, in Position in Antisense (SEQ ID NOS 449-633, respectively, in Position in
Duplex ID Sense Name order of appearance) NM_014495.2 Name order of appearance) NM_014495.2
AAAGACAACAAACAUUAUAUUXSEQHD AAUAUAAUGUUUGUUGUCUUUCCSEQ
AD-53063.1 A-108558.1 NO-264 1066-1086 A-108559.1 B-NO-449 1064-1086
ACAAUUAAGCUCCUUCUUUUUxSEQ+D AAAAAGAAGGAGCUUAAUUGUGASEQ
AD-52965.1 A-108310.1 NO265 58-78 A-108311.1 D-NO-450 56-78
UGUCACUUGAACUCAACUCAAXSEQD UUGAGUUGAGUUCAAGUGACAUASEQ
AD-53030.1 A-108410.1 NO266 398-418 A-108411.1 D-NO451 396-418
UCACAAUUAAGCUCCUUCUUUXSEQD AAAGAAGGAGCUUAAUUGUGAACSEQ
AD-52953.1 A-108306.1 NO267 56-76 A-108307.1 D-NO452 54-76
CUUGAACUCAACUCAAAACUUXSEQ-D AAGUUUUGAGUUGAGUUCAAGUGSEQ
AD-53001.1 A-108416.1 NO-268 403-423 A-108417.1 D-NO453 401-423
CUCCAUAGUGAAGCAAUCUAAXSEQ-D UUAGAUUGCUUCACUAUGGAGUASEQ
AD-53080.1 A-108548.1 NO-269 1014-1034 A-108549.1 1D-NO-454 1012-1034
CAAUUAAGCUCCUUCUUUUUAXSEQ+D UAAAAAGAAGGAGCUUAAUUGUGSEQ
AD-52971.1 A-108312.1 NO-270 59-79 A-108313.1 1D-NO455 57-79
ACCCAGCAACUCUCAAGUUUUxSEQ+D AAAACUUGAGAGUUGCUGGGUCUSEQ
AD-53071.1 A-108498.1 NO 271 840-860 A-108499.1 IDNO456 838-860
GAAUAUGUCACUUGAACUCAAXSEQD UUGAGUUCAAGUGACAUAUUCUUSEQ
AD-53024.1 A-108408.1 NO 272 393-413 A-108409.1 ID-NO-457 391-413
AAUUAAGCUCCUUCUUUUUAUXSEQ+D AUAAAAAGAAGGAGCUUAAUUGUSEQ
AD-52977.1 A-108314.1 NO-273 60-80 A-108315.1 ID-NO458 58-80
CAUUAUAUUGAAUAUUCUUUUxSEQB AAAAGAAUAUUCAAUAUAAUGUUSEQ
AD-53064.1 A-108574.1 NO-274 1078-1098 A-108575.1 1D-NO-459 1076-1098
ACUAACUAACUUAAUUCAAAAXSEQD UUUUGAAUUAAGUUAGUUAGUUGSE
AD-53033.1 A-108458.1 NO275 483-503 A-108459.1 Q-0 481-503
UUAUUGUUCCUCUAGUUAUUUXSEQD AAAUAACUAGAGGAACAAUAAAASEQ
AD-52954.1 A-108322.1 NGO 276 77-97 A-108323.1 D-NO461 75-97
CAUAGUGAAGCAAUCUAAUUAXSEQD UAAUUAGAUUGCUUCACUAUGGASEQ
AD-53098.1 A-108554.1 NG 277 1017-1037 A-108555.1 D-NO-462 1015-1037
CCAUAGUGAAGCAAUCUAAUUXSEQD AAUUAGAUUGCUUCACUAUGGAGSEQ
AD-53092.1 A-108552.1 NO278 1016-1036 A-108553.1 D-NO463 1014-1036
GAUCACAAAACUUCAAUGAAAXSEQD UUUCAUUGAAGUUUUGUGAUCCASEQ
AD-53073.1 A-108530.1 NO-279 923-943 A-108531.1 1D-NO-464 921-943
AUGGAAGGUUAUACUCUAUAAXSEQD UUAUAGAGUAUAACCUUCCAUUUSEQ
AD-53132.1 A-108628.1 NO-280 1364-1384 A-108629.1 1D-NO-465 1362-1384
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UCCAUAGUGAAGCAAUCUAAUXSEQD

AUUAGAUUGCUUCACUAUGGAGUSEQ

AD-53086.1 A-108550.1 NO281 1015-1035 A-108551.1 B-NO-466 1013-1035
CUAUGUUAGACGAUGUAAAAAXSEQD UUUUUACAUCGUCUAACAUAGCASEQ
AD-52961.1 A-108340.1 NO282 164-184 A-108341.1 1B-NO-467 162-184
AUUAAGCUCCUUCUUUUUAUUxSEQ1D AAUAAAAAGAAGGAGCUUAAUUGSEQ
AD-52983.1 A-108316.1 NO 283 61-81 A-108317.1 IDNO 468 59-81
AACUAACUAACUUAAUUCAAAXSEQHD UUUGAAUUAAGUUAGUUAGUUGCSEQ
AD-53027.1 A-108456.1 NO-284 482-502 A-108457.1 1D-NO-469 480-502
GGCCAAAUUAAUGACAUAUUUXSEQID AAAUAUGUCAUUAAUUUGGCCCUSEQ
AD-52986.1 A-108364.1 NO-285 247-267 A-108365.1 1D-NO-470 245-267
UUUUAUUGUUCCUCUAGUUAUXSEQID AUAACUAGAGGAACAAUAAAAAGSEQ
AD-52989.1 A-108318.1 NO-286 75-95 A-108319.1 B-NO471 73-95
ACAUAUUUGAUCAGUCUUUUUxSEQHD AAAAAGACUGAUCAAAUAUGUUGSEQ
AD-52981.1 A-108378.1 NO287 278-298 A-108379.1 B-No472 276-298
CCCAGCAACUCUCAAGUUUUUxSEQD AAAAACUUGAGAGUUGCUGGGUCSEQ
AD-53077.1 A-108500.1 NO288 841-861 A-108501.1 B-NS473 839-861
CAGGUAGUCCAUGGACAUUAAXSEQD UUAAUGUCCAUGGACUACCUGAUSEQ
AD-53095.1 A-108506.1 NO-289 884-904 A-108507.1 B-Ne474 882-904
ACUGAGAAGAACUACAUAUAAXSEQHD UUAUAUGUAGUUCUUCUCAGUUCSEQ
AD-52970.1 A-108390.1 NO-290 345-365 A-108391.1 B-NO-475 343-365
GAGCAACUAACUAACUUAAUUXSEQHD AAUUAAGUUAGUUAGUUGCUCUUSEQ
AD-53015.1 A-108452.1 NO-291 478-498 A-108453.1 B-NO-476 476-498
AACAACCUAAAUGGUAAAUAUXSEQHD AUAUUUACCAUUUAGGUUGUUUUSEQ
AD-53147.1 A-108618.1 NO292 1282-1302 A-108619.1 B-NO-477 1280-1302
CCUAGAGAAGAUAUACUCCAUxSEQHD AUGGAGUAUAUCUUCUCUAGGCCSEQ
AD-53103.1 A-108540.1 NO293 999-1019 A-108541.1 B-NO478 997-1019
CAACAUAUUUGAUCAGUCUUUxSEQD AAAGACUGAUCAAAUAUGUUGAGSEQ
AD-52969.1 A-108374.1 NG294 276-296 A-108375.1 B-NS4729 274-296
ACAACAAACAUUAUAUUGAAUXSEQHD AUUCAAUAUAAUGUUUGUUGUCUSEQ
AD-53075.1 A-108562.1 NO295 1070-1090 A-108563.1 B-NO-480 1068-1090
ACAUAUAAACUACAAGUCAAAXSEQHD UUUGACUUGUAGUUUAUAUGUAGSE
AD-52994.1 A-108398.1 NO 296 358-378 A-108399.1 QHb-NO481 356-378
CUAGUUAUUUCCUCCAGAAUUxSEQID AAUUCUGGAGGAAAUAACUAGAGSEQ
AD-52960.1 A-108324.1 NO-297 88-108 A-108325.1 1D-NO482 86-108
AAGAGCAACUAACUAACUUAAXSEQHD UUAAGUUAGUUAGUUGCUCUUCUSEQ
AD-53003.1 A-108448.1 NO298 476-496 A-108449.1 1B-NO483 474-496
UUUAUUGUUCCUCUAGUUAUUXxSEQID AAUAACUAGAGGAACAAUAAAAASEQ
AD-52995.1 A-108320.1 NO-299 76-96 A-108321.1 1B-NO-484 74-96
CUCCUAGAAGAAAAAAUUCUAXSEQD UAGAAUUUUUUCUUCUAGGAGGCSEQ
AD-53037.1 A-108428.1 NG-306 430-450 A-108429.1 B-NO485 428-450
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AACAAACAUUAUAUUGAAUAUxSEQHD

AUAUUCAAUAUAAUGUUUGUUGUSEQ

AD-53087.1 A-108566.1 NO30% 1072-1092 A-108567.1 B-NO-486 1070-1092
GGAAAUCACGAAACCAACUAUXxSEQHD AUAGUUGGUUUCGUGAUUUCCCASEQ
AD-53076.1 A-108578.1 NO302 1105-1125 A-108579.1 B-NO487 1103-1125
AACAUAUUUGAUCAGUCUUUUxSEQHD AAAAGACUGAUCAAAUAUGUUGASEQ
AD-52975.1 A-108376.1 NO 303 277-297 A-108377.1 {1DNO 488 275-297
UGGAAGGUUAUACUCUAUAAAXSEQHD UUUAUAGAGUAUAACCUUCCAUUSEQ
AD-53138.1 A-108630.1 NO-304 1365-1385 A-108631.1 1D-NO-489 1363-1385
GGAGAACUACAAAUAUGGUUUXSEQID AAACCAUAUUUGUAGUUCUCCCASEQ
AD-53091.1 A-108536.1 NO-305 948-968 A-108537.1 1D-NO-490 946-968
GAAAACAAAGAUUUGGUGUUUXSEQHD AAACACCAAAUCUUUGUUUUCCGSEQ
AD-53124.1 A-108594.1 NO-306 1174-1194 A-108595.1 B-NO-491 1172-1194
AGUGUGGAGAAAACAACCUAAXSEQHD UUAGGUUGUUUUCUCCACACUCASEQ
AD-53125.1 A-108610.1 NO364 1271-1291 A-108611.1 B-NO492 1269-1291
GUCACUUGAACUCAACUCAAAXSEQHD UUUGAGUUGAGUUCAAGUGACAUSEQ
AD-53036.1 A-108412.1 NO-308 399-419 A-108413.1 B-NG493 397-419
GAUGGAUCACAAAACUUCAAUxSEQHD AUUGAAGUUUUGUGAUCCAUCUASEQ
AD-53061.1 A-108526.1 NG-309 919-939 A-108527.1 B-NG-494 917-939
ACAAACAUUAUAUUGAAUAUUxSEQD AAUAUUCAAUAUAAUGUUUGUUGSEQ
AD-53093.1 A-108568.1 NO-310 1073-1093 A-108569.1 B-NO-495 1071-1093
UGUGGAGAAAACAACCUAAAUXSEQHD AUUUAGGUUGUUUUCUCCACACUSEQ
AD-53137.1 A-108614.1 NO3HE 1273-1293 A-108615.1 B-NO-496 1271-1293
AUCAGUCUUUUUAUGAUCUAUXSEQD AUAGAUCAUAAAAAGACUGAUCASEQ
AD-52999.1 A-108384.1 NO3R2 287-307 A-108385.1 D-NO-497 285-307
GACAACAAACAUUAUAUUGAAXSEQHD UUCAAUAUAAUGUUUGUUGUCUUSEQ
AD-53069.1 A-108560.1 NO33 1069-1089 A-108561.1 B-NO-498 1067-1089
CAACAGCAUAGUCAAAUAAAAXSEQHD UUUUAUUUGACUAUGCUGUUGGUSE
AD-53034.1 A-108474.1 NO3EH4 622-642 A-108475.1 aHb-NO499 620-642
CUGAGAAGAACUACAUAUAAAXSEQHD UUUAUAUGUAGUUCUUCUCAGUUSEQ
AD-52976.1 A-108392.1 NG3L5 346-366 A-108393.1 B-NG-500 344-366
UGCUAUGUUAGACGAUGUAAAXSEQD UUUACAUCGUCUAACAUAGCAAASEQ
AD-52996.1 A-108336.1 NO 316 162-182 A-108337.1 {DNO 501 160-182
AACCCACAGAAAUUUCUCUAUxSEQHD AUAGAGAAAUUUCUGUGGGUUCUSEQ
AD-53029.1 A-108488.1 NO317 680-700 A-108489.1 D-NO-502 678-700
CUUCAACAAAAAGUGAAAUAUXSEQHD AUAUUUCACUUUUUGUUGAAGUASEQ
AD-53020.1 A-108438.1 NO-318 451-471 A-108439.1 B-NO-503 449-471
UCACUUGAACUCAACUCAAAAXSEQID UUUUGAGUUGAGUUCAAGUGACASEQ
AD-53042.1 A-108414.1 NO-319 400-420 A-108415.1 1B-NO-504 398-420
CAUAGUCAAAUAAAAGAAAUAXSEQHD UAUUUCUUUUAUUUGACUAUGCUSEQ
AD-53011.1 A-108482.1 NG-320 628-648 A-108483.1 B-NO-505 626-648
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CAAAAACUCAACAUAUUUGAUxSEQHD

AUCAAAUAUGUUGAGUUUUUGAASEQ

AD-52957.1 A-108370.1 NO321 268-288 A-108371.1 B-NO-506 266-288
UACUUCAACAAAAAGUGAAAUXSEQD AUUUCACUUUUUGUUGAAGUAGASEQ

AD-53008.1 A-108434.1 NOo322 449-469 A-108435.1 B-NO-507 447-469
GACCCAGCAACUCUCAAGUUUxSEQHD AAACUUGAGAGUUGCUGGGUCUGSEQ

AD-53065.1 A-108496.1 NO 323 839-859 A-108497.1 1D-NO 508 837-859
UUGAAUGAACUGAGGCAAAUUXSEQID AAUUUGCCUCAGUUCAUUCAAAGSEQ

AD-53115.1 A-108638.1 NO324 1427-1447 A-108639.1 D-NO-509 1425-1447
UAUAAACUACAAGUCAAAAAUXSEQID AUUUUUGACUUGUAGUUUAUAUGSE

AD-53012.1 A-108404.1 NO325 361-381 A-108405.1 QHb-NO-510 359-381
AAACAAGAUAAUAGCAUCAAAXSEQHD UUUGAUGCUAUUAUCUUGUUUUUSE

AD-53004.1 A-108464.1 NO-326 559-579 A-108465.1 Hb-NO-511 557-579
CAACUAACUAACUUAAUUCAAXSEQHD UUGAAUUAAGUUAGUUAGUUGCUSEQ

AD-53021.1 A-108454.1 NG327 481-501 A-108455.1 B-NO-512 479-501
GCUAUGUUAGACGAUGUAAAAXSEQID UUUUACAUCGUCUAACAUAGCAASEQ

AD-52955.1 A-108338.1 NG328 163-183 A-108339.1 B-NOG-513 161-183
ACUUGGGAUCACAAAGCAAAAXSEQD UUUUGCUUUGUGAUCCCAAGUAGSEQ

AD-53119.1 A-108608.1 NG329 1198-1218 A-108609.1 B-NO-514 1196-1218
UUGCUAUGUUAGACGAUGUAAxXSEQHD UUACAUCGUCUAACAUAGCAAAUSEQ

AD-52990.1 A-108334.1 NO-330 161-181 A-108335.1 B-NO-515 159-181
AACUGAGAAGAACUACAUAUAXSEQHD UAUAUGUAGUUCUUCUCAGUUCCSEQ

AD-52964.1 A-108388.1 NO331 344-364 A-108389.1 B-NO-516 342-364
GAUGUAAAAAUUUUAGCCAAUXSEQD AUUGGCUAAAAUUUUUACAUCGUSEQ

AD-52973.1 A-108344.1 NO332 175-195 A-108345.1 B-NO-517 173-195
ACUCCAUAGUGAAGCAAUCUAXSEQHD UAGAUUGCUUCACUAUGGAGUAUSEQ

AD-53074.1 A-108546.1 NO333 1013-1033 A-108547.1 B-NO-518 1011-1033
UUCAACAAAAAGUGAAAUAUUxSEQHD AAUAUUUCACUUUUUGUUGAAGUSEQ

AD-53026.1 A-108440.1 NG-334 452-472 A-108441.1 B-NOG-519 450-472
CUAGAGAAGAUAUACUCCAUAXSEQHD UAUGGAGUAUAUCUUCUCUAGGCSEQ

AD-53062.1 A-108542.1 NG335 1000-1020 A-108543.1 B-NG-520 998-1020
CAACCUAAAUGGUAAAUAUAAXSEQID UUAUAUUUACCAUUUAGGUUGUUSEQ

AD-53114.1 A-108622.1 NO 336 1284-1304 A-108623.1 {IDNO 521 1282-1304
GAAAUCACGAAACCAACUAUAXSEQHD UAUAGUUGGUUUCGUGAUUUCCCSEQ

AD-53082.1 A-108580.1 NO337 1106-1126 A-108581.1 D-NO-522 1104-1126
CCACAGAAAUUUCUCUAUCUUxSEQHD AAGAUAGAGAAAUUUCUGUGGGUSEQ

AD-53035.1 A-108490.1 NO-338 683-703 A-108491.1 B-NO-523 681-703
AAAUCAAGAUUUGCUAUGUUAXSEQHD UAACAUAGCAAAUCUUGAUUUUGSEQ

AD-52978.1 A-108330.1 NO-339 151-171 A-108331.1 B-NO-524 149-171
ACAUUAAUUCAACAUCGAAUAXSEQHD UAUUCGAUGUUGAAUUAAUGUCCSEQ

AD-53084.1 A-108518.1 NG-346 898-918 A-108519.1 B-NO-525 896-918
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CCAGAGCCAAAAUCAAGAUUUxSEQHD

AAAUCUUGAUUUUGGCUCUGGAGSEQ

AD-52972.1 A-108328.1 NO-341 142-162 A-108329.1 B-NO-526 140-162
CUACUUCAACAAAAAGUGAAAXSEQHD UUUCACUUUUUGUUGAAGUAGAASEQ

AD-53002.1 A-108432.1 NO342 448-468 A-108433.1 BD-NO-527 446-468
GACAUUAAUUCAACAUCGAAUXSEQHDB AUUCGAUGUUGAAUUAAUGUCCASEQ

AD-53078.1 A-108516.1 NO 343 897-917 A-108517.1 {DNO 528 895-917
GGACAUUAAUUCAACAUCGAAXSEQHD UUCGAUGUUGAAUUAAUGUCCAUSEQ

AD-53072.1 A-108514.1 NO-344 896-916 A-108515.1 B-NO-529 894-916
GCAUAGUCAAAUAAAAGAAAUXSEQHD AUUUCUUUUAUUUGACUAUGCUGSEQ

AD-53005.1 A-108480.1 NO-345 627-647 A-108481.1 B-NO-530 625-647
CUCUCAAGUUUUUCAUGUCUAXSEQD UAGACAUGAAAAACUUGAGAGUUSEQ

AD-53083.1 A-108502.1 NO-346 849-869 A-108503.1 B-NO-531 847-869
AUCGAAUAGAUGGAUCACAAAXSEQ1D UUUGUGAUCCAUCUAUUCGAUGUSEQ

AD-53102.1 A-108524.1 NO347 911-931 A-108525.1 B-NO-532 909-931
ACAUUAUAUUGAAUAUUCUUUXSEQHD AAAGAAUAUUCAAUAUAAUGUUUSEQ

AD-53105.1 A-108572.1 NO-348 1077-1097 A-108573.1 B-NOG-533 1075-1097
UUAAUUCAACAUCGAAUAGAUxXSEQDB AUCUAUUCGAUGUUGAAUUAAUGSEQ

AD-53090.1 A-108520.1 NG-349 901-921 A-108521.1 B-NOG-534 899-921
GAUAAUAGCAUCAAAGACCUUxSEQHD AAGGUCUUUGAUGCUAUUAUCUUSEQ

AD-53010.1 A-108466.1 NO-350 565-585 A-108467.1 B-NO-535 563-585
UGACAUAUUUCAAAAACUCAAXSEQD UUGAGUUUUUGAAAUAUGUCAUUSE

AD-52998.1 A-108368.1 NO351 258-278 A-108369.1 QHb-NO536 256-278
AAAUUAAUGACAUAUUUCAAAXSEQHD UUUGAAAUAUGUCAUUAAUUUGGSEQ

AD-52992.1 A-108366.1 NO352 251-271 A-108367.1 B-NO-537 249-271
GAAGAUAUACUCCAUAGUGAAXSEQHD UUCACUAUGGAGUAUAUCUUCUCSEQ

AD-53068.1 A-108544.1 NO353 1005-1025 A-108545.1 B-NO-538 1003-1025
AAUAUUUAGAAGAGCAACUAAXSEQD UUAGUUGCUCUUCUAAAUAUUUCSEQ

AD-53032.1 A-108442.1 NG354 467-487 A-108443.1 B-NS-539 465-487
CGAUGUAAAAAUUUUAGCCAAXSEQHD UUGGCUAAAAUUUUUACAUCGUCSEQ

AD-52967.1 A-108342.1 NG355 174-194 A-108343.1 B-NG-540 172-194
UUCAACAUCGAAUAGAUGGAUxSEQD AUCCAUCUAUUCGAUGUUGAAUUSEQ

AD-53096.1 A-108522.1 NO 356 905-925 A-108523.1 {ID NO 541 903-925
GUGUGGAGAAAACAACCUAAAXSEQHD UUUAGGUUGUUUUCUCCACACUCSEQ

AD-53131.1 A-108612.1 NO357 1272-1292 A-108613.1 1D-NO-542 1270-1292
UCAACAUAUUUGAUCAGUCUUxSEQD AAGACUGAUCAAAUAUGUUGAGUSEQ

AD-52963.1 A-108372.1 NO-358 275-295 A-108373.1 1B-NO-543 273-295
UCAGGUAGUCCAUGGACAUUAXSEQHD UAAUGUCCAUGGACUACCUGAUASEQ

AD-53089.1 A-108504.1 NO-359 883-903 A-108505.1 1B-NO-544 881-903
UUUAGAAGAGCAACUAACUAAXSEQHD UUAGUUAGUUGCUCUUCUAAAUASEQ

AD-53044.1 A-108446.1 NO-366 471-491 A-108447.1 B-NO-545 469-491
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UACAUAUAAACUACAAGUCAAXSEQD

UUGACUUGUAGUUUAUAUGUAGUSE

AD-52988.1 A-108396.1 NO36% 357-377 A-108397.1 Hb-NO546 355-377
GGAUCACAAAACUUCAAUGAAXSEQHD UUCAUUGAAGUUUUGUGAUCCAUSEQ

AD-53067.1 A-108528.1 NO362 922-942 A-108529.1 B-NO-547 920-942
AGAGCAACUAACUAACUUAAUxSEQHD AUUAAGUUAGUUAGUUGCUCUUCSEQ

AD-53009.1 A-108450.1 NO 363 477-497 A-108451.1 1D NO 548 475-497
ACCAACAGCAUAGUCAAAUAAXSEQHD UUAUUUGACUAUGCUGUUGGUUUSE

AD-53022.1 A-108470.1 NO-364 620-640 A-108471.1 QHb-NO-549 618-640
AACCAACAGCAUAGUCAAAUAXSEQID UAUUUGACUAUGCUGUUGGUUUASE

AD-53016.1 A-108468.1 NO365 619-639 A-108469.1 QHBb-NO-550 617-639
GAACUCAACUCAAAACUUGAAXSEQD UUCAAGUUUUGAGUUGAGUUCAASEQ

AD-53007.1 A-108418.1 NO-366 406-426 A-108419.1 B-NO-553 404-426
UACUCUAUAAAAUCAACCAAAXSEQID UUUGGUUGAUUUUAUAGAGUAUASE

AD-53148.1 A-108634.1 NO367 1375-1395 A-108635.1 HB-NO552 1373-1395
CAGCAUAGUCAAAUAAAAGAAXSEQHD UUCUUUUAUUUGACUAUGCUGUUSEQ

AD-53040.1 A-108476.1 NO-368 625-645 A-108477.1 B-NG-553 623-645
GAAAUAAGAAAUGUAAAACAUXSEQID AUGUUUUACAUUUCUUAUUUCAUSEQ

AD-53041.1 A-108492.1 NO-369 748-768 A-108493.1 B-NO-554 746-768
CUAACUAACUUAAUUCAAAAUxSEQHD AUUUUGAAUUAAGUUAGUUAGUUSE

AD-53039.1 A-108460.1 NO-370 484-504 A-108461.1 QHB-NO555 482-504
AUGAACUGAGGCAAAUUUAAAXSEQHD UUUAAAUUUGCCUCAGUUCAUUCSEQ

AD-53139.1 A-108646.1 NO3AH 1431-1451 A-108647.1 B-NO-556 1429-1451
UGAACUGAGGCAAAUUUAAAAXSEQ-D UUUUAAAUUUGCCUCAGUUCAUUSEQ

AD-53144.1 A-108648.1 NO3AR2 1432-1452 A-108649.1 B-NO-557 1430-1452
AAACAACCUAAAUGGUAAAUAXSEQD UAUUUACCAUUUAGGUUGUUUUCSEQ

AD-53142.1 A-108616.1 No37A3 1281-1301 A-108617.1 B-NO-558 1279-1301
ACAACCUAAAUGGUAAAUAUAXSEQHD UAUAUUUACCAUUUAGGUUGUUUSEQ

AD-53108.1 A-108620.1 NG374 1283-1303 A-108621.1 B-NG-559 1281-1303
AACGUGGGAGAACUACAAAUAxXSEQHD UAUUUGUAGUUCUCCCACGUUUCSEQ

AD-53079.1 A-108532.1 NG375 942-962 A-108533.1 B-NO-560 940-962
AAUGAACUGAGGCAAAUUUAAXSEQID UUAAAUUUGCCUCAGUUCAUUCASEQ

AD-53133.1 A-108644.1 NO 376 1430-1450 A-108645.1 {DNO 561 1428-1450
GUUGGAAGACUGGAAAGACAAXSEQID UUGUCUUUCCAGUCUUCCAACUCSEQ

AD-53104.1 A-108556.1 NO37# 1053-1073 A-108557.1 1D-NO-562 1051-1073
UGGCAAUGUCCCCAAUGCAAUXSEQD AUUGCAUUGGGGACAUUGCCAGUSEQ

AD-53088.1 A-108582.1 NO-378 1149-1169 A-108583.1 B-NO-563 1147-1169
GGUAGUCCAUGGACAUUAAUUXSEQHD AAUUAAUGUCCAUGGACUACCUGSEQ

AD-53101.1 A-108508.1 NO-379 886-906 A-108509.1 1B-NO-564 884-906
CAUAUAAACUACAAGUCAAAAXSEQD UUUUGACUUGUAGUUUAUAUGUASE

AD-53000.1 A-108400.1 NG-386 359-379 A-108401.1 HB-NO565 357-379

152




AAUCCCGGAAAACAAAGAUUUXSEQD

AAAUCUUUGUUUUCCGGGAUUGCSEQ

AD-53112.1 A-108590.1 NO-381 1167-1187 A-108591.1 D-NO-566 1165-1187
CUACUUGGGAUCACAAAGCAAXSEQD UUGCUUUGUGAUCCCAAGUAGAASEQ

AD-53107.1 A-108604.1 NO382 1196-1216 A-108605.1 D-NO-567 1194-1216
UGAAUGAACUGAGGCAAAUUUXSEQHD AAAUUUGCCUCAGUUCAUUCAAASEQ

AD-53121.1 A-108640.1 NO 383 1428-1448 A-108641.1 {D-NO 568 1426-1448
AGCAUAGUCAAAUAAAAGAAAXSEQHD UUUCUUUUAUUUGACUAUGCUGUSEQ

AD-53046.1 A-108478.1 NO-384 626-646 A-108479.1 D-NO-569 624-646
AUUUAGAAGAGCAACUAACUAXSEQHD UAGUUAGUUGCUCUUCUAAAUAUSEQ

AD-53038.1 A-108444.1 NO385 470-490 A-108445.1 B-NO-570 468-490
AGGCAAAUUUAAAAGGCAAUAXSEQHD UAUUGCCUUUUAAAUUUGCCUCASEQ

AD-53140.1 A-108662.1 NO-386 1439-1459 A-108663.1 B-NO-54 1437-1459
CAUAUUUGAUCAGUCUUUUUAXSEQHD UAAAAAGACUGAUCAAAUAUGUUSEQ

AD-52987.1 A-108380.1 NO-387 279-299 A-108381.1 B-NO-572 277-299
AAAACAAAGAUUUGGUGUUUUXSEQHD AAAACACCAAAUCUUUGUUUUCCSEQ

AD-53130.1 A-108596.1 NO-388 1175-1195 A-108597.1 B-NO-573 1173-1195
CAAUCCCGGAAAACAAAGAUUXSEQHD AAUCUUUGUUUUCCGGGAUUGCASEQ

AD-53106.1 A-108588.1 NOG-389 1166-1186 A-108589.1 B-NO-574 1164-1186
CAACAAACAUUAUAUUGAAUAXSEQHD UAUUCAAUAUAAUGUUUGUUGUCSEQ

AD-53081.1 A-108564.1 NO-390 1071-1091 A-108565.1 B-NO-545 1069-1091
GGAAAACAAAGAUUUGGUGUUxSEQHD AACACCAAAUCUUUGUUUUCCGGSEQ

AD-53118.1 A-108592.1 NO391 1173-1193 A-108593.1 B-NO-576 1171-1193
ACAAAGAUUUGGUGUUUUCUAXSEQD UAGAAAACACCAAAUCUUUGUUUSEQ

AD-53136.1 A-108598.1 NO-392 1178-1198 A-108599.1 B-NO-5#7 1176-1198
GAAUGAACUGAGGCAAAUUUAXSEQD UAAAUUUGCCUCAGUUCAUUCAASEQ

AD-53127.1 A-108642.1 NO393 1429-1449 A-108643.1 B-NO548 1427-1449
CCAUGGACAUUAAUUCAACAUxSEQHD AUGUUGAAUUAAUGUCCAUGGACSEQ

AD-53066.1 A-108512.1 NG-394 892-912 A-108513.1 B-NS-579 890-912
AACUCAACUCAAAACUUGAAAXSEQD UUUCAAGUUUUGAGUUGAGUUCASEQ

AD-53013.1 A-108420.1 NG395 407-427 A-108421.1 B-NO-580 405-427
CAGUUGGGACAUGGUCUUAAAXSEQID UUUAAGACCAUGUCCCAACUGAASEQ

AD-52991.1 A-108350.1 NO 396 205-225 A-108351.1 {DNO 581 203-225
AACAUUAUAUUGAAUAUUCUUxXSEQHD AAGAAUAUUCAAUAUAAUGUUUGSEQ

AD-53099.1 A-108570.1 NO397 1076-1096 A-108571.1 1D-NO-582 1074-1096
ACCAGUGAAAUCAAAGAAGAAXSEQHD UUCUUCUUUGAUUUCACUGGUUUSEQ

AD-52958.1 A-108386.1 NO-398 316-336 A-108387.1 B-NO-583 314-336
GUUGGGCCUAGAGAAGAUAUAXSEQHD UAUAUCUUCUCUAGGCCCAACCASEQ

AD-53097.1 A-108538.1 NO-399 993-1013 A-108539.1 B-NO-584 991-1013
CUCCAGAGCCAAAAUCAAGAUxSEQHD AUCUUGAUUUUGGCUCUGGAGAUSEQ

AD-52966.1 A-108326.1 NG-406 140-160 A-108327.1 B-NO-585 138-160
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GGCAAAUUUAAAAGGCAAUAAXSEQHD

UUAUUGCCUUUUAAAUUUGCCUCSEQ

AD-53145.1 A-108664.1 NO-401 1440-1460 A-108665.1 B-NO-586 1438-1460
UACUUGGGAUCACAAAGCAAAXSEQD UUUGCUUUGUGAUCCCAAGUAGASEQ
AD-53113.1 A-108606.1 NO-402 1197-1217 A-108607.1 D-NO-587 1195-1217
GAUCAGUCUUUUUAUGAUCUAXSEQHB UAGAUCAUAAAAAGACUGAUCAASEQ
AD-52993.1 A-108382.1 NO 403 286-306 A-108383.1 {DNO 588 284-306
GAAAGCCUCCUAGAAGAAAAAXSEQHD UUUUUCUUCUAGGAGGCUUUCAASEQ
AD-53031.1 A-108426.1 NO-404 424-444 A-108427.1 D-NO-589 422-444
AGUCAAAUAAAAGAAAUAGAAXSEQHD UUCUAUUUCUUUUAUUUGACUAUSEQ
AD-53017.1 A-108484.1 NO-405 631-651 A-108485.1 B-NO-590 629-651
AUACUCUAUAAAAUCAACCAAXSEQD UUGGUUGAUUUUAUAGAGUAUAASE
AD-53143.1 A-108632.1 NO-406 1374-1394 A-108633.1 QHb-NO591 1372-1394
GAACUGAGGCAAAUUUAAAAAXSEQID UUUUUAAAUUUGCCUCAGUUCAUSEQ
AD-53149.1 A-108650.1 NO-407 1433-1453 A-108651.1 B-NOG-592 1431-1453_G21A
AGACCCAGCAACUCUCAAGUUxSEQB AACUUGAGAGUUGCUGGGUCUGASEQ
AD-53059.1 A-108494.1 NS-408 838-858 A-108495.1 B-NG-593 836-858
AUAUAAACUACAAGUCAAAAAXSEQHD UUUUUGACUUGUAGUUUAUAUGUSE
AD-53006.1 A-108402.1 NS489 360-380 A-108403.1 HB-NO584 358-380
UGAAAGCCUCCUAGAAGAAAAXSEQHD UUUUCUUCUAGGAGGCUUUCAAGSEQ
AD-53025.1 A-108424.1 NO-410 423-443 A-108425.1 B-NO-595 421-443
GGGAGAACUACAAAUAUGGUUxSEQID AACCAUAUUUGUAGUUCUCCCACSEQ
AD-53085.1 A-108534.1 NO441 947-967 A-108535.1 B-NO-596 945-967
AGAUUUGCUAUGUUAGACGAUXSEQD AUCGUCUAACAUAGCAAAUCUUGSEQ
AD-52984.1 A-108332.1 No-412 157-177 A-108333.1 B-NO-597 155-177
GAACCCACAGAAAUUUCUCUAxSEQHD UAGAGAAAUUUCUGUGGGUUCUUSEQ
AD-53023.1 A-108486.1 NO413 679-699 A-108487.1 B-NO-598 677-699
ACUUCAACAAAAAGUGAAAUAXSEQD UAUUUCACUUUUUGUUGAAGUAGSEQ
AD-53014.1 A-108436.1 NO-414 450-470 A-108437.1 B-NG-599 448-470
AGUCCAUGGACAUUAAUUCAAXSEQD UUGAAUUAAUGUCCAUGGACUACSEQ
AD-53060.1 A-108510.1 NO-415 889-909 A-108511.1 B-NG-600 887-909
AACUGAGGCAAAUUUAAAAGAXSEQHD UCUUUUAAAUUUGCCUCAGUUCASEQ
AD-53110.1 A-108652.1 NO 416 1434-1454 A-108653.1 1D NO 601 1432-1454_G21A
GGGCCAAAUUAAUGACAUAUUxSEQID AAUAUGUCAUUAAUUUGGCCCUUSEQ
AD-52980.1 A-108362.1 NO-417 246-266 A-108363.1 1D-NO-602 244-266
AUCCAUCCAACAGAUUCAGAAXSEQD UUCUGAAUCUGUUGGAUGGAUCASEQ
AD-53109.1 A-108636.1 NO-418 1402-1422 A-108637.1 B-NO-603 1400-1422
AAGAUUUGGUGUUUUCUACUUxSEQ1D AAGUAGAAAACACCAAAUCUUUGSEQ
AD-53141.1 A-108600.1 NO-419 1181-1201 A-108601.1 1B-NO-604 1179-1201
GUCUCAAAAUGGAAGGUUAUAXSEQ1D UAUAACCUUCCAUUUUGAGACUUSEQ
AD-53126.1 A-108626.1 NG-420 1356-1376 A-108627.1 B-NO-605 1354-1376

154




ACUGAGGCAAAUUUAAAAGGAXSEQID

UCCUUUUAAAUUUGCCUCAGUUCSEQ

AD-53116.1 A-108654.1 NOo-421 1435-1455 A-108655.1 B-NO-606 1433-1455_C21A
GGGACAUGGUCUUAAAGACUUxSEQID AAGUCUUUAAGACCAUGUCCCAASEQ

AD-52997.1 A-108352.1 No-422 210-230 A-108353.1 B-NO-607 208-230
AUGGUAAAUAUAACAAACCAAXSEQD UUGGUUUGUUAUAUUUACCAUUUSE

AD-53120.1 A-108624.1 NO423 1292-1312 A-108625.1 HB-NO-608 1290-1312
GGGAAAUCACGAAACCAACUAXSEQID UAGUUGGUUUCGUGAUUUCCCAASEQ

AD-53070.1 A-108576.1 No-424 1104-1124 A-108577.1 B-NO-609 1102-1124
CCAACAGCAUAGUCAAAUAAAXSEQHD UUUAUUUGACUAUGCUGUUGGUUSE

AD-53028.1 A-108472.1 NO-425 621-641 A-108473.1 HB-NO-610 619-641
UUUUCUACUUGGGAUCACAAAXSEQID UUUGUGAUCCCAAGUAGAAAACASEQ

AD-53146.1 A-108602.1 NO-426 1192-1212 A-108603.1 B-NO-611 1190-1212
AGAACUACAUAUAAACUACAAXSEQHD UUGUAGUUUAUAUGUAGUUCUUCSE

AD-52982.1 A-108394.1 No-427 352-372 A-108395.1 HbNO612 350-372
AGAGUAUGUGUAAAAAUCUGUXSEQHDB ACAGAUUUUUACACAUACUCUGUSEQ

AD-53111.1 A-108668.1 NO-428 1915-1935 A-108669.1 B-NO-613 1913-1935
AAAACAAGAUAAUAGCAUCAAXSEQHD UUGAUGCUAUUAUCUUGUUUUUCSEQ

AD-53045.1 A-108462.1 NG-429 558-578 A-108463.1 B-NO-614 556-578
AGUAUGUGUAAAAAUCUGUAAXSEQHD UUACAGAUUUUUACACAUACUCUSEQ

AD-53123.1 A-108672.1 NO-430 1917-1937 A-108673.1 B-NO-615 1915-1937
AGUCAAAAAUGAAGAGGUAAAxXSEQHD UUUACCUCUUCAUUUUUGACUUGSEQ

AD-53018.1 A-108406.1 NO-431 372-392 A-108407.1 B-NO-616 370-392
GGACAUGGUCUUAAAGACUUUxSEQHD AAAGUCUUUAAGACCAUGUCCCASEQ

AD-52956.1 A-108354.1 NO-432 211-231 A-108355.1 B-NO-617 209-231
GAGGCAAAUUUAAAAGGCAAUxXSEQHD AUUGCCUUUUAAAUUUGCCUCAGSEQ

AD-53134.1 A-108660.1 NO433 1438-1458 A-108661.1 B-NO-618 1436-1458
GUCUUAAAGACUUUGUCCAUAXSEQD UAUGGACAAAGUCUUUAAGACCASEQ

AD-52968.1 A-108358.1 NO-434 218-238 A-108359.1 B-NO-619 216-238
CUGAGGCAAAUUUAAAAGGCAXSEQHD UGCCUUUUAAAUUUGCCUCAGUUSEQ

AD-53122.1 A-108656.1 NO435 1436-1456 A-108657.1 B-NO-620 1434-1456
GCAAUCCCGGAAAACAAAGAUXSEQID AUCUUUGUUUUCCGGGAUUGCAUSEQ

AD-53100.1 A-108586.1 NO-436 1165-1185 A-108587.1 B-NO-621 1163-1185
UGAGGCAAAUUUAAAAGGCAAXSEQD UUGCCUUUUAAAUUUGCCUCAGUSEQ

AD-53128.1 A-108658.1 NO-437 1437-1457 A-108659.1 B-NO-622 1435-1457
UCUACUUCAACAAAAAGUGAAXSEQID UUCACUUUUUGUUGAAGUAGAAUSEQ

AD-53043.1 A-108430.1 NO-438 447-467 A-108431.1 B-NO-623 445-467
UAUGUGUAAAAAUCUGUAAUAXSEQHD UAUUACAGAUUUUUACACAUACUSEQ

AD-53135.1 A-108676.1 NO-439 1919-1939 A-108677.1 B-NO-624 1917-1939
AAUGCAAUCCCGGAAAACAAAXSEQHD UUUGUUUUCCGGGAUUGCAUUGGSE

AD-53094.1 A-108584.1 NO-440 1162-1182 A-108585.1 Hb-NO-625 1160-1182
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CUUGAAAGCCUCCUAGAAGAAXSEQD

UUCUUCUAGGAGGCUUUCAAGUUSEQ

AD-53019.1 A-108422.1 NOo-441 421-441 A-108423.1 B-NO-626 419-441
GUAUGUGUAAAAAUCUGUAAUXSEQHD AUUACAGAUUUUUACACAUACUCSEQ

AD-53129.1 A-108674.1 NOo-442 1918-1938 A-108675.1 B-NO-627 1916-1938
CAGAGUAUGUGUAAAAAUCUUxSEQID AAGAUUUUUACACAUACUCUGUGSEQ

AD-53150.1 A-108666.1 NO 443 1914-1934 A-108667.1 IDNO 628 1912-1934_G21U
GAGUAUGUGUAAAAAUCUGUAXSEQHB UACAGAUUUUUACACAUACUCUGSEQ

AD-53117.1 A-108670.1 NO-444 1916-1936 A-108671.1 1D-NO-629 1914-1936
UCAGUUGGGACAUGGUCUUAAXSEQHD UUAAGACCAUGUCCCAACUGAAGSEQ

AD-52985.1 A-108348.1 NO-445 204-224 A-108349.1 1D-NO-630 202-224
GGUCUUAAAGACUUUGUCCAUxSEQHD AUGGACAAAGUCUUUAAGACCAUSEQ

AD-52962.1 A-108356.1 NOo-446 217-237 A-108357.1 B-NO-633 215-237
UCUUAAAGACUUUGUCCAUAAXSEQHD UUAUGGACAAAGUCUUUAAGACCSEQ

AD-52974.1 A-108360.1 No-447 219-239 A-108361.1 B-NO-632 217-239
UUCAGUUGGGACAUGGUCUUAxXSEQHB UAAGACCAUGUCCCAACUGAAGGSEQ

AD-52979.1 A-108346.1 NG44 203-223 A-108347.1 B-NO-633 201-223

The symbol “x” indicates that the sequence contains a GalNAc conjugate.
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Table 8. Modified sense and antisense strand sequences of ANGPTL3 GalNac-conjugated dsRNAs

Sense Sequence

Antisense Sequence

Duplex ID on:s;:.;e (SEQ ID NOS 634-818, respectively, in order of (;?gtci)sl\?::e (SEQ ID NOS 819-1003, respectively, in order of
appearance) appearance)
AD-53063.1 A-108558.1 | AfaAfgAfcAfaCfAfAfaCfaUfuAfuAfuUfLO6SEQID-NO-634 A-108559.1 aAfuAfuAfaUfgUfuugUfuGfuCfuUfusCfscSEQ1BD-NO-819
AD-52965.1 A-108310.1 | AfcAfaUfuAfaGfCfUfcCfuUfcUfuUfuUfL96SEQID-NO-635 A-108311.1 aAfaAfaGfaAfgGfagcUfuAfaUfuGfusGfsaSEQD-NO-820
AD-53030.1 | A-108410.1 | UfgUfcAfcUfuGfAfAfcUfcAfaCfuCfaAfLO6SEQIB-NO-636 A-108411.1 | uUfgAfgUfuGfaGfuucAfaGfuGfaCfasUfsaSEQ+b-NO-821
AD-52953.1 | A-108306.1 | UfcAfcAfaUfuAfAfGfcUfcCfuUfcUfuUfLO6SEQHB-NO-637 | A-108307.1 | aAfaGfaAfgGfaGfcuuAfaUfuGfuGfasAfscSEQ1B-NO-822
AD-53001.1 A-108416.1 | CfuUfgAfaCfuCfAfAfcUfcAfaAfaCfuUfL96SEQID-NO-638 A-108417.1 aAfgUfuUfuGfaGfuugAfgUfuCfaAfgsUfsgSEQID-NO-823
AD-53080.1 A-108548.1 | CfuCfcAfuAfgUfGfAfaGfcAfaUfcUfaAfLO6SEQID-NO-639 A-108549.1 uUfaGfaUfuGfcUfucaCfuAfuGfgAfgsUfsaSEQ1D-NO-824
AD-52971.1 A-108312.1 | CfaAfuUfaAfgCfUfCfcUfuCfuUfuUfuAfL96SEQID-NO-640 A-108313.1 uAfaAfaAfgAfaGfgagCfuUfaAfuUfgsUfsgSEQ1D-NO-825
AD-53071.1 A-108498.1 | AfcCfcAfgCfaAfCfUfcUfcAfaGfuUfuUfL96SEQID-NO-641 A-108499.1 aAfaAfcUfuGfaGfaguUfgCfuGfgGfusCfsuSEQD-NO-826
AD-53024.1 | A-108408.1 | GfaAfuAfuGfuCfAfCfuUfgAfaCfuCfaAfLO6SEQID-NO-642 | A-108409.1 | uUfgAfgUfuCfaAfgugAfcAfuAfuUfcsUfsuSEQIB-NO-827
AD-52977.1 | A-108314.1 | AfaUfuAfaGfcUfCfCfuUfcUfuUfuUfaUfL96SEQD-NO-643 | A-108315.1 | aUfaAfaAfaGfaAfggaGfcUfuAfaUfusGfsuSEQ1D-NO-828
AD-53064.1 A-108574.1 | CfaUfuAfuAfuUfGfAfaUfaUfuCfuUfuUfL96SEQID-NO-644 | A-108575.1 aAfaAfgAfaUfaUfucaAfuAfuAfaUfgsUfsuSEQIBD-NO-829
AD-53033.1 A-108458.1 | AfcUfaAfcUfaAfCfUfuAfaUfuCfaAfaAfL96SEQID-NO-645 A-108459.1 uUfuUfgAfaUfuAfaguUfaGfuUfaGfusUfsgSEQ1D-NO-830
AD-52954.1 A-108322.1 | UfuAfuUfgUfuCfCfUfcUfaGfuUfaUfuUfLO6SEQID-NO-645 | A-108323.1 aAfaUfaAfcUfaGfaggAfaCfaAfuAfasAfsaSEQID-NO-831
AD-53098.1 A-108554.1 | CfaUfaGfuGfaAfGfCfaAfuCfuAfaUfuAfL96SEQID-NO-647 A-108555.1 uAfaUfuAfgAfuUfgcuUfcAfcUfaUfgsGfsaSEQIBD-NO-832
AD-53092.1 A-108552.1 | CfcAfuAfgUfgAfAfGfcAfaUfcUfaAfuUfL96SEQID-NO-648 A-108553.1 aAfuUfaGfaUfuGfcuuCfaCfuAfuGfgsAfsgSEQD-NO-833
AD-53073.1 | A-108530.1 | GfaUfcAfcAfaAfAfCfuUfcAfaUfgAfaAfLOGSEQHD-NO-649 A-108531.1 | uUfuCfaUfuGfaAfguuUfuGfuGfaUfcsCfsaSEQD-NO-834
AD-53132.1 A-108628.1 | AfuGfgAfaGfgUfUfAfuAfcUfcUfaUfaAfLO6SEQID-NOE50 | A-108629.1 uUfaUfaGfaGfuAfuaaCfcUfuCfcAfusUfsuSEQD-NO-835
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AD-53086.1 | A-108550.1 | UfcCfaUfaGfuGfAfAfgCfaAfuCfuAfaUfL96SEQHD-NO-65% | A-108551.1 | aUfuAfgAfuUfgCfuucAfcUfaUfgGfasGfsuSEQ1B-NO-836
AD-52961.1 A-108340.1 | CfuAfuGfuUfaGfAfCfgAfuGfuAfaAfaAfLO6SEQID-NO-E52 A-108341.1 uUfuUfuAfcAfuCfgucUfaAfcAfuAfgsCfsaSEQIBD-NO-837
AD-52983.1 A-108316.1 | AfuUfaAfgCfuCfCfUfuCfuUfuUfuAfuUfLO6SEQID-NO-6E53 | A-108317.1 aAfuAfaAfaAfgAfaggAfgCfuUfaAfusUfsgSEQID-NO-838
AD-53027.1 A-108456.1 | AfaCfuAfaCfuAfAfCfuUfaAfuUfcAfaAfLO6SEQID-NO-654 A-108457.1 uUfuGfaAfuUfaAfguuAfgUfuAfgUfusGfscSEQD-NO-839
AD-52986.1 A-108364.1 | GfgCfcAfaAfuUfAfAfuGfaCfaUfaUfuUfL96SEQID-NO-655 A-108365.1 aAfaUfaUfgUfcAfuuaAfuUfuGfgCfcsCfsuSEQID-NO-840
AD-52989.1 A-108318.1 | UfuUfuAfuUfgUfUfCfcUfcUfaGfuUfaUfL96SEQIBD-NO-656 | A-108319.1 aUfaAfcUfaGfaGfgaaCfaAfuAfaAfasAfsgSEQID-NO-841
AD-52981.1 A-108378.1 | AfcAfuAfuUfuGfAfUfcAfgUfcUfuUfuUfL96SEQID-NO-E57 | A-108379.1 aAfaAfaGfaCfuGfaucAfaAfuAfuGfusUfsgSEQ1D-NO-842
AD-53077.1 A-108500.1 | CfcCfaGfcAfaCfUfCfuCfaAfgUfuUfuUfL96SEQID-NO-6E58 A-108501.1 aAfaAfaCfuUfgAfgagUfuGfcUfgGfgsUfscSEQID-NO-843
AD-53095.1 A-108506.1 | CfaGfgUfaGfuCfCfAfuGfgAfcAfuUfaAfL96SEQID-NO-659 A-108507.1 uUfaAfuGfuCfcAfuggAfcUfaCfcUfgsAfsuSEQID-NO-844
AD-52970.1 | A-108390.1 | AfcUfgAfgAfaGfAfAfcUfaCfaUfaUfaAfLO6SEQHB-NO-660 | A-108391.1 | uUfaUfaUfgUfaGfuucUfuCfuCfaGfusUfscSEQHD-NO-845
AD-53015.1 | A-108452.1 | GfaGfcAfaCfuAfAfCfuAfaCfuUfaAfuUfLO6SEQID-NO-661 | A-108453.1 | aAfuUfaAfgUfuAfguuAfgUfuGfcUfcsUfsuSEQD-NO-846
AD-53147.1 A-108618.1 | AfaCfaAfcCfuAfAfAfuGfgUfaAfaUfaUfL96SEQID-NO-662 A-108619.1 aUfaUfuUfaCfcAfuuuAfgGfuUfgUfusUfsuSEQIBD-NO-847
AD-53103.1 A-108540.1 | CfcUfaGfaGfaAfGfAfuAfuAfcUfcCfaUfL96SEQID-NO-663 A-108541.1 aUfgGfaGfuAfuAfucuUfcUfcUfaGfgsCfscSEQD-NO-848
AD-52969.1 A-108374.1 | CfaAfcAfuAfuUfUfGfaUfcAfgUfcUfuUfL96SEQID-NO-664 A-108375.1 aAfaGfaCfuGfaUfcaaAfuAfuGfuUfgsAfsgSEQ1D-NO-849
AD-53075.1 A-108562.1 | AfcAfaCfaAfaCfAfUfuAfuAfuUfgAfaUfL96SEQID-NO-665 A-108563.1 aUfuCfaAfuAfuAfaugUfuUfgUfuGfusCfsuSEQD-NO-850
AD-52994.1 A-108398.1 | AfcAfuAfuAfaAfCfUfaCfaAfgUfcAfaAfLO6SEQID-NO-666 A-108399.1 uUfuGfaCfuUfgUfaguUfuAfuAfuGfusAfsgSEQI1D-NO-851
AD-52960.1 | A-108324.1 | CfuAfgUfuAfuUfUfCfcUfcCfaGfaAfuUfL96SEQID-NO-667 | A-108325.1 | aAfuUfcUfgGfaGfgaaAfuAfaCfuAfgsAfsgSEQID-NO-852
AD-53003.1 A-108448.1 | AfaGfaGfcAfaCfUfAfaCfuAfaCfuUfaAfL96SEQID-NO-668 A-108449.1 uUfaAfgUfuAfgUfuagUfuGfcUfcUfusCfsuSEQIBD-NO-853
AD-52995.1 A-108320.1 | UfuUfaUfuGfuUfCfCfuCfuAfgUfuAfuUfLO6SEQID-NO-669 | A-108321.1 aAfuAfaCfuAfgAfggaAfcAfaUfaAfasAfsaSEQID-NO-854
AD-53037.1 A-108428.1 | CfuCfcUfaGfaAfGfAfaAfaAfaUfuCfuAfL96SEQID-NO-E670 A-108429.1 uAfgAfaUfuUfuUfucuUfcUfaGfgAfgsGfscSEQID-NO-855
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AD-53087.1 | A-108566.1 | AfaCfaAfaCfaUfUfAfuAfuUfgAfaUfaUfLO6SEQID-NO-671 | A-108567.1 | aUfaUfuCfaAfuAfuaaUfgUfulfgUfusGfsuSEQHB-NO-856
AD-53076.1 A-108578.1 | GfgAfaAfuCfaCfGfAfaAfcCfaAfcUfaUfLO6SEQID-NO-672 A-108579.1 aUfaGfuUfgGfuUfucgUfgAfuUfuCfcsCfsaSEQ1BD-NO-857
AD-52975.1 A-108376.1 | AfaCfaUfaUfuUfGfAfuCfaGfuCfuUfuUfL96SEQID-NO-673 | A-108377.1 aAfaAfgAfcUfgAfucaAfaUfaUfgUfusGfsaSEQID-NO-858

AD-53138.1 A-108630.1 | UfgGfaAfgGfuUfAfUfaCfuCfuAfuAfaAfLO6SEQID-NOE74 A-108631.1 uUfuAfuAfgAfgUfauaAfcCfuUfcCfasUfsuSEQ1B-NO-859
AD-53091.1 A-108536.1 | GfgAfgAfaCfuAfCfAfaAfuAfuGfgUfuUfL96SEQID-NO-E75 A-108537.1 aAfaCfcAfuAfuUfuguAfgUfuCfuCfcsCfsaSEQ1D-NO-860

AD-53124.1 A-108594.1 | GfaAfaAfcAfaAfGfAfuUfuGfgUfgUfuUfL96SEQIB-NO-676 | A-108595.1 aAfaCfaCfcAfaAfucuUfuGfuUfuUfcsCfsgSEQID-NO-861

AD-53125.1 A-108610.1 | AfgUfgUfgGfaGfAfAfaAfcAfaCfcUfaAfLO6SEQID-NO-677 A-108611.1 uUfaGfgUfuGfuUfuucUfcCfaCfaCfusCfsaSEQ1D-NO-862
AD-53036.1 A-108412.1 | GfuCfaCfuUfgAfAfCfuCfaAfcUfcAfaAfLO6SEQID-NO-678 A-108413.1 uUfuGfaGfuUfgAfguuCfaAfgUfgAfcsAfsuSEQID-NO-863
AD-53061.1 A-108526.1 | GfaUfgGfaUfcAfCfAfaAfaCfuUfcAfaUfL96SEQIBD-NO-679 A-108527.1 aUfuGfaAfgUfuUfuguGfaUfcCfaUfcsUfsaSEQ-IBD-NO-864
AD-53093.1 | A-108568.1 | AfcAfaAfcAfuUfAfUfaUfuGfaAfuAfuUfLI96SEQID-NO-680 | A-108569.1 | aAfuAfuUfcAfaUfauaAfuGfuUfuGfusUfsgSEQID-NO-865
AD-53137.1 | A-108614.1 | UfgUfgGfaGfaAfAfAfcAfaCfcUfaAfaUfL96SEQIB-NO-681 | A-108615.1 | aUfuUfaGfgUfuGfuuuUfcUfcCfaCfasCfsuSEQ+D-NO-866
AD-52999.1 A-108384.1 | AfuCfaGfuCfuUfUfUfuAfuGfaUfcUfaUfL96SEQIB-NO-682 | A-108385.1 aUfaGfaUfcAfuAfaaaAfgAfcUfgAfusCfsaSEQIBD-NO-867

AD-53069.1 A-108560.1 | GfaCfaAfcAfaAfCfAfuUfaUfaUfuGfaAfL96SEQID-NO-683 A-108561.1 uUfcAfaUfaUfaAfuguUfuGfuUfgUfcsUfsuSEQ1B-NO-868
AD-53034.1 A-108474.1 | CfaAfcAfgCfaUfAfGfuCfaAfaUfaAfaAfLO6SEQID-NO684 A-108475.1 uUfuUfaUfuUfgAfcuaUfgCfuGfuUfgsGfsuSEQD-NO-869
AD-52976.1 A-108392.1 | CfuGfaGfaAfgAfAfCfuAfcAfuAfuAfaAfL96SEQID-NO-685 A-108393.1 uUfuAfuAfuGfuAfguuCfuUfcUfcAfgsUfsuSEQ-1BD-NO-870
AD-52996.1 A-108336.1 | UfgCfuAfuGfuUfAfGfaCfgAfuGfuAfaAfL96SEQID-NO-686 | A-108337.1 uUfuAfcAfuCfgUfcuaAfcAfuAfgCfasAfsaSEQID-NO-871

AD-53029.1 | A-108488.1 | AfaCfcCfaCfaGfAfAfaUfuUfcUfcUfaUfLI6SEQID-NO-687 A-108489.1 | aUfaGfaGfaAfaUfuucUfgUfgGfgUfusCfsuSEQIB-NO-872
AD-53020.1 A-108438.1 | CfuUfcAfaCfaAfAfAfaGfuGfaAfaUfaUfL96SEQIBD-NO-688 A-108439.1 aUfaUfuUfcAfcUfuuuUfgUfuGfaAfgsUfsaSEQID-NO-873
AD-53042.1 A-108414.1 | UfcAfcUfuGfaAfCfUfcAfaCfuCfaAfaAfLO6SEQID-NO-689 A-108415.1 uUfuUfgAfgUfuGfaguUfcAfaGfuGfasCfsaSEQD-NO-874
AD-53011.1 A-108482.1 | CfaUfaGfuCfaAfAfUfaAfaAfgAfaAfuAfLO6SEQID-NO-690 A-108483.1 uAfuUfuCfuUfuUfauuUfgAfcUfaUfgsCfsuSEQID-NO-875
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AD-52957.1 | A-108370.1 | CfaAfaAfaCfuCfAfAfcAfuAfuUfuGfaUfL96SEQB-NO-691 | A-108371.1 | aUfcAfaAfuAfuGfuugAfgUfuUfuUfgsAfsaSEQHBD-NO-876
AD-53008.1 A-108434.1 | UfaCfuUfcAfaCfAfAfaAfaGfuGfaAfaUfL96SEQIBD-NO-692 A-108435.1 aUfuUfcAfcUfuUfuugUfuGfaAfgUfasGfsaSEQIBD-NO-877
AD-53065.1 A-108496.1 | GfaCfcCfaGfcAfAfCfuCfuCfaAfgUfuUfLO6SEQID-NO-E93 A-108497.1 aAfaCfuUfgAfgAfguuGfcUfgGfgUfcsUfsgSEQID-NO-878
AD-53115.1 A-108638.1 | UfuGfaAfuGfaAfCfUfgAfgGfcAfaAfuUfLO6SEQID-NO-694 A-108639.1 aAfuUfuGfcCfuCfaguUfcAfuUfcAfasAfsgSEQID-NO-879
AD-53012.1 A-108404.1 | UfaUfaAfaCfuAfCfAfaGfuCfaAfaAfaUfLO6SEQID-NO-E695 A-108405.1 aUfuUfuUfgAfcUfuguAfgUfuUfaUfasUfsgSEQID-NO-880
AD-53004.1 A-108464.1 | AfaAfcAfaGfaUfAfAfuAfgCfaUfcAfaAfL96SEQID-NO-696 A-108465.1 uUfuGfaUfgCfuAfuuaUfcUfuGfuUfusUfsuSEQ1BD-NO-881
AD-53021.1 A-108454.1 | CfaAfcUfaAfcUfAfAfcUfuAfaUfuCfaAfL96SEQID-NO-E97 A-108455.1 uUfgAfaUfuAfaGfuuaGfuUfaGfuUfgsCfsuSEQD-NO-882
AD-52955.1 A-108338.1 | GfcUfaUfgUfuAfGfAfcGfaUfgUfaAfaAfLO6SEQID-NO698 | A-108339.1 uUfuUfaCfaUfcGfucuAfaCfaUfaGfcsAfsaSEQ1D-NO-883
AD-53119.1 A-108608.1 | AfcUfuGfgGfaUfCfAfcAfaAfgCfaAfaAfL96SEQID-NO-699 A-108609.1 uUfuUfgCfuUfuGfugaUfcCfcAfaGfusAfsgSEQD-NO-884
AD-52990.1 | A-108334.1 | UfuGfcUfaUfgUfUfAfgAfcGfaUfgUfaAfLO6SEQHB-NO-700 | A-108335.1 | uUfaCfaUfcGfuCfuaaCfaUfaGfcAfasAfsuSEQB-NO-885
AD-52964.1 | A-108388.1 | AfaCfuGfaGfaAfGfAfaCfuAfcAfuAfuAfLI6SEQID-NO-701 | A-108389.1 | uAfuAfuGfuAfgUfucuUfcUfcAfgUfusCfscSEQID-NO-886
AD-52973.1 A-108344.1 | GfaUfgUfaAfaAfAfUfuUfuAfgCfcAfaUfL96SEQID-NO-702 A-108345.1 aUfuGfgCfuAfaAfauuUfuUfaCfaUfcsGfsuSEQID-NO 887
AD-53074.1 A-108546.1 | AfcUfcCfaUfaGfUfGfaAfgCfaAfuCfuAfL96SEQID-NO-703 A-108547.1 uAfgAfuUfgCfuUfcacUfaUfgGfaGfusAfsuSEQ1D-NO-888
AD-53026.1 A-108440.1 | UfuCfaAfcAfaAfAfAfgUfgAfaAfuAfuUfL96SEQID-NO-704 A-108441.1 aAfuAfuUfuCfaCfuuuUfuGfuUfgAfasGfsuSEQ1D-NO-889
AD-53062.1 A-108542.1 | CfuAfgAfgAfaGfAfUfaUfaCfuCfcAfuAfLO6SEQID-NO-705 A-108543.1 uAfuGfgAfgUfaUfaucUfuCfuCfuAfgsGfscSEQD-NO-890
AD-53114.1 A-108622.1 | CfaAfcCfuAfaAfUfGfgUfaAfaUfaUfaAfLO6SEQID-NO-706 A-108623.1 uUfaUfaUfuUfaCfcauUfuAfgGfuUfgsUfsuSEQ1BD-NO-891
AD-53082.1 | A-108580.1 | GfaAfaUfcAfcGfAfAfaCfcAfaCfuAfuAfL96SEQID-NO-707 A-108581.1 | uAfuAfgUfuGfgUfuucGfuGfaUfuUfcsCfscSEQIB-NO-892
AD-53035.1 A-108490.1 | CfcAfcAfgAfaAfUfUfuCfuCfuAfuCfuUfL96SEQID-NO-708 A-108491.1 aAfgAfuAfgAfgAfaauUfuCfuGfuGfgsGfsuSEQBD-NO-893
AD-52978.1 A-108330.1 | AfaAfuCfaAfgAfUfUfuGfcUfaUfgUfuAfLO96SEQID-NO709 | A-108331.1 uAfaCfaUfaGfcAfaauCfuUfgAfuUfusUfsgSEQID-NO-894
AD-53084.1 A-108518.1 | AfcAfuUfaAfuUfCfAfaCfaUfcGfaAfuAfL96SEQID-NO-710 A-108519.1 uAfuUfcGfaUfgUfugaAfuUfaAfuGfusCfscSEQ1BD-NO-895
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AD-52972.1 | A-108328.1 | CfcAfgAfgCfcAfAfAfaUfcAfaGfaUfuUfL96SEQBD-NO-711 A-108329.1 | aAfaUfcUfuGfaUfuuuGfgCfuCfuGfgsAfsgSEQHD-NO-896
AD-53002.1 A-108432.1 | CfuAfcUfuCfaAfCfAfaAfaAfgUfgAfaAfLO6SEQID-NO-712 A-108433.1 uUfuCfaCfuUfuUfuguUfgAfaGfuAfgsAfsaSEQID-NO-897
AD-53078.1 A-108516.1 | GfaCfaUfuAfaUfUfCfaAfcAfuCfgAfaUfL96SEQID-NO-713 A-108517.1 aUfuCfgAfuGfuUfgaaUfuAfaUfgUfcsCfsaSEQ1D-NO-898
AD-53072.1 A-108514.1 | GfgAfcAfuUfaAfUfUfcAfaCfaUfcGfaAfLO6SEQID-NO-714 A-108515.1 uUfcGfaUfgUfuGfaauUfaAfuGfuCfcsAfsuSEQD-NO-899
AD-53005.1 A-108480.1 | GfcAfuAfgUfcAfAfAfuAfaAfaGfaAfaUfL96SEQID-NO-715 A-108481.1 aUfuUfcUfuUfuAfuuuGfaCfuAfuGfcsUfsgSEQID-NO-900
AD-53083.1 A-108502.1 | CfuCfuCfaAfgUfufufuUfcAfuGfuCfuAfL96SEQID-NO-716 A-108503.1 uAfgAfcAfuGfaAfaaaCfuUfgAfgAfgsUfsuSEQIBD-NO-901

AD-53102.1 A-108524.1 | AfuCfgAfaUfaGfAfUfgGfaUfcAfcAfaAfLO6SEQID-NO 717 A-108525.1 uUfuGfuGfaUfcCfaucUfaUfuCfgAfusGfsuSEQBD-NO-902
AD-53105.1 | A-108572.1 | AfcAfuUfaUfaUfUfGfaAfuAfuUfcUfuUfLO6SEQHB-NO-718 | A-108573.1 | aAfaGfaAfuAfuUfcaaUfaUfaAfuGfusUfsuSEQB-NOS-963
AD-53090.1 A-108520.1 | UfuAfaUfuCfaAfCfAfuCfgAfaUfaGfaUfL96SEQID-NO-719 A-108521.1 aUfcUfaUfuCfgAfuguUfgAfaUfuAfasUfsgSEQ-1BD-NO-904
AD-53010.1 | A-108466.1 | GfaUfaAfuAfgCfAfUfcAfaAfgAfcCfuUfL96SEQID-NO-720 A-108467.1 | aAfgGfuCfuUfuGfaugCfuAfuUfaUfcsUfsuSEQHB-NO-905
AD-52998.1 | A-108368.1 | UfgAfcAfuAfuUfUfCfaAfaAfaCfuCfaAfLO6SEQID-NO-721 A-108369.1 | uUfgAfgUfuUfuUfgaaAfuAfuGfuCfasUfsuSEQIB-NO-906
AD-52992.1 A-108366.1 | AfaAfuUfaAfuGfAfCfaUfaUfuUfcAfaAfL96SEQIBD-NO-722 A-108367.1 uUfuGfaAfaUfaUfgucAfuUfaAfuUfusGfsgSEQBD-NO-907
AD-53068.1 A-108544.1 | GfaAfgAfuAfuAfCfUfcCfaUfaGfuGfaAfLO6SEQID-NO-723 A-108545.1 uUfcAfcUfaUfgGfaguAfuAfuCfuUfcsUfscSEQ1D-NO-908

AD-53032.1 A-108442.1 | AfaUfaUfuUfaGfAfAfgAfgCfaAfcUfaAfL96SEQID-NO-724 A-108443.1 uUfaGfuUfgCfuCfuucUfaAfaUfaUfusUfscSEQID-NO-S09
AD-52967.1 A-108342.1 | CfgAfuGfuAfaAfAfAfuUfuUfaGfcCfaAfL96SEQID-NO-725 A-108343.1 uUfgGfcUfaAfaAfuuuUfuAfcAfuCfgsUfscSEQID-NO-910

AD-53096.1 A-108522.1 | UfuCfaAfcAfuCfGfAfaUfaGfaUfgGfaUfL96SEQID-NO-726 A-108523.1 aUfcCfaUfcUfaUfucgAfuGfuUfgAfasUfsuSEQD-NO-911
AD-53131.1 | A-108612.1 | GfuGfuGfgAfgAfAfAfaCfaAfcCfuAfaAfLO6SEQIB-NO727 | A-108613.1 | uUfuAfgGfuUfgUfuuuCfuCfcAfcAfcsUfscSEQHB-NO-912

AD-52963.1 A-108372.1 | UfcAfaCfaUfaUfUfUfgAfuCfaGfuCfuUfL96SEQIBD-NO728 | A-108373.1 aAfgAfcUfgAfuCfaaaUfaUfgUfuGfasGfsuSEQ1B-NO-913
AD-53089.1 A-108504.1 | UfcAfgGfuAfgUfCfCfaUfgGfaCfaUfuAfL96SEQIBD-NO-729 A-108505.1 uAfaUfgUfcCfaUfggaCfuAfcCfuGfasUfsaSEQD-NO-914

AD-53044.1 A-108446.1 | UfuUfaGfaAfgAfGfCfaAfcUfaAfcUfaAfL96SEQID-NO-730 A-108447.1 uUfaGfuUfaGfuUfgcuCfuUfcUfaAfasUfsaSEQ1D-NO-915
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AD-52988.1 | A-108396.1 | UfaCfaUfaUfaAfAfCfuAfcAfaGfuCfaAfL96SEQIB-NO-731 A-108397.1 | uUfgAfcUfuGfuAfguuUfaUfaUfgUfasGfsuSEQ-1B-NO-916
AD-53067.1 A-108528.1 | GfgAfuCfaCfaAfAfAfcUfuCfaAfuGfaAfLO6SEQID-NO-732 A-108529.1 uUfcAfuUfgAfaGfuuuUfgUfgAfuCfcsAfsuSEQIB-NO-917
AD-53009.1 A-108450.1 | AfgAfgCfaAfcUfAfAfcUfaAfcUfuAfaUfL96SEQIBD-NO-733 A-108451.1 aUfuAfaGfuUfaGfuuaGfuUfgCfuCfusUfscSEQD-NO-918
AD-53022.1 A-108470.1 | AfcCfaAfcAfgCfAfUfaGfuCfaAfaUfaAfL96SEQID-NO-734 A-108471.1 uUfaUfuUfgAfcUfaugCfuGfuUfgGfusUfsuSEQD-NO-919
AD-53016.1 A-108468.1 | AfaCfcAfaCfaGfCfAfuAfgUfcAfaAfuAfLO6SEQID-NO-735 A-108469.1 uAfuUfuGfaCfuAfugcUfgUfuGfgUfusUfsaSEQID-NO-920
AD-53007.1 A-108418.1 | GfaAfcUfcAfaCfUfCfaAfaAfcUfuGfaAfL96SEQID-NO-736 A-108419.1 uUfcAfaGfuUfuUfgagUfuGfaGfuUfcsAfsaSEQ-1B-NO-921
AD-53148.1 A-108634.1 | UfaCfuCfuAfuAfAfAfaUfcAfaCfcAfaAfLO6SEQID-NO-737 A-108635.1 uUfuGfgUfuGfaUfuuuAfuAfgAfgUfasUfsaSEQIBD-NG-922
AD-53040.1 A-108476.1 | CfaGfcAfuAfgUfCfAfaAfuAfaAfaGfaAfLO6SEQID-NO-738 A-108477.1 uUfcUfuUfuAfuUfugaCfuAfuGfcUfgsUfsuSEQIBD-NG-923
AD-53041.1 A-108492.1 | GfaAfaUfaAfgAfAfAfuGfuAfaAfaCfaUfL96SEQID-NO-739 A-108493.1 aUfgUfuUfuAfcAfuuuCfuUfaUfuUfcsAfsuSEQIB-NO-924
AD-53039.1 | A-108460.1 | CfuAfaCfuAfaCfUfUfaAfuUfcAfaAfaUfL96SEQID-NO-740 | A-108461.1 | aUfuUfuGfaAfuUfaagUfuAfgUfuAfgsUfsuSEQHB-NO-925
AD-53139.1 | A-108646.1 | AfuGfaAfcUfgAfGfGfcAfaAfuUfuAfaAfL96SEQIB-NO741 | A-108647.1 | uUfuAfaAfuUfuGfccuCfaGfuUfcAfusUfscSEQHB-NO-926
AD-53144.1 A-108648.1 | UfgAfaCfuGfaGfGfCfaAfaUfuUfaAfaAfL96SEQID-NO-742 A-108649.1 uUfuUfaAfaUfuUfgccUfcAfgUfuCfasUfsuSEQIBD-NO-927
AD-53142.1 A-108616.1 | AfaAfcAfaCfcUfAfAfaUfgGfuAfaAfuAfLO6SEQID-NO-743 A-108617.1 uAfuUfuAfcCfaUfuuaGfgUfuGfuUfusUfscSEQID-NO-928
AD-53108.1 A-108620.1 | AfcAfaCfcUfaAfAfUfgGfuAfaAfuAfuAfLI96SEQID-NO 744 A-108621.1 uAfuAfuUfuAfcCfauuUfaGfgUfuGfusUfsuSEQ1D-NO-929
AD-53079.1 A-108532.1 | AfaCfgUfgGfgAfGfAfaCfuAfcAfaAfuAfLO6SEQID-NO-745 A-108533.1 uAfuUfuGfuAfgUfucuCfcCfaCfgUfusUfscSEQB-NO-930

AD-53133.1 A-108644.1 | AfaUfgAfaCfuGfAfGfgCfaAfaUfuUfaAfLO6SEQID-NO-746 A-108645.1 uUfaAfaUfuUfgCfcucAfgUfuCfaUfusCfsaSEQBD-NO-931

AD-53104.1 | A-108556.1 | GfuUfgGfaAfgAfCfUfgGfaAfaGfaCfaAfLO96SEQB-NO747 | A-108557.1 | uUfgUfcUfuUfcCfaguCfulfcCfaAfcsUfscSEQHIB-NO-932

AD-53088.1 A-108582.1 | UfgGfcAfaUfgUfCfCfcCfaAfuGfcAfaUfL96SEQID-NO-748 A-108583.1 aUfuGfcAfuUfgGfggaCfaUfuGfcCfasGfsuSEQIB-NO-933
AD-53101.1 A-108508.1 | GfgUfaGfuCfcAfUfGfgAfcAfuUfaAfuUfLO6SEQID-NO749 | A-108509.1 aAfuUfaAfuGfuCfcauGfgAfcUfaCfcsUfsgSEQIBD-NO-934

AD-53000.1 A-108400.1 | CfaUfaUfaAfaCfUfAfcAfaGfuCfaAfaAfL96SEQID-NO-750 A-108401.1 uUfuUfgAfcUfuGfuagUfuUfaUfaUfgsUfsaSEQIBD-NO-935
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AD-53112.1 | A-108590.1 | AfaUfcCfcGfgAfAfAfaCfaAfaGfaUfuUfLO6SEQIB-NO-75% A-108591.1 | aAfaUfcUfuUfgUfuuuCfcGfgGfaUfusGfscSEQB-NO-936
AD-53107.1 A-108604.1 | CfuAfcUfuGfgGfAfUfcAfcAfaAfgCfaAfLO6SEQID-NO752 A-108605.1 uUfgCfuUfuGfuGfaucCfcAfaGfuAfgsAfsaSEQID-NO-937
AD-53121.1 A-108640.1 | UfgAfaUfgAfaCfUfGfaGfgCfaAfaUfuUfL96SEQID-NO-753 A-108641.1 aAfaUfuUfgCfcUfcagUfuCfaUfuCfasAfsaSEQ1BD-NO-938
AD-53046.1 A-108478.1 | AfgCfaUfaGfuCfAfAfaUfaAfaAfgAfaAfLO6SEQID-NO-754 A-108479.1 uUfuCfuUfuUfaUfuugAfcUfaUfgCfusGfsuSEQ1B-NO-939
AD-53038.1 A-108444.1 | AfuUfuAfgAfaGfAfGfcAfaCfuAfaCfuAfL96SEQID-NO-755 A-108445.1 uAfgUfuAfgUfuGfcucUfuCfuAfaAfusAfsuSEQD-NG-940
AD-53140.1 A-108662.1 | AfgGfcAfaAfuUfUfAfaAfaGfgCfaAfuAfL96SEQID-NO-756 A-108663.1 uAfuUfgCfcUfuUfuaaAfuUfuGfcCfusCfsaSEQ1B-NO-941
AD-52987.1 A-108380.1 | CfaUfaUfuUfgAfUfCfaGfuCfuUfuUfuAfLO6SEQID-NO757 | A-108381.1 uAfaAfaAfgAfcUfgauCfaAfaUfaUfgsUfsuSEQID-NO-942
AD-53130.1 A-108596.1 | AfaAfaCfaAfaGfAfUfuUfgGfuGfuUfuUfL96SEQID-NO-758 | A-108597.1 aAfaAfcAfcCfaAfaucUfuUfgUfuUfusCfscSEQD-NO-943
AD-53106.1 A-108588.1 | CfaAfuCfcCfgGfAfAfaAfcAfaAfgAfuUfL96SEQID-NO-7Z59 A-108589.1 aAfuCfuUfuGfuUfuucCfgGfgAfuUfgsCfsaSEQID-NO-944
AD-53081.1 | A-108564.1 | CfaAfcAfaAfcAfUfUfaUfaUfuGfaAfuAfLO6SEQHIB-NO760 | A-108565.1 | uAfuUfcAfaUfaUfaauGfuUfuGfuUfgsUfscSEQHB-NO-945
AD-53118.1 | A-108592.1 | GfgAfaAfaCfaAfAfGfaUfuUfgGfuGfuUfL96SEQID-NO-763 | A-108593.1 | aAfcAfcCfaAfaUfcuuUfgUfuUfuCfcsGfsgSEQHD-NO-946
AD-53136.1 A-108598.1 | AfcAfaAfgAfuUfUfGfgUfgUfuUfuCfuAfL96SEQIBD-NO-762 | A-108599.1 uAfgAfaAfaCfaCfcaaAfuCfuUfuGfusUfsuSEQID-NO-947
AD-53127.1 A-108642.1 | GfaAfuGfaAfcUfGfAfgGfcAfaAfuUfuAfLO6SEQID-NO-763 A-108643.1 uAfaAfuUfuGfcCfucaGfuUfcAfuUfcsAfsaSEQ1D-NO-948
AD-53066.1 A-108512.1 | CfcAfuGfgAfcAfUfUfaAfuUfcAfaCfaUfLO6SEQID-NO-764 A-108513.1 aUfgUfuGfaAfuUfaauGfuCfcAfuGfgsAfscSEQID-NO-949
AD-53013.1 A-108420.1 | AfaCfuCfaAfcUfCfAfaAfaCfuUfgAfaAfL96SEQIBD-NO-765 A-108421.1 uUfuCfaAfgUfuUfugaGfuUfgAfgUfusCfsaSEQBD-NO-950
AD-52991.1 A-108350.1 | CfaGfuUfgGfgAfCfAfuGfgUfcUfuAfaAfL96SEQID-NO-766 A-108351.1 uUfuAfaGfaCfcAfuguCfcCfaAfcUfgsAfsaSEQIBD-NO-951
AD-53099.1 | A-108570.1 | AfaCfaUfuAfuAfUfUfgAfaUfaUfuCfuUfLO6SEQB-NO-767 | A-108571.1 | aAfgAfaUfaUfuCfaauAfuAfaUfgUfusUfsgSEQIB-NO-952
AD-52958.1 A-108386.1 | AfcCfaGfuGfaAfAfUfcAfaAfgAfaGfaAfLO6SEQID-NO-768 A-108387.1 uUfcUfuCfuUfuGfauuUfcAfcUfgGfusUfsuSEQIB-NO-953
AD-53097.1 A-108538.1 | GfuUfgGfgCfcUfAfGfaGfaAfgAfuAfuAfL96SEQID-NO-769 A-108539.1 uAfuAfuCfuUfcUfcuaGfgCfcCfaAfcsCfsaSEQD-NO-954
AD-52966.1 A-108326.1 | CfuCfcAfgAfgCfCfAfaAfaUfcAfaGfaUfL96SEQID-NO770 A-108327.1 aUfcUfuGfaUfuUfuggCfuCfuGfgAfgsAfsuSEQID-NO 955
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AD-53145.1 | A-108664.1 | GfgCfaAfaUfuUfAfAfaAfgGfcAfaUfaAfLO6SEQID-NO77E | A-108665.1 | uUfaUfuGfcCfuUfuuaAfaUfuUfgCfecsUfscSEQHD-NO-956
AD-53113.1 A-108606.1 | UfaCfuUfgGfgAfUfCfaCfaAfaGfcAfaAfLO6SEQIBD-NOZ72 A-108607.1 uUfuGfcUfuUfgUfgauCfcCfaAfgUfasGfsaSEQIB-NO-957
AD-52993.1 A-108382.1 | GfaUfcAfgUfcUfUfUfuUfaUfgAfuCfuAfLO6SEQID-NO773 | A-108383.1 uAfgAfuCfaUfaAfaaaGfaCfuGfaUfcsAfsaSEQID-NO-958
AD-53031.1 A-108426.1 | GfaAfaGfcCfuCfCfUfaGfaAfgAfaAfaAfL96SEQID-NO 774 A-108427.1 uUfuUfuCfuUfcUfaggAfgGfcUfuUfcsAfsaSEQD-NO-959
AD-53017.1 A-108484.1 | AfgUfcAfaAfuAfAfAfaGfaAfaUfaGfaAfL96SEQID-NO-Z75S A-108485.1 uUfcUfaUfuUfcUfuuuAfuUfuGfaCfusAfsuSEQIBD-NO-960
AD-53143.1 A-108632.1 | AfuAfcUfcUfaUfAfAfaAfuCfaAfcCfaAfLO6SEQID-NO776 A-108633.1 uUfgGfuUfgAfuUfuuaUfaGfaGfuAfusAfsaSEQBD-NO-961
AD-53149.1 A-108650.1 | GfaAfcUfgAfgGfCfAfaAfuUfuAfaAfaAfL96SEQID-NOF777 A-108651.1 uUfuUfuAfaAfuUfugcCfuCfaGfuUfcsAfsuSEQIBD-NO-962
AD-53059.1 A-108494.1 | AfgAfcCfcAfgCfAfAfcUfcUfcAfaGfuUfL96SEQID-NO778 A-108495.1 aAfcUfuGfaGfaGfuugCfuGfgGfuCfusGfsaSEQIB-NO-963
AD-53006.1 A-108402.1 | AfuAfuAfaAfcUfAfCfaAfgUfcAfaAfaAfL96SEQID-NO77S A-108403.1 uUfuUfuGfaCfuUfguaGfuUfuAfuAfusGfsuSEQB-NO-964
AD-53025.1 | A-108424.1 | UfgAfaAfgCfcUfCfCfuAfgAfaGfaAfaAfLO6SEQHD-NO-780 A-108425.1 | uUfuUfcUfuCfuAfggaGfgCfulfuCfasAfsgSEQID-NO-965
AD-53085.1 | A-108534.1 | GfgGfaGfaAfcUfAfCfaAfaUfaUfgGfuUfL96SEQID-NO781 | A-108535.1 | aAfcCfaUfaUfuUfguaGfuUfcUfcCfcsAfscSEQHIB-NO-966
AD-52984.1 A-108332.1 | AfgAfuUfuGfcUfAfUfgUfuAfgAfcGfaUfL96SEQID-NO-782 | A-108333.1 aUfcGfuCfuAfaCfauaGfcAfaAfuCfusUfsgSEQIB-NO-967
AD-53023.1 A-108486.1 | GfaAfcCfcAfcAfGfAfaAfuUfuCfuCfuAfLO96SEQID-NO783 A-108487.1 uAfgAfgAfaAfuUfucuGfuGfgGfuUfcsUfsuSEQIBD-NO-968
AD-53014.1 A-108436.1 | AfcUfuCfaAfcAfAfAfaAfgUfgAfaAfuAfLO6SEQID-NO-784 A-108437.1 uAfuUfuCfaCfuUfuuuGfuUfgAfaGfusAfsgSEQID-NO-969
AD-53060.1 A-108510.1 | AfgUfcCfaUfgGfAfCfaUfuAfaUfuCfaAfLO6SEQID-NO-785 A-108511.1 uUfgAfaUfuAfaUfgucCfaUfgGfaCfusAfscSEQHD-NO-970
AD-53110.1 A-108652.1 | AfaCfuGfaGfgCfAfAfaUfuUfaAfaAfgAfLO6SEQID-NO-786 A-108653.1 uCfuUfuUfaAfaUfuugCfcUfcAfgUfusCfsaSEQ1BD-NO-S71
AD-52980.1 | A-108362.1 | GfgGfcCfaAfaUfUfAfaUfgAfcAfuAfuUfLO6SEQID-NO-787 | A-108363.1 | aAfuAfuGfuCfaUfuaaUfuUfgGfcCfcsUfsuSEQIB-NO-972
AD-53109.1 A-108636.1 | AfuCfcAfuCfcAfAfCfaGfaUfuCfaGfaAfLO6SEQID-NO-788 A-108637.1 uUfcUfgAfaUfcUfguuGfgAfuGfgAfusCfsaSEQIB-NO-973
AD-53141.1 A-108600.1 | AfaGfaUfuUfgGfUfGfuUfuUfcUfaCfuUfL96SEQID-NO-78S | A-108601.1 aAfgUfaGfaAfaAfcacCfaAfaUfcUfusUfsgSEQI1B-NO-974
AD-53126.1 A-108626.1 | GfuCfuCfaAfaAfUfGfgAfaGfgUfuAfuAfLO6SEQID-NO-790 A-108627.1 uAfuAfaCfcUfuCfcauUfuUfgAfgAfcsUfsuSEQID-NO 975
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AD-53116.1 | A-108654.1 | AfcUfgAfgGfcAfAfAfuUfuAfaAfaGfgAfLI6SEQID-NO791 | A-108655.1 | uCfcUfuUfuAfaAfuuuGfcCfuCfaGfusUfscSEQHB-NO-976
AD-52997.1 A-108352.1 | GfgGfaCfaUfgGfUfCfuUfaAfaGfaCfuUfL96SEQIB-NO-792 | A-108353.1 aAfgUfcUfuUfaAfgacCfaUfgUfcCfcsAfsaSEQIB-NO-977

AD-53120.1 A-108624.1 | AfuGfgUfaAfaUfAfUfaAfcAfaAfcCfaAfLO6SEQID-NO-793 A-108625.1 uUfgGfuUfuGfuUfauaUfuUfaCfcAfusUfsuSEQD-NO-978
AD-53070.1 A-108576.1 | GfgGfaAfaUfcAfCfGfaAfaCfcAfaCfuAfLO6SEQID-NO-794 A-108577.1 uAfgUfuGfgUfuUfcguGfaUfuUfcCfcsAfsaSEQD-NO-979
AD-53028.1 A-108472.1 | CfcAfaCfaGfcAfUfAfgUfcAfaAfuAfaAfLO6SEQID-NO-795 A-108473.1 uUfuAfuUfuGfaCfuauGfcUfgUfuGfgsUfsuSEQ1B-NO-980
AD-53146.1 A-108602.1 | UfuUfuCfuAfcUfUfGfgGfaUfcAfcAfaAfL96SEQID-NO-796 A-108603.1 uUfuGfuGfaUfcCfcaaGfuAfgAfaAfasCfsaSEQD-NO-981

AD-52982.1 A-108394.1 | AfgAfaCfuAfcAfUfAfuAfaAfcUfaCfaAfLO6SEQID-NO797 A-108395.1 uUfgUfaGfuUfuAfuauGfuAfgUfuCfusUfscSEQID-NO-982
AD-53111.1 A-108668.1 | AfgAfgUfaUfgUfGfUfaAfaAfaUfcUfgUfL96SEQID-NO-798 | A-108669.1 aCfaGfaUfuUfuUfacaCfaUfaCfuCfusGfsuSEQ1BD-NO-983
AD-53045.1 A-108462.1 | AfaAfaCfaAfgAfUfAfaUfaGfcAfuCfaAfL96SEQID-NO-799 A-108463.1 uUfgAfuGfcUfaUfuauCfuUfgUfuUfusUfscSEQ1B-NO-984
AD-53123.1 | A-108672.1 | AfgUfaUfgUfgUfAfAfaAfaUfcUfgUfaAfLO6SEQB-NO-800 | A-108673.1 | uUfaCfaGfaUfuUfuuaCfaCfaUfaCfusCfsuSEQ+B-NO-985
AD-53018.1 | A-108406.1 | AfgUfcAfaAfaAfUfGfaAfgAfgGfuAfaAfLIGSEQID-NO-80L | A-108407.1 | uUfuAfcCfuCfuUfcauUfuUfuGfaCfusUfsgSEQ-HB-NO-986
AD-52956.1 A-108354.1 | GfgAfcAfuGfgUfCfUfuAfaAfgAfcUfuUfL96SEQ-ID-NO-802 A-108355.1 aAfaGfuCfuUfuAfagaCfcAfuGfuCfcsCfsaSEQIBD-NO-987

AD-53134.1 A-108660.1 | GfaGfgCfaAfaUfUfUfaAfaAfgGfcAfaUfL96SEQID-NO-803 A-108661.1 aUfuGfcCfuUfuUfaaaUfuUfgCfcUfcsAfsgSEQ-1D-NO-988
AD-52968.1 A-108358.1 | GfuCfuUfaAfaGfAfCfuUfuGfuCfcAfuAfLO6SEQID-NO-804 A-108359.1 uAfuGfgAfcAfaAfgucUfuUfaAfgAfcsCfsaSEQID-NO-989

AD-53122.1 A-108656.1 | CfuGfaGfgCfaAfAfUfuUfaAfaAfgGfcAfL96SEQ-ID-NO-805 A-108657.1 uGfcCfuUfuUfaAfauuUfgCfcUfcAfgsUfsuSEQIBD-NO-990
AD-53100.1 A-108586.1 | GfcAfaUfcCfcGfGfAfaAfaCfaAfaGfaUfL96SEQID-NO-806 A-108587.1 aUfcUfuUfgUfuUfuccGfgGfaUfuGfcsAfsuSEQ1B-NO-991
AD-53128.1 | A-108658.1 | UfgAfgGfcAfaAfUfUfuAfaAfaGfgCfaAfLO6SEQID-NO-807 | A-108659.1 | uUfgCfcUfuUfuAfaauUfuGfcCfuCfasGfsuSEQHBD-NO-992
AD-53043.1 A-108430.1 | UfcUfaCfuUfcAfAfCfaAfaAfaGfuGfaAfLO6SEQID-NO-808 A-108431.1 uUfcAfcUfuUfuUfguuGfaAfgUfaGfasAfsuSEQIB-NO-993
AD-53135.1 A-108676.1 | UfaUfgUfgUfaAfAfAfaUfcUfgUfaAfuAfL96SEQIBD-NO-809 | A-108677.1 uAfuUfaCfaGfaUfuuuUfaCfaCfaUfasCfsuSEQ1B-NO-994
AD-53094.1 A-108584.1 | AfaUfgCfaAfuCfCfCfgGfaAfaAfcAfaAfL96SEQID-NO-810 A-108585.1 uUfuGfuUfuUfcCfgggAfuUfgCfaUfusGfsgSEQD-NO-995

165



wsm
Line


AD-53019.1 | A-108422.1 | CfuUfgAfaAfgCfCfUfcCfuAfgAfaGfaAfLI96SEQID-NO-811 A-108423.1 | uUfcUfuCfuAfgGfaggCfuUfuCfaAfgsUfsuSEQIB-NO-996
AD-53129.1 A-108674.1 | GfuAfuGfuGfuAfAfAfaAfuCfuGfuAfaUfL96SEQIBD-NO-812 | A-108675.1 aUfuAfcAfgAfuUfuuuAfcAfcAfuAfcsUfscSEQIBD-NO-997
AD-53150.1 A-108666.1 | CfaGfaGfuAfuGfUfGfuAfaAfaAfuCfuUfL96SEQIBD-NO-813 | A-108667.1 aAfgAfuUfuUfuAfcacAfuAfcUfcUfgsUfsgSEQID-NO-998
AD-53117.1 A-108670.1 | GfaGfuAfuGfuGfUfAfaAfaAfuCfuGfuAfL96SEQID-NO-814 | A-108671.1 uAfcAfgAfuUfuUfuacAfcAfuAfcUfcsUfsgSEQID-NO-999
AD-52985.1 A-108348.1 | UfcAfgUfuGfgGfAfCfaUfgGfuCfuUfaAfLO6SEQID-NO-815 A-108349.1 uUfaAfgAfcCfaUfgucCfcAfaCfuGfasAfsgSEQD-NO-1000
AD-52962.1 A-108356.1 | GfgUfcUfuAfaAfGfAfcUfuUfgUfcCfaUfL96SEQID-NO-816 A-108357.1 aUfgGfaCfaAfaGfucuUfuAfaGfaCfcsAfsuSEQD-NO-1001
AD-52974.1 A-108360.1 | UfcUfuAfaAfgAfCfUfuUfgUfcCfaUfaAfL96SEQID-NO-817 A-108361.1 uUfaUfgGfaCfaAfaguCfuUfuAfaGfasCfscSEQHD-NO-1002
AD-52979.1 A-108346.1 | UfuCfaGfuUfgGfGfAfcAfuGfgUfcUfuAfLO6SEQIBD-NO-818 | A-108347.1 uAfaGfaCfcAfuGfuccCfaAfcUfgAfasGfsgSEQID-NO-1003

Lowercase nucleotides (a, u, g, ¢) are 2’-O-methyl nucleotides; Nf (e.g., Af) is a 2’-fluoro nucleotide; s is a phosphothiorate linkage; .96

indicates a GalNAc ligand.
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Table 9. Unmodified Sense and antisense strand sequences of ANGPTL3 dsRNAs without GalNal conjugation

These sequences are the same as the sequences listed in Table 7 except that they do not contain GalNal conjugation.

Sense Sense Sequence Antisense Antisense Sequence Position in
Duplex Name . (SEQ ID NOS 1004-1184, respectively, in order of . (SEQ ID NOS 1185-1365, respectively, in order of
OligoName OligoName NM_014495.2
appearance) appearance)
AD-52637.1 A-108817.1 UCACAAUUAAGCUCCUUCUUUSEQ1B-NO-1004 A-108307.2 AAAGAAGGAGCUUAAUUGUGAACSEQIBD-NO-1185 54-76
AD-52638.1 A-108825.1 UUAUUGUUCCUCUAGUUAUUUSEQD-NO-1005 A-108323.2 AAAUAACUAGAGGAACAAUAAAASEQIDNO-1186 75-97
AD-52639.1 A-108833.1 GCUAUGUUAGACGAUGUAAAASEQ-B-NO-1006 A-108339.2 UUUUACAUCGUCUAACAUAGCAASEQIDNO-1187 161-183
AD-52640.1 A-108841.1 GGACAUGGUCUUAAAGACUUUSEQD-NO-1007 A-108355.2 AAAGUCUUUAAGACCAUGUCCCASEQD-NO-1188 209-231
AD-52641.1 A-108849.1 CAAAAACUCAACAUAUUUGAUSEQB-NO-1008 A-108371.2 AUCAAUAUGUUGAGUUUUUIGAA 266-288
AD-52642.1 A-108857.1 ACCAGUGAAAUCAAAGAAGAASEQD-NO-1009 A-108387.2 UUCUUCUUUGAULUCACUGGULL 314-336
AD-52643.1 A-108818.1 CACAAUUAAGCUCCUUCUUUUSEQD-NO-1010 A-108309.2 AAAAGAAGGAGCUUAAUUGUGAASEQHBD-NO-119T 55-77
AD-52645.1 A-108834.1 CUAUGUUAGACGAUGUAAAAASEQD-NO-1011 A-108341.2 UUUUUACAUCGUCUAACAUAGCASEQID-NO-1192 162-184
AD-52647.1 A-108850.1 UCAACAUAUUUGAUCAGUCUUSEQB-NO-1812 A-108373.2 AAGACUGAUCAAAUAUGUUGAGUSEQ1D-NO-1193 273-295
AD-52648.1 A-108858.1 AACUGAGAAGAACUACAUAUASESB-NO-1B13 A-108389.2 UAUAUGUAGUUCUUCUCAGUUCCSEQBD-NO-1194 342-364
AD-52649.1 A-108819.1 ACAAUUAAGCUCCUUCUUUUUSED-NO-1814 A-108311.2 AAAAAGAAGGAGCUUAAUUGUGASEQBD-NO-1195 56-78
AD-52650.1 A-108827.1 CUCCAGAGCCAAAAUCAAGAUSEQB-NO-1015 A-108327.2 AUCULGAUUUUGGCUCUGGAGAL 138-160
AD-52651.1 A-108835.1 CGAUGUAAAAAUUUUAGCCAASEQD-NO-10816 A-108343.2 UUGGCUAAAAUUUUUACAUCGUCSEQB-NO-1197 172-194
AD-52652.1 A-108843.1 GUCUUAAAGACUUUGUCCAUASEQD-NO-1B817 A-108359.2 UAUGGACAAAGUCUUUAAGACCASEQHB-NO-1198 216-238
AD-52653.1 A-108851.1 CAACAUAUUUGAUCAGUCUUUSEQD-NO-1018 A-108375.2 AAAGACUGAUCAAAUAUGUUGAGSESB-NO-1199 274-296
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AD-52654.1 A-108859.1 ACUGAGAAGAACUACAUAUAASEQIB-NO-101S A-108391.2 343-365
AD-52656.1 A-108828.1 CCAGAGCCAAAAUCAAGAUUUSEQID-NO-1020 A-108329.2 - 140-162
AD-52657.1 A-108836.1 GAUGUAAAAAUUUUAGCCAAUSEQD-NO-1021 A-108345.2 AULLGLLARAAUMULUACAUCOL 173-195
AD-52658.1 A-108844.1 UCUUAAAGACUUUGUCCAUAASEQID-NO-1022 A-108361.2 UUAUGGACAAAGUCUUUAAGACCSEQIBNO1203 217-239
AD-52659.1 A-108852.1 AACAUAUUUGAUCAGUCUUUUSEQD-NO-1023 A-108377.2 AAAAGACUGAUCAAAUAUGUUGASEQB-NO-1204 275-297
AD-52660.1 A-108860.1 CUGAGAAGAACUACAUAUAAASEQ1D-NO-1024 A-108393.2 UUUAUAUGUAGUUCUUCULAGUY 344-366
AD-52661.1 A-108821.1 AAUUAAGCUCCUUCUUUUUAUSEQID-NO-1025 A-108315.2 AUAAAAAGAAGGAGCUUAAUUGUSEQID-NO-1206 58-80

AD-52662.1 A-108829.1 AAAUCAAGAUUUGCUAUGUUASEQ-D-NO-1026 A-108331.2 UAACAUAGCAAAUCUUGAUUUUGSEQD-NO-1207 149-171
AD-52663.1 A-108837.1 UUCAGUUGGGACAUGGUCUUASEQID-NO-1027 A-108347.2 UAAGACCAUGUCCCAACUGAAGGSEQD-NO-1208 201-223
AD-52664.1 A-108845.1 GGGCCAAAUUAAUGACAUAUUSEQ1D-NO-1028 A-108363.2 AAUAUGUCAUUAAUUUGGCCCUUSEQB-NO-1209 244-266
AD-52665.1 A-108853.1 ACAUAUUUGAUCAGUCUUUUUSEQB-NO-1029 A-108379.2 AAAAAGACUGAUCAAAUAUGUUGSEQIB-NO-1210 276-298
AD-52666.1 A-108861.1 AGAACUACAUAUAAACUACAASEQ-D-NO-1030 A-108395.2 VUGUAGUUUAUAUGUAGUULUUC 350-372
AD-52667.1 A-108822.1 AUUAAGCUCCUUCUUUUUAUUSEQIB-NO-103E A-108317.2 AAUAAAAAGAAGGAGCUUAAUUGSEQHD-NO-1212 59-81

AD-52668.1 A-108830.1 AGAUUUGCUAUGUUAGACGAUSEQ-D-NO-1032 A-108333.2 AUCGUCUAACAUAGCAAAUCUUGSEQID-NO1213 155-177
AD-52669.1 A-108838.1 UCAGUUGGGACAUGGUCUUAASEQID-NO-1033 A-108349.2 UUAAGACCAUGUCCCAACUGAAGSEQ1D-NO1214 202-224
AD-52670.1 A-108846.1 GGCCAAAUUAAUGACAUAUUUSEQ1BDNO-1034 A-108365.2 AAAUAUGUCAUUAAUUUGGCCCUSEQD-NO-1215 245-267
AD-52671.1 A-108854.1 CAUAUUUGAUCAGUCUUUUUASEQIB-NO-1035 A-108381.2 UAAAAAGACUGAUCAAAUAUGUUSEQD-NO-1216 277-299
AD-52672.1 A-108862.1 UACAUAUAAACUACAAGUCAASEQD-NO-1036 A-108397.2 UUGACUUGUAGUUUAUAUGUAGY 355-377
AD-52673.1 A-108823.1 UUUUAUUGUUCCUCUAGUUAUSEQ1B-NO-1037 A-108319.2 AUAACUAGAGGAACAAUAAAAAGSEQID-NO-1218 73-95

AD-52674.1 A-108831.1 UUGCUAUGUUAGACGAUGUAASEQID-NO-1038 A-108335.2 UUACAUCGUCUAACAUAGCAAAUSEQD-NO-1219 159-181
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AD-52675.1 A-108839.1 CAGUUGGGACAUGGUCUUAAASEQIB-NO-1039 A-108351.2 UUUAAGACCAUGUCCCAACUGAASEQ1B-NO-1220 203-225
AD-52676.1 A-108847.1 AAAUUAAUGACAUAUUUCAAASEQD-NO-1040 A-108367.2 e 249-271
AD-52677.1 A-108855.1 GAUCAGUCUUUUUAUGAUCUASEQ1B-NO-1041 A-108383.2 UAGAUCAUAAAAAGACUGAUCAASEQB-NO-1222 284-306
AD-52678.1 A-108863.1 ACAUAUAAACUACAAGUCAAASEQ-D-NO-1042 A-108399.2 UUUGACUUGUAGUUUAVAUGUAG 356-378
AD-52679.1 A-108824.1 UUUAUUGUUCCUCUAGUUAUUSEQ1B-NO-1043 A-108321.2 AAUAACUAGAGGAACAAUAAAAASEQD-NO-1224 74-96

AD-52680.1 A-108832.1 UGCUAUGUUAGACGAUGUAAASEQIB-NO-1044 A-108337.2 UUUACAUCGUCUAACAUAGCAAASEQD-NO-1225 160-182
AD-52681.1 A-108840.1 GGGACAUGGUCUUAAAGACUUSEQIB-NO-1045 A-108353.2 AAGUCUUUAAGACCAUGUCCCAASEQID-NO1226 208-230
AD-52682.1 A-108848.1 UGACAUAUUUCAAAAACUCAASEQID-NO-1046 A-108369.2 e 256-278
AD-52683.1 A-108856.1 AUCAGUCUUUUUAUGAUCUAUSEQD-NO-1047 A-108385.2 AUAGAUCAUAAAAAGACUGAUCASEQ-D-NO-1228 285-307
AD-52684.1 A-108864.1 CAUAUAAACUACAAGUCAAAASEQIB-NO-1048 A-108401.2 UUUUGACUUGUAGUUUAUAUGUA 357-379
AD-52685.1 A-108872.1 CUUGAACUCAACUCAAAACUUSEQD-NO-1049 A-108417.2 AAGNULEAGUL GAGULCAAL )G 401-423
AD-52686.1 A-108880.1 CUACUUCAACAAAAAGUGAAASEQ1D-NO-1050 A-108433.2 UUULACUUUUUGUUGAAGUAGAA 446-468
AD-52687.1 A-108888.1 AAGAGCAACUAACUAACUUAASEQIB-NO-1051 A-108449.2 UUARGULAGLUAGUGCICIUC 474-496
AD-52688.1 A-108896.1 AAACAAGAUAAUAGCAUCAAASEQIBNO-1052 A-108465.2 VUUGAUGCUAUUAUCULGUUUUY 557-579
AD-52689.1 A-108904.1 GCAUAGUCAAAUAAAAGAAAUSEQIB-NO-1053 A-108481.2 e 625-647
AD-52690.1 A-108865.1 AUAUAAACUACAAGUCAAAAASEQID-NO-1054 A-108403.2 UUUUUGACUUGUAGUUUAUAUGU 358-380
AD-52691.1 A-108873.1 GAACUCAACUCAAAACUUGAASEQD-NO-1055 A-108419.2 JUCAAGULUGAC.JUGALLLCAR 404-426
AD-52692.1 A-108881.1 UACUUCAACAAAAAGUGAAAUSEQD-NO-1056 A-108435.2 AUUUCACUUUUUGUUGAAGUAGA 447-469
AD-52693.1 A-108889.1 AGAGCAACUAACUAACUUAAUSEQB-NO-1057 A-108451.2 AUUAAGUUAGUUAGUUGCUCUUCSEQ1B-NO-1238 475-497
AD-52694.1 A-108897.1 GAUAAUAGCAUCAAAGACCUUSEQID-NO-1058 A-108467.2 AAGGUCUUUGAUGCUAUUAUCUUSEQ+D-NO-1239 563-585
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AD-52695.1 A-108905.1 CAUAGUCAAAUAAAAGAAAUASEQHD-NO-1059 A-108483.2 UAUUUCUUUUAUUUGACUAUGCUSEQB-NO-1240 626-648
AD-52696.1 A-108866.1 UAUAAACUACAAGUCAAAAAUSEQID-NO-1060 A-108405.2 AUUUUUGACUUGUAGUUUAUAUGSEQ-B-NO-1241 359-381
AD-52697.1 A-108874.1 AACUCAACUCAAAACUUGAAASEQ-1B-NO-1061 A-108421.2 UUUCAAGUUUUGAGUUGAGUUCASEQ-B-NO-1242 405-427
AD-52698.1 A-108882.1 ACUUCAACAAAAAGUGAAAUASEQ-1B-NO-1062 A-108437.2 UAUUUCACUUUUUGUUGAAGUAGSEQ-B-NO-1243 448-470
AD-52699.1 A-108890.1 GAGCAACUAACUAACUUAAUUSEQID-NO-1063 A-108453.2 AAUUAAGUUAGUUAGUUGCUCUUSEQ-B-NO-1244 476-498
AD-52700.1 A-108898.1 AACCAACAGCAUAGUCAAAUASEQ-1B-NO-1064 A-108469.2 UAUUUGACUAUGCUGUUGGUUUASEQ1B-NO-1245 617-639
AD-52701.1 A-108906.1 AGUCAAAUAAAAGAAAUAGAASEQHD-NO-1065 A-108485.2 UUCUAUUUCUUUUAUUUGACUAUSEQ-B-NO-1246 629-651
AD-52702.1 A-108867.1 AGUCAAAAAUGAAGAGGUAAASEQD-NO-1066 A-108407.2 UUUALCUCUUCAUUUUUGACUUG 370-392
AD-52703.1 A-108875.1 CUUGAAAGCCUCCUAGAAGAASEQD-NO-1067 A-108423.2 DUCIICUAGGALGLUMUCAAG L 419-441
AD-52704.1 A-108883.1 CUUCAACAAAAAGUGAAAUAUSEQIB-NO-1068 A-108439.2 AVAUUULACUUUUUGUUGAAGUA 449-471
AD-52705.1 A-108891.1 CAACUAACUAACUUAAUUCAASEQD-NO-1069 A-108455.2 UUGASULARGUAGUUALLLIGEY 479-501
AD-52706.1 A-108899.1 ACCAACAGCAUAGUCAAAUAASEQID-NO-1070 A-108471.2 UVAUUUGACUAUGLUGUUGEUUY 618-640
AD-52707.1 A-108907.1 GAACCCACAGAAAUUUCUCUASEQD-NO-1071 A-108487.2 UAGAGAAANLICOUGGELLEI 677-699
AD-52708.1 A-108868.1 GAAUAUGUCACUUGAACUCAASEQ1D-NO-1072 A-108409.2 UUGAGUUCAAGUGACAUAUUCUY 391-413
AD-52709.1 A-108876.1 UGAAAGCCUCCUAGAAGAAAASEQIB-NO-1073 A-108425.2 e 421-443
AD-52710.1 A-108884.1 UUCAACAAAAAGUGAAAUAUUSEQD-NO-1074 A-108441.2 ARUAUUUCACUUUUUGUUGAAGU 450-472
AD-52711.1 A-108892.1 AACUAACUAACUUAAUUCAAASEQID-NO-1075 A-108457.2 e 480-502
AD-52712.1 A-108900.1 CCAACAGCAUAGUCAAAUAAASEQID-NO-1076 A-108473.2 UUUAUUUGALUAUGCUGUUGEUY 619-641
AD-52713.1 A-108908.1 AACCCACAGAAAUUUCUCUAUSEQIBNO-1077 A-108489.2 - 678-700
AD-52714.1 A-108869.1 UGUCACUUGAACUCAACUCAASEQIBNO1078 A-108411.2 VUGAGULGAGUULAAGUGACAUA 396-418
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AD-52715.1 A-108877.1 GAAAGCCUCCUAGAAGAAAAASEQ-B-NO-1079 A-108427.2 UUUUUCUUCUAGGAGGCUUUCAASEQ+D-NO-1260 422-444
AD-52716.1 A-108885.1 AAUAUUUAGAAGAGCAACUAASEQ1BD-NO-1080 A-108443.2 UUAGUUGCUCUUCUAAAUAUUUCSEQB-NO-1261 465-487
AD-52717.1 A-108893.1 ACUAACUAACUUAAUUCAAAASEQD-NO-1081 A-108459.2 UUUUGAAUUAAGUUAGUUAGUUGSEQB-NO-1262 481-503
AD-52718.1 A-108901.1 CAACAGCAUAGUCAAAUAAAASEQID-NO-1082 A-108475.2 UUUUAUUUGACUAUGCUGUUGGUSEQ1B-NO-1263 620-642
AD-52719.1 A-108909.1 CCACAGAAAUUUCUCUAUCUUSEQ1D-NO-1083 A-108491.2 AAGAUAGAGAAAUUUCUGUGGGUSEQHD-NO-1264 681-703
AD-52720.1 A-108870.1 GUCACUUGAACUCAACUCAAASEQBD-NO-1084 A-108413.2 UUUGAGUUGAGUUCAAGUGACAUSEQB-NO-1265 397-419
AD-52721.1 A-108878.1 CUCCUAGAAGAAAAAAUUCUASEQHD-NO-1085 A-108429.2 UAGAAUUUUUUCUUCUAGGAGGCSEQHB-NO-1266 428-450
AD-52722.1 A-108886.1 AUUUAGAAGAGCAACUAACUASEQ1D-NO-1086 A-108445.2 UAGUUAGUUGCUCUUCUARAUAY 468-490
AD-52723.1 A-108894.1 CUAACUAACUUAAUUCAAAAUSEQD-NO-1087 A-108461.2 AULUJGARLUAAGIMACDUAG.L 482-504
AD-52724.1 A-108902.1 CAGCAUAGUCAAAUAAAAGAASEQIB-NO-1088 A-108477.2 UUCUUUUAUUUGACUAUGLUGUY 623-645
AD-52725.1 A-108910.1 GAAAUAAGAAAUGUAAAACAUSEQIB-NO-1089 A-108493.2 AUOUUMLACAJULEULAJULCAL 746-768
AD-52726.1 A-108871.1 UCACUUGAACUCAACUCAAAASEQD-NO-1090 A-108415.2 VUUUGAGUUGAGUUCAAGUGACA 398-420
AD-52727.1 A-108879.1 UCUACUUCAACAAAAAGUGAASEQIB-NO-1091 A-108431.2 UUCACILLIVGULGAAGUAGAAL 445-467
AD-52728.1 A-108887.1 UUUAGAAGAGCAACUAACUAASEQIB-NO-1092 A-108447.2 UVAGUUAGUUGLULUUCUAAAUA 469-491
AD-52729.1 A-108895.1 AAAACAAGAUAAUAGCAUCAASEQIBNO-1093 A-108463.2 e 556-578
AD-52730.1 A-108903.1 AGCAUAGUCAAAUAAAAGAAASEQID-NO-1094 A-108479.2 UUULUUUUAUUUGACUAUGLUGY 624-646
AD-52731.1 A-108958.1 AGACCCAGCAACUCUCAAGUUSEQB-NO-1095 A-108495.2 s 836-858
AD-52732.1 A-108966.1 AGUCCAUGGACAUUAAUUCAASEQIB-NO-1096 A-108511.2 UUGAAUUAAUGUCCAUGGACUACSEQ1D-NO1277 887-909
AD-52733.1 A-108974.1 GAUGGAUCACAAAACUUCAAUSEQIB-NO-1097 A-108527.2 e 917-939
AD-52734.1 A-108982.1 CUAGAGAAGAUAUACUCCAUASEQIB-NO-1098 A-108543.2 UAUGGAGUAUAUCL;;J;:CUAGGC 998-1020
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AD-52735.1 A-108990.1 AAAGACAACAAACAUUAUAUUSEQ-B-NO-1099 A-108559.2 AAUAUAAUGUUUGUUGUCUUUCCSEQ+D-NO-1280 1064-1086
AD-52736.1 A-108998.1 CAUUAUAUUGAAUAUUCUUUUSEQ-B-NO-1100 A-108575.2 AAAAGAAUAUUCAAUAUAAUGUUSEQID-NO-1281 1076-1098
AD-52737.1 A-108959.1 GACCCAGCAACUCUCAAGUUUSEQB-NO-1101 A-108497.2 AAACUUGAGAGUUGCUGGGUCUGSEQB-NO-1282 837-859
AD-52739.1 A-108975.1 GGAUCACAAAACUUCAAUGAASEQB-NO-1102 A-108529.2 UUCAUUGAAGUUUUGUGAUCCAUSEQB-NO-1283 920-942
AD-52740.1 A-108983.1 GAAGAUAUACUCCAUAGUGAASEQHD-NO-1103 A-108545.2 UUCACUAUGGAGUAUAUCUUCUCSEQ-B-NO-1284 1003-1025
AD-52741.1 A-108991.1 GACAACAAACAUUAUAUUGAASEQIB-NO-1104 A-108561.2 - 1067-1089
AD-52742.1 A-108999.1 GGGAAAUCACGAAACCAACUASEQIBNO1105 A-108577.2 S 1102-1124
AD-52743.1 A-108960.1 ACCCAGCAACUCUCAAGUUUUSEQIBNO-1106 A-108499.2 e 838-860
AD-52744.1 A-108968.1 GGACAUUAAUUCAACAUCGAASEQIB-NO1107 A-108515.2 e 894-916
AD-52745.1 A-108976.1 GAUCACAAAACUUCAAUGAAASEQ1D-NO-1108 A-108531.2 UUUCAUUGAAGUUUUGUGAULCA 921-943
AD-52746.1 A-108984.1 ACUCCAUAGUGAAGCAAUCUASEQIDNO-1109 A-108547.2 - 1011-1033
AD-52747.1 A-108992.1 ACAACAAACAUUAUAUUGAAUSEQD-NO-1110 A-108563.2 AUUCARUAUAALGUULGULGUCY 1068-1090
AD-52748.1 A-109000.1 GGAAAUCACGAAACCAACUAUSEQIB-NO-1111 A-108579.2 AUAGULIGOLJLEGUOAL UL LLLA 1103-1125
AD-52749.1 A-108961.1 CCCAGCAACUCUCAAGUUUUUSEQB-NO-1112 A-108501.2 AAAAACUUGAGAGUUGCUGGGUCSEQB-NO-1293 839-861
AD-52750.1 A-108969.1 GACAUUAAUUCAACAUCGAAUSEQIB-NO-1113 A-108517.2 AUUCOAUGULGAALILAAIGUCCA 895-917
AD-52751.1 A-108977.1 AACGUGGGAGAACUACAAAUASEQD-NO-1114 A-108533.2 UAUUUGUAGUUCUCCCACGUUUCSEQID-NO-1295 940-962
AD-52752.1 A-108985.1 CUCCAUAGUGAAGCAAUCUAASEQD-NO-1115 A-108549.2 - 1012-1034
AD-52753.1 A-108993.1 CAACAAACAUUAUAUUGAAUASEQID-NO-1116 A-108565.2 UAUUCAAUAUAAUGUUUGUUGUC 1069-1091
AD-52754.1 A-109001.1 GAAAUCACGAAACCAACUAUASEQD-NO-1117 A-108581.2 s 1104-1126
AD-52755.1 A-108962.1 CUCUCAAGUUUUUCAUGUCUASEQD-NO1118 A-108503.2 UAGACAUGAAAAACUUGAGAGUUSEQIBNO1299 847-869
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UAUUCGAUGUUGAAUUAAUGUCCSEQB-NO

AD-52756.1 A-108970.1 ACAUUAAUUCAACAUCGAAUASEQIBNO-1119 A-108519.2 896-918
AD-52757.1 A-108978.1 GGGAGAACUACAAAUAUGGUUSEQ1D-NO1120 A-108535.2 AACCAUAUUUGUAGUUCUCCCACSEQIB-NO-1301 945-967
AD-52758.1 A-108986.1 UCCAUAGUGAAGCAAUCUAAUSEQIBNO-1121 A-108551.2 AVAGAULLCULCACUAUGEAGL 1013-1035
AD-52759.1 A-108994.1 AACAAACAUUAUAUUGAAUAUSEQHD-NO-1122 A-108567.2 AUALLILAAAUAALGULL GULIGH 1070-1092
AD-52760.1 A-109002.1 UGGCAAUGUCCCCAAUGCAAUSEQIB-NO-1123 A-108583.2 AUUGCAUUGGGGACAUUGCCAGUSEQD-NO-1304 1147-1169
AD-52761.1 A-108963.1 UCAGGUAGUCCAUGGACAUUASEQD-NO-1124 A-108505.2 UAAUGUCCAUGGACUACCUGAUASEQ1D-NO-1305 881-903
AD-52762.1 A-108971.1 UUAAUUCAACAUCGAAUAGAUSEQ1D-NO1125 A-108521.2 - 899-921
AD-52763.1 A-108979.1 GGAGAACUACAAAUAUGGUUUSEQD-NO-1126 A-108537.2 AAACCAUAUUUGUAGUUCUCCCASEQ-D-NO-1307 946-968
AD-52764.1 A-108987.1 CCAUAGUGAAGCAAUCUAAUUSEQID-NO1127 A-108553.2 AAUUAGAUUGCUUCACUAUGGAGSEQ1D-NO-1308 1014-1036
AD-52765.1 A-108995.1 ACAAACAUUAUAUUGAAUAUUSEQIB-NO-1128 A-108569.2 ARUAUUCARUAUAAUGUUUGUUG 1071-1093
AD-52766.1 A-109003.1 AAUGCAAUCCCGGAAAACAAASEQ1D-NO1129 A-108585.2 e 1160-1182
AD-52767.1 A-108964.1 CAGGUAGUCCAUGGACAUUAASEQ1IB-NO-1130 A-108507.2 UUAAUGUCCAUGGACUACCUGAUSEQIB-NO-1311 882-904
AD-52768.1 A-108972.1 UUCAACAUCGAAUAGAUGGAUSEQD-NO-1131 A-108523.2 AUCCAUCUAUUCGAUGUUGAAUUSEQIB-NO-1312 903-925
AD-52769.1 A-108980.1 GUUGGGCCUAGAGAAGAUAUASEQID-NO-1132 A-108539.2 UAUAUCUUCUCUAGGCCCAACCASEQIBD-NO-1313 991-1013
AD-52770.1 A-108988.1 CAUAGUGAAGCAAUCUAAUUASEQID-NO1133 A-108555.2 - 1015-1037
AD-52771.1 A-108996.1 AACAUUAUAUUGAAUAUUCUUSEQID-NO-1134 A-108571.2 AAGAAUAUUCAAVAUARUGUUUG 1074-1096
AD-52772.1 A-109004.1 GCAAUCCCGGAAAACAAAGAUSEQID-NO113S A-108587.2 AUCUUUGUUUUCCCGGAUUGCAUSEQID-NG 1163-1185
AD-52773.1 A-108965.1 GGUAGUCCAUGGACAUUAAUUSEQID-NO-1136 A-108509.2 - 884-906
AD-52774.1 A-108973.1 AUCGAAUAGAUGGAUCACAAASEQID-NO-1137 A-108525.2 JUUGUGAUCCAUCUAUUCGAUGUSEQ-B-RO 909-931
AD-52775.1 A-108981.1 CCUAGAGAAGAUAUACUCCAUSEQDNO1138 A-108541.2 AUGGAGUAUAUCUULUCUAGGLL 997-1019
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UUGUCUUUCCAGUCUUCCAACUCSEQ1B-NO

AD-52776.1 A-108989.1 GUUGGAAGACUGGAAAGACAASEQHID-NO1139 A-108557.2 1051-1073
AD-52777.1 A-108997.1 ACAUUAUAUUGAAUAUUCUUUSEQD-NO1140 A-108573.2 e 1075-1097
AD-52778.1 A-109005.1 CAAUCCCGGAAAACAAAGAUUSEQD-NO-1141 A-108589.2 e 1164-1186
AD-52779.1 A-109013.1 CUACUUGGGAUCACAAAGCAASEQDNO1142 A-108605.2 - 1194-1216
AD-52780.1 A-109021.1 ACAACCUAAAUGGUAAAUAUASEQID-NO1143 A-108621.2 - 1281-1303
AD-52781.1 A-109029.1 AUCCAUCCAACAGAUUCAGAASEQID-NO-1144 A-108637.2 UUCUGAAUCUGUUGEAUGGAUCA 1400-1422
AD-52782.1 A-109037.1 AACUGAGGCAAAUUUAAAAGASEQD-NO-1145 A-108653.2 ULUUUUAAAUUUGLLUCAGUUCA 1432-1454_G21A
AD-52783.1 A-109045.1 AGAGUAUGUGUAAAAAUCUGUSEQD-NO-1146 A-108669.2 ACAGAUUUUUACACAUACUCUGUSEQD-NO-1327 1913-1935
AD-52784.1 A-109006.1 AAUCCCGGAAAACAAAGAUUUSEQID-NO-1147 A-108591.2 e 1165-1187
AD-52785.1 A-109014.1 UACUUGGGAUCACAAAGCAAASEQD-NO-1148 A-108607.2 VUUGCUVUGUGAUCLLAAGUAGA 1195-1217
AD-52786.1 A-109022.1 CAACCUAAAUGGUAAAUAUAASEQIB-NO1149 A-108623.2 - 1282-1304
AD-52787.1 A-109030.1 UUGAAUGAACUGAGGCAAAUUSEQIBD-NO-1150 A-108639.2 AAUUUGCCUCAGUUCAUUCAAAGSEQBD-NO-1331 1425-1447
AD-52788.1 A-109038.1 ACUGAGGCAAAUUUAAAAGGASEQD-NO-1151 A-108655.2 UCCUUUUAAAUUUGCCUCAGUUCSEQD-NO-1332 1433-1455_C21A
AD-52789.1 A-109046.1 GAGUAUGUGUAAAAAUCUGUASEQIBNO1152 A-108671.2 UACAGAUUUUUACACAUACUCUGSEQIBNO1333 1914-1936
AD-52791.1 A-109015.1 ACUUGGGAUCACAAAGCAAAASEQD-NO-1153 A-108609.2 e 1196-1218
AD-52792.1 A-109023.1 AUGGUAAAUAUAACAAACCAASEQID-NO-1154 A-108625.2 UUGEUUUGUUAUAUUUACLAUUY 1290-1312
AD-52793.1 A-109031.1 UGAAUGAACUGAGGCAAAUUUSEQID-NO-1155 A-108641.2 AAAUUUGCCUCAGUUCAUUCAAASEQID-NO-1336 1426-1448
AD-52794.1 A-109039.1 CUGAGGCAAAUUUAAAAGGCASEQIDNO-1156 A-108657.2 UGCCUUUUAAAUUUGCCUCAGUUSEQIBNO1337 1434-1456
AD-52795.1 A-109047.1 AGUAUGUGUAAAAAUCUGUAASEQIBNO-1157 A-108673.2 UUACAGAUUUUUACACAUACUCUSEQIBNO1338 1915-1937
AD-52796.1 A-109008.1 GAAAACAAAGAUUUGGUGUUUSEQIB-NO-1158 A-108595.2 AAACACCAAAUCUUUGUUUUCCGSEQD-NO-1339 1172-1194

174




UUAGGUUGUUUUCUCCACACUCASEQIB-NO

AD-52797.1 A-109016.1 AGUGUGGAGAAAACAACCUAASEQID-NO1159 A-108611.2 1269-1291
AD-52798.1 A-109024.1 GUCUCAAAAUGGAAGGUUAUASEQD-NO-1160 A-108627.2 - 1354-1376
AD-52799.1 A-109032.1 GAAUGAACUGAGGCAAAUUUASEQD-NO-1161 A-108643.2 e 1427-1449
AD-52800.1 A-109040.1 UGAGGCAAAUUUAAAAGGCAASEQID-NO-1162 A-108659.2 - 1435-1457
AD-52801.1 A-109048.1 GUAUGUGUAAAAAUCUGUAAUSEQID-NO-1163 A-108675.2 AUUACAGAUUUUUACACAUACUC 1916-1938
AD-52802.1 A-109009.1 AAAACAAAGAUUUGGUGUUUUSEQ1B-NO-1164 A-108597.2 AAAACACCARAULUVUGUUUUCL 1173-1195
AD-52803.1 A-109017.1 GUGUGGAGAAAACAACCUAAASEQIBNO-1165 A-108613.2 UUUAGGUUGUUUUCUCCATALUC 1270-1292
AD-52804.1 A-109025.1 AUGGAAGGUUAUACUCUAUAASEQID-NO-1166 A-108629.2 - 1362-1384
AD-52805.1 A-109033.1 AAUGAACUGAGGCAAAUUUAASEQ1D-NO-1167 A-108645.2 UUAAAUUUGCCUCAGUUCAUUCASEQD-NO-1348 1428-1450
AD-52806.1 A-109041.1 GAGGCAAAUUUAAAAGGCAAUSEQD-NO-1168 A-108661.2 AUUGCCUUUUAAAUUUGCCUCAGSEQ1B-NO-1349 1436-1458
AD-52807.1 A-109049.1 UAUGUGUAAAAAUCUGUAAUASEQIB-NO-1169 A-108677.2 UAUUACAGAUUUUUACACAUACUSEQD-NO-1350 1917-1939
AD-52808.1 A-109010.1 ACAAAGAUUUGGUGUUUUCUASEQ-B-NO-1170 A-108599.2 UAGAAAACACCAAAUCUUUGUUUSEQID-NO-135% 1176-1198
AD-52809.1 A-109018.1 UGUGGAGAAAACAACCUAAAUSEQIDNO1171 A-108615.2 AUUUAGGUUGUUUUCUCCACACUSEQD-NO-1352 1271-1293
AD-52810.1 A-109026.1 UGGAAGGUUAUACUCUAUAAASEQID-NO1172 A-108631.2 UUUAUAGAGUAUAACCUUCCAUUSEQID-NO1353 1363-1385
AD-52811.1 A-109034.1 AUGAACUGAGGCAAAUUUAAASEQD-NO-1173 A-108647.2 UUUAAAUUUGCCUCAGUUCAUUCSEQIB-NO-1354 1429-1451
AD-52812.1 A-109042.1 AGGCAAAUUUAAAAGGCAAUASEQID-NO-1174 A-108663.2 UAUUGCCUUUUAAAUUUGCCUCASEQIB-NO-1355 1437-1459
AD-52813.1 A-109011.1 AAGAUUUGGUGUUUUCUACUUSEQIB-NO-1175 A-108601.2 AAGUAGAAAACACCAAAUCUUUGSEQIBNO-1356 1179-1201
AD-52814.1 A-109019.1 AAACAACCUAAAUGGUAAAUASEQD-NO-1176 A-108617.2 UAUUUACCAUUUAG_S’:;GUUUUC 1279-1301
AD-52815.1 A-109027.1 AUACUCUAUAAAAUCAACCAASEQID-NO1177 A-108633.2 e 1372-1394
AD-52816.1 A-109035.1 UGAACUGAGGCAAAUUUAAAASEQID-NO-1178 A-108649.2 - 1430-1452
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AD-52817.1 A-109043.1 GGCAAAUUUAAAAGGCAAUAASEQIBDNO-11/S A-108665.2 UUAUUGCCUUUUAAAUUUGCCUCSEQ+D-NO-1360 1438-1460
AD-52818.1 A-109012.1 UUUUCUACUUGGGAUCACAAASEQ-D-NO-1180 A-108603.2 UUUGUGAUCCCAAGUAGAAAACASEQ-1D-NO-1361 1190-1212
AD-52819.1 A-109020.1 AACAACCUAAAUGGUAAAUAUSEQD-NO-1181 A-108619.2 - 1280-1302
AD-52820.1 A-109028.1 UACUCUAUAAAAUCAACCAAASEQIBD-NO-1182 A-108635.2 UUUGGUUGAUUUUAUAGAGUAUA 1373-1395
AD-52821.1 A-109036.1 GAACUGAGGCAAAUUUAAAAASEQIDNO-1183 A-108651.2 - 1431-1453_G21A
AD-52822.1 A-109044.1 CAGAGUAUGUGUAAAAAUCUUSEQIB-NO-1184 A-108667.2 AAGAUUUUUACACAUACUCUGUGSEQ1BD-NO-1365 1912-1934_G21U

Table 10. Modified Sense and antisense strand sequences of ANGPTL3 dsRNAs without GalNal conjugation

These sequences are the same as the sequences listed in Table 8 except that they do not contain GalNal conjugation.

Sense Sequence

Antisense Oligo Sequence

Duplex Sense Oligo (SEQ ID NOS 1366-1546, respectively, in order of Arltlsense (SEQ ID NOS 1547-1727, respectively, in order of
Name Name OligoName
appearance) appearance)

AD-52637.1 | A-108817.1 UfcAfcAfaUfuAfAfGfcUfcCfuUfcUfuUfSEQIBD-NO-1366 | A-108307.2 aAfaGfaAfgGfaGfcuuAfaUfuGfuGfasAfscSEQD-NO-1547
AD-52638.1 | A-108825.1 UfuAfuUfgUfuCfCfUfcUfaGfuUfaUfuUfSEQIBD-NO-1367 | A-108323.2 aAfaUfaAfcUfaGfaggAfaCfaAfuAfasAfsaSEQIB-NO-1548
AD-52639.1 | A-108833.1 GfcUfaUfgUfuAfGfAfcGfaUfgUfaAfaAfSEQIBD-NO1368 | A-108339.2 uUfuUfaCfaUfcGfucuAfaCfaUfaGfcsAfsaSEQ-IB-NO-1549
AD-52640.1 | A-108841.1 GfgAfcAfuGfgUfCfUfuAfaAfgAfcUfuUfSEQIBD-NO-1369 | A-108355.2 aAfaGfuCfuUfuAfagaCfcAfuGfuCfcsCfsaSEQBD-NO-1550
AD-52641.1 | A-108849.1 CfaAfaAfaCfuCfAfAfcAfuAfuUfuGfaUfSEQIB-NO-1370 | A-108371.2 aUfcAfaAfuAfuGfuugAfgUfuUfuUfgsAfsaSEQIBD-NO-1551
AD-52642.1 | A-108857.1 AfcCfaGfuGfaAfAfUfcAfaAfgAfaGfaAfSEQIB-NO1371 | A-108387.2 uUfcUfuCfuUfuGfauuUfcAfcUfgGfusUfsuSEQIBD-NO-1552
AD-52643.1 | A-108818.1 CfaCfaAfuUfaAfGfCfuCfcUfuCfuUfuUfSEQIB-NO-1372 | A-108309.2 aAfaAfgAfaGfgAfgcuUfaAfuUfgUfgsAfsaSEQID-NO-1553
AD-52645.1 | A-108834.1 CfuAfuGfuUfaGfAfCfgAfuGfuAfaAfaAfSEQIB-NO-1373 | A-108341.2 uUfuUfuAfcAfuCfgucUfaAfcAfuAfgsCfsaSEQIBD-NO-1554
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AD-52647.1 | A-108850.1 UfcAfaCfaUfaUfUfUfgAfuCfaGfuCfuUfSEQIB-NO-1374 | A-108373.2 aAfgAfcUfgAfuCfaaaUfaUfgUfuGfasGfsuSEQID-NO-1555
AD-52648.1 | A-108858.1 AfaCfuGfaGfaAfGfAfaCfuAfcAfuAfuAfSEQID-NO-1375 | A-108389.2 uAfuAfuGfuAfgUfucuUfcUfcAfgUfusCfscSEQHD-NO-1556
AD-52649.1 | A-108819.1 | AfcAfaUfuAfaGfCfUfcCfuUfcUfuUfuUfSEQIB-NO-1376 | A-108311.2 aAfaAfaGfaAfgGfagcUfuAfaUfuGfusGfsaSEQHB-NO-1557
AD-52650.1 | A-108827.1 CfuCfcAfgAfgCfCfAfaAfaUfcAfaGfaUfSEQIBD-NO-1377 | A-108327.2 aUfcUfuGfaUfuUfuggCfuCfuGfgAfgsAfsuSEQIB-NO-1558
AD-52651.1 | A-108835.1 CfgAfuGfuAfaAfAfAfuUfuUfaGfcCfaAfSEQIBD-NO-1378 | A-108343.2 uUfgGfcUfaAfaAfuuuUfuAfcAfuCfgsUfscSEQIBD-NO-1559
AD-52652.1 | A-108843.1 GfuCfuUfaAfaGfAfCfuUfuGfuCfcAfuAfSEQID-NO-1379 | A-108359.2 uAfuGfgAfcAfaAfgucUfuUfaAfgAfcsCfsaSEQID-NO-1560

AD-52653.1 | A-108851.1 CfaAfcAfuAfuUfUfGfaUfcAfgUfcUfuUfSEQIB-NO-1380 | A-108375.2 aAfaGfaCfuGfaUfcaaAfuAfuGfuUfgsAfsgSEQID-NO-1561
AD-52654.1 | A-108859.1 AfcUfgAfgAfaGfAfAfcUfaCfaUfaUfaAfSEQID-NO-1381 | A-108391.2 uUfaUfaUfgUfaGfuucUfuCfuCfaGfusUfscSEQ1D-NO-1562
AD-52656.1 | A-108828.1 CfcAfgAfgCfcAfAfAfaUfcAfaGfaUfuUfSEQIB-NO-1382 | A-108329.2 aAfaUfcUfuGfaUfuuuGfgCfuCfuGfgsAfsgSEQIB-NO-1563
AD-52657.1 | A-108836.1 | GfaUfgUfaAfaAfAfUfuUfuAfgCfcAfaUfSEQIB-NO-1383 | A-108345.2 aUfuGfgCfuAfaAfauuUfuUfaCfaUfcsGfsuSEQHB-NO-1564
AD-52658.1 | A-108844.1 UfcUfuAfaAfgAfCfUfuUfgUfcCfaUfaAfSEQIB-NO-1384 | A-108361.2 uUfaUfgGfaCfaAfaguCfuUfuAfaGfasCfscSEQD-NO-1565
AD-52659.1 | A-108852.1 | AfaCfaUfaUfuUfGfAfuCfaGfuCfuUfuUfSEQB-NO-1385 | A-108377.2 aAfaAfgAfcUfgAfucaAfaUfaUfgUfusGfsaSEQIBD-NO-1566
AD-52660.1 | A-108860.1 CfuGfaGfaAfgAfAfCfuAfcAfuAfuAfaAfSEQID-NO-1386 | A-108393.2 uUfuAfuAfuGfuAfguuCfuUfcUfcAfgsUfsuSEQID-NO-1567
AD-52661.1 | A-108821.1 | AfaUfuAfaGfcUfCfCfuUfcUfuUfuUfaUfSEQID-NO-1387 | A-108315.2 aUfaAfaAfaGfaAfggaGfcUfuAfaUfusGfsuSEQIB-NO-1568
AD-52662.1 | A-108829.1 | AfaAfuCfaAfgAfUfUfuGfcUfaUfgUfuAfSEQID-NO1388 | A-108331.2 uAfaCfaUfaGfcAfaauCfuUfgAfuUfusUfsgSEQ1D-NO-1569
AD-52663.1 | A-108837.1 | UfuCfaGfuUfgGfGfAfcAfuGfgUfcUfuAfSEQID-NO-1389 | A-108347.2 uAfaGfaCfcAfuGfuccCfaAfcUfgAfasGfsgSEQID-NO-1570

AD-52664.1 | A-108845.1 GfgGfcCfaAfaUfUfAfaUfgAfcAfuAfuUfSEQID-NO-1390 | A-108363.2 aAfuAfuGfuCfaUfuaaUfuUfgGfcCfcsUfsuSEQ1D-NO-1571
AD-52665.1 | A-108853.1 | AfcAfuAfuUfuGfAfUfcAfgUfcUfuUfuUfSEQID-NO-1391 | A-108379.2 aAfaAfaGfaCfuGfaucAfaAfuAfuGfusUfsgSEQIBD-NO-1572
AD-52666.1 | A-108861.1 | AfgAfaCfuAfcAfUfAfuAfaAfcUfaCfaAfSEQHB-NO-1392 | A-108395.2 uUfgUfaGfuUfuAfuauGfuAfgUfuCfusUfscSEQHD-NO-1573
AD-52667.1 | A-108822.1 | AfuUfaAfgCfuCfCfUfuCfuUfuUfuAfuUfSEQD-NO-1393 | A-108317.2 aAfuAfaAfaAfgAfaggAfgCfuUfaAfusUfsgSEQIB-NO-1574
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AD-52668.1 | A-108830.1 | AfgAfuUfuGfcUfAfUfgUfuAfgAfcGfaUfSEQID-NO-1394 | A-108333.2 aUfcGfuCfuAfaCfauaGfcAfaAfuCfusUfsgSEQID-NO-1575
AD-52669.1 | A-108838.1 UfcAfgUfuGfgGfAfCfaUfgGfuCfuUfaAfSEQIB-NO-1395 | A-108349.2 uUfaAfgAfcCfaUfgucCfcAfaCfuGfasAfsgSEQD-NO-1576
AD-52670.1 | A-108846.1 | GfgCfcAfaAfuUfAfAfuGfaCfaUfaUfuUfSEQHB-NO-1396 | A-108365.2 aAfaUfaUfgUfcAfuuaAfuUfuGfgCfcsCfsuSEQHB-NO-1577
AD-52671.1 | A-108854.1 | CfaUfaUfuUfgAfUfCfaGfuCfuUfuUfuAfSEQIB-NO-1397 | A-108381.2 uAfaAfaAfgAfcUfgauCfaAfaUfaUfgsUfsuSEQD-NO-1578
AD-52672.1 | A-108862.1 UfaCfaUfaUfaAfAfCfuAfcAfaGfuCfaAfSEQID-NO-1398 | A-108397.2 uUfgAfcUfuGfuAfguuUfaUfaUfgUfasGfsuSEQBD-NO-1579
AD-52673.1 | A-108823.1 | UfuUfuAfuUfgUfUfCfcUfcUfaGfuUfaUfSEQID-NO-1399 | A-108319.2 aUfaAfcUfaGfaGfgaaCfaAfuAfaAfasAfsgSEQID-NO-1580
AD-52674.1 | A-108831.1 UfuGfcUfaUfgUfUfAfgAfcGfaUfgUfaAfSEQID-NO-1400 | A-108335.2 uUfaCfaUfcGfuCfuaaCfaUfaGfcAfasAfsuSEQID-NO-1581
AD-52675.1 | A-108839.1 CfaGfuUfgGfgAfCfAfuGfgUfcUfuAfaAfSEQID-NO-1401 | A-108351.2 uUfuAfaGfaCfcAfuguCfcCfaAfcUfgsAfsaSEQ1BD-NO-1582
AD-52676.1 | A-108847.1 | AfaAfuUfaAfuGfAfCfaUfaUfuUfcAfaAfSEQIB-NO-1402 | A-108367.2 uUfuGfaAfaUfaUfgucAfuUfaAfuUfusGfsgSEQB-NO-1583
AD-52677.1 | A-108855.1 | GfaUfcAfgUfcUfUfUfuUfaUfgAfuCfuAfSEQD-NO-1403 | A-108383.2 uAfgAfuCfaUfaAfaaaGfaCfuGfaUfcsAfsaSEQB-NO-1584
AD-52678.1 | A-108863.1 AfcAfuAfuAfaAfCfUfaCfaAfgUfcAfaAfSEQIB-NO-1404 | A-108399.2 uUfuGfaCfuUfgUfaguUfuAfuAfuGfusAfsgSEQIB-NO-1585
AD-52679.1 | A-108824.1 | UfuUfaUfuGfuUfCfCfuCfuAfgUfuAfuUfSEQID-NO-1405 | A-108321.2 aAfuAfaCfuAfgAfggaAfcAfaUfaAfasAfsaSEQID-NO-1586
AD-52680.1 | A-108832.1 UfgCfuAfuGfuUfAfGfaCfgAfuGfuAfaAfSEQID-NO-1406 | A-108337.2 uUfuAfcAfuCfgUfcuaAfcAfuAfgCfasAfsaSEQID-NO-1587
AD-52681.1 | A-108840.1 GfgGfaCfaUfgGfUfCfuUfaAfaGfaCfuUfSEQID-NO-1407 | A-108353.2 aAfgUfcUfuUfaAfgacCfaUfgUfcCfcsAfsaSEQID-NO-1588
AD-52682.1 | A-108848.1 UfgAfcAfuAfuUfUfCfaAfaAfaCfuCfaAfSEQID-NO-1408 | A-108369.2 uUfgAfgUfuUfuUfgaaAfuAfuGfuCfasUfsuSEQ1BD-NO-1589
AD-52683.1 | A-108856.1 | AfuCfaGfuCfuUfUfUfuAfuGfaUfcUfaUfSEQID-NO-1409 | A-108385.2 aUfaGfaUfcAfuAfaaaAfgAfcUfgAfusCfsaSEQIBD-NO-1590
AD-52684.1 | A-108864.1 CfaUfaUfaAfaCfUfAfcAfaGfuCfaAfaAfSEQIB-NO-1410 | A-108401.2 uUfuUfgAfcUfuGfuagUfuUfaUfaUfgsUfsaSEQBD-NO-1591
AD-52685.1 | A-108872.1 CfuUfgAfaCfuCfAfAfcUfcAfaAfaCfuUfSEQID-NO-1411 | A-108417.2 aAfgUfuUfuGfaGfuugAfgUfuCfaAfgsUfsgSEQID-NO-1592
AD-52686.1 | A-108880.1 CfuAfcUfuCfaAfCfAfaAfaAfgUfgAfaAfSEQIB-NO-1412 | A-108433.2 uUfuCfaCfuUfuUfuguUfgAfaGfuAfgsAfsaSEQB-NO-1593
AD-52687.1 | A-108888.1 AfaGfaGfcAfaCfUfAfaCfuAfaCfuUfaAfSEQID-NO-1443 | A-108449.2 uUfaAfgUfuAfgUfuagUfuGfcUfcUfusCfsuSEQ1B-NO-1594
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AD-52688.1 | A-108896.1 AfaAfcAfaGfaUfAfAfuAfgCfaUfcAfaAfSEQIDNO1414 | A-108465.2 uUfuGfaUfgCfuAfuuaUfcUfuGfuUfusUfsuSEQ+D-NO-1595
AD-52689.1 | A-108904.1 GfcAfuAfgUfcAfAfAfuAfaAfaGfaAfaUfSEQID-NO-1415 | A-108481.2 aUfuUfcUfuUfuAfuuuGfaCfuAfuGfcsUfsgSEQD-NO-1596
AD-52690.1 | A-108865.1 | AfuAfuAfaAfcUfAfCfaAfgUfcAfaAfaAfSEQHB-NO-1416 | A-108403.2 uUfuUfuGfaCfuUfguaGfuUfuAfuAfusGfsuSEQ+B-NO-1597
AD-52691.1 | A-108873.1 | GfaAfcUfcAfaCfUfCfaAfaAfcUfuGfaAfSEQB-NO-1417 | A-108419.2 uUfcAfaGfuUfuUfgagUfuGfaGfuUfcsAfsaSEQHB-NO-1598
AD-52692.1 | A-108881.1 UfaCfuUfcAfaCfAfAfaAfaGfuGfaAfaUfSEQID-NO- 1418 | A-108435.2 aUfuUfcAfcUfuUfuugUfuGfaAfgUfasGfsaSEQ1BD-NO-1599
AD-52693.1 | A-108889.1 AfgAfgCfaAfcUfAfAfcUfaAfcUfuAfaUfSEQIBD-NO-1419 | A-108451.2 aUfuAfaGfuUfaGfuuaGfuUfgCfuCfusUfscSEQBD-NO-1600
AD-52694.1 | A-108897.1 GfaUfaAfuAfgCfAfUfcAfaAfgAfcCfuUfSEQID-NO-1420 | A-108467.2 aAfgGfuCfuUfuGfaugCfuAfuUfaUfcsUfsuSEQBD-NO-1601
AD-52695.1 | A-108905.1 CfaUfaGfuCfaAfAfUfaAfaAfgAfaAfuAfSEQID-NO-1421 | A-108483.2 uAfuUfuCfuUfuUfauuUfgAfcUfaUfgsCfsuSEQD-NO-1602
AD-52696.1 | A-108866.1 UfaUfaAfaCfuAfCfAfaGfuCfaAfaAfaUfSEQ1B-NO-1422 | A-108405.2 aUfuUfuUfgAfcUfuguAfgUfuUfaUfasUfsgSEQHB-NO-16063
AD-52697.1 | A-108874.1 AfaCfuCfaAfcUfCfAfaAfaCfuUfgAfaAfSEQIB-NO-1423 | A-108421.2 uUfuCfaAfgUfuUfugaGfuUfgAfgUfusCfsaSEQ-HB-NO-1604
AD-52698.1 | A-108882.1 AfcUfuCfaAfcAfAfAfaAfgUfgAfaAfuAfSEQID-NO-1424 | A-108437.2 uAfuUfuCfaCfuUfuuuGfuUfgAfaGfusAfsgSEQIB-NO-1605
AD-52699.1 | A-108890.1 GfaGfcAfaCfuAfAfCfuAfaCfuUfaAfuUfSEQID-NO-1425 | A-108453.2 aAfuUfaAfgUfuAfguuAfgUfuGfcUfcsUfsuSEQID-NO-1606
AD-52700.1 | A-108898.1 AfaCfcAfaCfaGfCfAfuAfgUfcAfaAfuAfSEQID-NO-1426 | A-108469.2 uAfuUfuGfaCfuAfugcUfgUfuGfgUfusUfsaSEQIBD-NO-1607
AD-52701.1 | A-108906.1 AfgUfcAfaAfuAfAfAfaGfaAfaUfaGfaAfSEQID-NO-1427 | A-108485.2 uUfcUfaUfuUfcUfuuuAfuUfuGfaCfusAfsuSEQBD-NO-1608
AD-52702.1 | A-108867.1 AfgUfcAfaAfaAfUfGfaAfgAfgGfuAfaAfSEQID-NO-1428 | A-108407.2 uUfuAfcCfuCfuUfcauUfuUfuGfaCfusUfsgSEQD-NO-1609
AD-52703.1 | A-108875.1 CfuUfgAfaAfgCfCfUfcCfuAfgAfaGfaAfSEQID-NO-1429 | A-108423.2 uUfcUfuCfuAfgGfaggCfuUfuCfaAfgsUfsuSEQB-NO-1610
AD-52704.1 | A-108883.1 CfuUfcAfaCfaAfAfAfaGfuGfaAfaUfaUfSEQID-NO-1430 | A-108439.2 aUfaUfuUfcAfcUfuuuUfgUfuGfaAfgsUfsaSEQIBD-NO-1611
AD-52705.1 | A-108891.1 CfaAfcUfaAfcUfAfAfcUfuAfaUfuCfaAfSEQIBD-NO-1431 | A-108455.2 uUfgAfaUfuAfaGfuuaGfuUfaGfuUfgsCfsuSEQBD-NO-1612
AD-52706.1 | A-108899.1 AfcCfaAfcAfgCfAfUfaGfuCfaAfaUfaAfSEQID-NO-1432 | A-108471.2 uUfaUfuUfgAfcUfaugCfuGfuUfgGfusUfsuSEQ+B-NO-1613
AD-52707.1 | A-108907.1 GfaAfcCfcAfcAfGfAfaAfuUfuCfuCfuAfSEQIBD-NO-1433 | A-108487.2 uAfgAfgAfaAfuUfucuGfuGfgGfuUfcsUfsuSEQIB-NO-1614

179




AD-52708.1 | A-108868.1 GfaAfuAfuGfuCfAfCfuUfgAfaCfuCfaAfSEQID-NO-1434 | A-108409.2 uUfgAfgUfuCfaAfgugAfcAfuAfuUfcsUfsuSEQID-NO-1615
AD-52709.1 | A-108876.1 UfgAfaAfgCfcUfCfCfuAfgAfaGfaAfaAfSEQID-NO-1435 | A-108425.2 uUfuUfcUfuCfuAfggaGfgCfuUfuCfasAfsgSEQIB-NO-1616
AD-52710.1 | A-108884.1 | UfuCfaAfcAfaAfAfAfgUfgAfaAfuAfuUfSEQID-NO-1436 | A-108441.2 aAfuAfuUfuCfaCfuuuUfuGfuUfgAfasGfsuSEQHB-NO-1617
AD-52711.1 | A-108892.1 | AfaCfuAfaCfuAfAfCfuUfaAfuUfcAfaAfSEQIB-NO-1437 | A-108457.2 uUfuGfaAfuUfaAfguuAfgUfuAfgUfusGfscSEQID-NO-1618
AD-52712.1 | A-108900.1 CfcAfaCfaGfcAfUfAfgUfcAfaAfuAfaAfSEQID-NO-1438 | A-108473.2 uUfuAfuUfuGfaCfuauGfcUfgUfuGfgsUfsuSEQIBD-NO-1619
AD-52713.1 | A-108908.1 AfaCfcCfaCfaGfAfAfaUfuUfcUfcUfaUfSEQID-NO-1439 | A-108489.2 aUfaGfaGfaAfaUfuucUfgUfgGfgUfusCfsuSEQIB-NO-1620
AD-52714.1 | A-108869.1 UfgUfcAfcUfuGfAfAfcUfcAfaCfuCfaAfSEQIBD-NO-1440 | A-108411.2 uUfgAfgUfuGfaGfuucAfaGfuGfaCfasUfsaSEQB-NO-1621
AD-52715.1 | A-108877.1 GfaAfaGfcCfuCfCfUfaGfaAfgAfaAfaAfSEQID-NO-1441 | A-108427.2 uUfuUfuCfuUfcUfaggAfgGfcUfuUfcsAfsaSEQID-NO-1622
AD-52716.1 | A-108885.1 | AfaUfaUfuUfaGfAfAfgAfgCfaAfcUfaAfSEQID-NO-1442 | A-108443.2 uUfaGfuUfgCfuCfuucUfaAfaUfaUfusUfscSEQIBD-NO-1623
AD-52717.1 | A-108893.1 AfcUfaAfcUfaAfCfUfuAfaUfuCfaAfaAfSEQIB-NO-1443 | A-108459.2 uUfuUfgAfaUfuAfaguUfaGfuUfaGfusUfsgSEQIB-NO-1624
AD-52718.1 | A-108901.1 CfaAfcAfgCfaUfAfGfuCfaAfaUfaAfaAfSEQIB-NO-1444 | A-108475.2 uUfuUfaUfuUfgAfcuaUfgCfuGfuUfgsGfsuSEQIBD-NO-1625
AD-52719.1 | A-108909.1 CfcAfcAfgAfaAfUfUfuCfuCfuAfuCfuUfSEQID-NO-1445 | A-108491.2 aAfgAfuAfgAfgAfaauUfuCfuGfuGfgsGfsuSEQIBD-NO-1626
AD-52720.1 | A-108870.1 GfuCfaCfuUfgAfAfCfuCfaAfcUfcAfaAfSEQID-NO-1446 | A-108413.2 uUfuGfaGfuUfgAfguuCfaAfgUfgAfcsAfsuSEQIBD-NO-1627
AD-52721.1 | A-108878.1 CfuCfcUfaGfaAfGfAfaAfaAfaUfuCfuAfSEQID-NO-1447 | A-108429.2 uAfgAfaUfuUfuUfucuUfcUfaGfgAfgsGfscSEQIB-NO-1628
AD-52722.1 | A-108886.1 AfuUfuAfgAfaGfAfGfcAfaCfuAfaCfuAfSEQID-NO-1448 | A-108445.2 uAfgUfuAfgUfuGfcucUfuCfuAfaAfusAfsuSEQID-NO-1629
AD-52723.1 | A-108894.1 CfuAfaCfuAfaCfUfUfaAfuUfcAfaAfaUfSEQIBD-NO-1449 | A-108461.2 aUfuUfuGfaAfuUfaagUfuAfgUfuAfgsUfsuSEQBD-NO-1630
AD-52724.1 | A-108902.1 CfaGfcAfuAfgUfCfAfaAfuAfaAfaGfaAfSEQID-NO-1450 | A-108477.2 uUfcUfuUfuAfuUfugaCfuAfuGfcUfgsUfsuSEQIBD-NO-1631
AD-52725.1 | A-108910.1 GfaAfaUfaAfgAfAfAfuGfuAfaAfaCfaUfSEQIBD-NO-1451 | A-108493.2 aUfgUfuUfuAfcAfuuuCfuUfaUfuUfcsAfsuSEQIBD-NO-1632
AD-52726.1 | A-108871.1 UfcAfcUfuGfaAfCfUfcAfaCfuCfaAfaAfSEQHB-NO-1452 | A-108415.2 uUfuUfgAfgUfuGfaguUfcAfaGfuGfasCfsaSEQ+HB-NO-1633
AD-52727.1 | A-108879.1 UfcUfaCfuUfcAfAfCfaAfaAfaGfuGfaAfSEQID-NO-1453 | A-108431.2 uUfcAfcUfuUfuUfguuGfaAfgUfaGfasAfsuSEQIBD-NO-1634
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AD-52728.1 | A-108887.1 UfuUfaGfaAfgAfGfCfaAfcUfaAfcUfaAfSEQID-NO-1454 | A-108447.2 uUfaGfuUfaGfuUfgcuCfuUfcUfaAfasUfsaSEQIBD-NO-1635
AD-52729.1 | A-108895.1 AfaAfaCfaAfgAfUfAfaUfaGfcAfuCfaAfSEQIB-NO-1455 | A-108463.2 uUfgAfuGfcUfaUfuauCfuUfgUfuUfusUfscSEQIBD-NO-1636
AD-52730.1 | A-108903.1 AfgCfaUfaGfuCfAfAfaUfaAfaAfgAfaAfSEQID-NO-1456 | A-108479.2 uUfuCfuUfuUfaUfuugAfcUfaUfgCfusGfsuSEQ1B-NO-1637
AD-52731.1 | A-108958.1 | AfgAfcCfcAfgCfAfAfcUfcUfcAfaGfuUfSEQIB-NO-1457 | A-108495.2 aAfcUfuGfaGfaGfuugCfuGfgGfuCfusGfsaSEQB-NO-1638
AD-52732.1 | A-108966.1 AfgUfcCfaUfgGfAfCfaUfuAfaUfuCfaAfSEQID-NO-1458 | A-108511.2 uUfgAfaUfuAfaUfgucCfaUfgGfaCfusAfscSEQD-NO-1639
AD-52733.1 | A-108974.1 GfaUfgGfaUfcAfCfAfaAfaCfuUfcAfaUfSEQID-NO-1459 | A-108527.2 aUfuGfaAfgUfuUfuguGfaUfcCfaUfcsUfsaSEQID-NO-1640
AD-52734.1 | A-108982.1 CfuAfgAfgAfaGfAfUfaUfaCfuCfcAfuAfSEQID-NO-1460 | A-108543.2 uAfuGfgAfgUfaUfaucUfuCfuCfuAfgsGfscSEQID-NO-1641
AD-52735.1 | A-108990.1 AfaAfgAfcAfaCfAfAfaCfaUfuAfuAfuUfSEQID-NO-1461 | A-108559.2 aAfuAfuAfaUfgUfuugUfuGfuCfuUfusCfscSEQ-1D-NO-1642
AD-52736.1 | A-108998.1 | CfaUfuAfuAfuUfGfAfaUfaUfuCfuUfuUfSEQIB-NO-1462 | A-108575.2 aAfaAfgAfaUfaUfucaAfuAfuAfaUfgsUfsuSEQ1B-NO-1643
AD-52737.1 | A-108959.1 GfaCfcCfaGfcAfAfCfuCfuCfaAfgUfuUfSEQIB-NO-1463 | A-108497.2 aAfaCfuUfgAfgAfguuGfcUfgGfgUfcsUfsgSEQIB-NO-1644
AD-52739.1 | A-108975.1 GfgAfuCfaCfaAfAfAfcUfuCfaAfuGfaAfSEQIB-NO-1464 | A-108529.2 uUfcAfuUfgAfaGfuuuUfgUfgAfuCfcsAfsuSEQIBD-NO-1645
AD-52740.1 | A-108983.1 GfaAfgAfuAfuAfCfUfcCfaUfaGfuGfaAfSEQID-NO-1465 | A-108545.2 uUfcAfcUfaUfgGfaguAfuAfuCfuUfcsUfscSEQID-NO-1646
AD-52741.1 | A-108991.1 GfaCfaAfcAfaAfCfAfuUfaUfaUfuGfaAfSEQIBD-NO-1466 | A-108561.2 uUfcAfaUfaUfaAfuguUfuGfuUfgUfcsUfsuSEQIBD-NO-1647
AD-52742.1 | A-108999.1 GfgGfaAfaUfcAfCfGfaAfaCfcAfaCfuAfSEQIB-NO-1467 | A-108577.2 uAfgUfuGfgUfuUfcguGfaUfuUfcCfcsAfsaSEQID-NO-1648
AD-52743.1 | A-108960.1 AfcCfcAfgCfaAfCfUfcUfcAfaGfuUfuUfSEQID-NO-1468 | A-108499.2 aAfaAfcUfuGfaGfaguUfgCfuGfgGfusCfsuSEQD-NO-1649
AD-52744.1 | A-108968.1 GfgAfcAfuUfaAfUfUfcAfaCfaUfcGfaAfSEQIB-NO-1469 | A-108515.2 uUfcGfaUfgUfuGfaauUfaAfuGfuCfcsAfsuSEQIBD-NO-1650
AD-52745.1 | A-108976.1 GfaUfcAfcAfaAfAfCfuUfcAfaUfgAfaAfSEQIBD-NO-1470 | A-108531.2 uUfuCfaUfuGfaAfguuUfuGfuGfaUfcsCfsaSEQD-NO-1651
AD-52746.1 | A-108984.1 AfcUfcCfaUfaGfUfGfaAfgCfaAfuCfuAfSEQD-NO-1471 | A-108547.2 uAfgAfuUfgCfuUfcacUfaUfgGfaGfusAfsuSEQID-NO-1652
AD-52747.1 | A-108992.1 | AfcAfaCfaAfaCfAfUfuAfuAfuUfgAfaUfSEQID-NO-1472 | A-108563.2 aUfuCfaAfuAfuAfaugUfuUfgUfuGfusCfsuSEQHB-NO-1653
AD-52748.1 | A-109000.1 GfgAfaAfuCfaCfGfAfaAfcCfaAfcUfaUfSEQIB-NO1473 | A-108579.2 aUfaGfuUfgGfuUfucgUfgAfuUfuCfcsCfsaSEQIB-NO-1654
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AD-52749.1 | A-108961.1 CfcCfaGfcAfaCfUfCfuCfaAfgUfuUfuUfSEQID-NO-1474 | A-108501.2 aAfaAfaCfuUfgAfgagUfuGfcUfgGfgsUfscSEQID-NO-1655
AD-52750.1 | A-108969.1 GfaCfaUfuAfaUfUfCfaAfcAfuCfgAfaUfSEQID-NO-1475 | A-108517.2 aUfuCfgAfuGfuUfgaaUfuAfaUfgUfcsCfsaSEQD-NO-1656
AD-52751.1 | A-108977.1 | AfaCfgUfgGfgAfGfAfaCfuAfcAfaAfuAfSEQHBNO-1476 | A-108533.2 uAfuUfuGfuAfgUfucuCfcCfaCfgUfusUfscSEQHID-NO-1657
AD-52752.1 | A-108985.1 | CfuCfcAfuAfgUfGfAfaGfcAfaUfcUfaAfSEQIB-NO-1477 | A-108549.2 uUfaGfaUfuGfcUfucaCfuAfuGfgAfgsUfsaSEQID-NO-1658
AD-52753.1 | A-108993.1 CfaAfcAfaAfcAfUfUfaUfaUfuGfaAfuAfSEQID-NO-1478 | A-108565.2 uAfuUfcAfaUfaUfaauGfuUfuGfuUfgsUfscSEQIBD-NO-1659
AD-52754.1 | A-109001.1 GfaAfaUfcAfcGfAfAfaCfcAfaCfuAfuAfSEQID-NO-1479 | A-108581.2 uAfuAfgUfuGfgUfuucGfuGfaUfuUfcsCfscSEQD-NO-1660
AD-52755.1 | A-108962.1 CfuCfuCfaAfgUfUfUfuUfcAfuGfuCfuAfSEQIBD-NO-1480 | A-108503.2 uAfgAfcAfuGfaAfaaaCfuUfgAfgAfgsUfsuSEQID-NO-1661
AD-52756.1 | A-108970.1 AfcAfuUfaAfuUfCfAfaCfaUfcGfaAfuAfSEQIBD-NO-1481 | A-108519.2 uAfuUfcGfaUfgUfugaAfuUfaAfuGfusCfscSEQIBD-NO-1662
AD-52757.1 | A-108978.1 | GfgGfaGfaAfcUfAfCfaAfaUfaUfgGfuUfSEQID-NO-1482 | A-108535.2 aAfcCfaUfaUfuUfguaGfuUfcUfcCfcsAfscSEQHB-NO-1663
AD-52758.1 | A-108986.1 | UfcCfaUfaGfuGfAfAfgCfaAfuCfuAfaUfSEQHD-NO-1483 | A-108551.2 aUfuAfgAfuUfgCfuucAfcUfaUfgGfasGfsuSEQHB-NO-1664
AD-52759.1 | A-108994.1 AfaCfaAfaCfaUfUfAfuAfuUfgAfaUfaUfSEQD-NO-1484 | A-108567.2 aUfaUfuCfaAfuAfuaaUfgUfuUfgUfusGfsuSEQBD-NO-1665
AD-52760.1 | A-109002.1 UfgGfcAfaUfgUfCfCfcCfaAfuGfcAfaUfSEQID-NO-1485 | A-108583.2 aUfuGfcAfuUfgGfggaCfaUfuGfcCfasGfsuSEQ1BD-NO-1666
AD-52761.1 | A-108963.1 UfcAfgGfuAfgUfCfCfaUfgGfaCfaUfuAfSEQID-NO-1486 | A-108505.2 uAfaUfgUfcCfaUfggaCfuAfcCfuGfasUfsaSEQD-NO-1667
AD-52762.1 | A-108971.1 UfuAfaUfuCfaAfCfAfuCfgAfaUfaGfaUfSEQID-NO-1487 | A-108521.2 aUfcUfaUfuCfgAfuguUfgAfaUfuAfasUfsgSEQID-NO-1668
AD-52763.1 | A-108979.1 GfgAfgAfaCfuAfCfAfaAfuAfuGfgUfuUfSEQID-NO- 1488 | A-108537.2 aAfaCfcAfuAfuUfuguAfgUfuCfuCfcsCfsaSEQID-NO-1669
AD-52764.1 | A-108987.1 CfcAfuAfgUfgAfAfGfcAfaUfcUfaAfuUfSEQID-NO-1489 | A-108553.2 aAfuUfaGfaUfuGfcuuCfaCfuAfuGfgsAfsgSEQID-NO-1670
AD-52765.1 | A-108995.1 | AfcAfaAfcAfuUfAfUfaUfuGfaAfuAfuUfSEQIBD-NO-1490 | A-108569.2 aAfuAfuUfcAfaUfauaAfuGfuUfuGfusUfsgSEQID-NO-1671
AD-52766.1 | A-109003.1 AfaUfgCfaAfuCfCfCfgGfaAfaAfcAfaAfSEQIB-NO-1491 | A-108585.2 uUfuGfuUfuUfcCfgggAfuUfgCfaUfusGfsgSEQID-NO-1672
AD-52767.1 | A-108964.1 CfaGfgUfaGfuCfCfAfuGfgAfcAfuUfaAfSEQIB-NO-1492 | A-108507.2 uUfaAfuGfuCfcAfuggAfcUfaCfcUfgsAfsuSEQIBD-NO-1673
AD-52768.1 | A-108972.1 UfuCfaAfcAfuCfGfAfaUfaGfaUfgGfaUfSEQID-NO-1493 | A-108523.2 aUfcCfaUfcUfaUfucgAfuGfuUfgAfasUfsuSEQID-NO-1674
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AD-52769.1 | A-108980.1 GfuUfgGfgCfcUfAfGfaGfaAfgAfuAfuAfSEQID-NO-1494 | A-108539.2 uAfuAfuCfuUfcUfcuaGfgCfcCfaAfcsCfsaSEQID-NO-1675
AD-52770.1 | A-108988.1 CfaUfaGfuGfaAfGfCfaAfuCfuAfaUfuAfSEQID-NO-1495 | A-108555.2 uAfaUfuAfgAfuUfgcuUfcAfcUfaUfgsGfsaSEQIB-NO-1676
AD-52771.1 | A-108996.1 | AfaCfaUfuAfuAfUfUfgAfaUfaUfuCfuUfSEQB-NO-1496 | A-108571.2 aAfgAfaUfaUfuCfaauAfuAfaUfgUfusUfsgSEQID-NO-1677
AD-52772.1 | A-109004.1 | GfcAfaUfcCfcGfGfAfaAfaCfaAfaGfaUfSEQHB-NOG-1497 | A-108587.2 aUfcUfuUfgUfuUfuccGfgGfaUfuGfcsAfsuSEQID-NO-1678
AD-52773.1 | A-108965.1 | GfgUfaGfuCfcAfUfGfgAfcAfuUfaAfuUfSEQIB-NO-1498 | A-108509.2 aAfuUfaAfuGfuCfcauGfgAfcUfaCfcsUfsgSEQHB-NO-1679
AD-52774.1 | A-108973.1 AfuCfgAfaUfaGfAfUfgGfaUfcAfcAfaAfSEQID-NO-1499 | A-108525.2 uUfuGfuGfaUfcCfaucUfaUfuCfgAfusGfsuSEQ1B-NO-1680
AD-52775.1 | A-108981.1 CfcUfaGfaGfaAfGfAfuAfuAfcUfcCfaUfSEQIB-NO-1500 | A-108541.2 aUfgGfaGfuAfuAfucuUfcUfcUfaGfgsCfscSEQD-NO-1681
AD-52776.1 | A-108989.1 GfuUfgGfaAfgAfCfUfgGfaAfaGfaCfaAfSEQIB-NO-1501 | A-108557.2 uUfgUfcUfuUfcCfaguCfuUfcCfaAfcsUfscSEQIB-NO-1682
AD-52777.1 | A-108997.1 | AfcAfuUfaUfaUfUfGfaAfuAfuUfcUfuUfSEQIB-NO-1502 | A-108573.2 aAfaGfaAfuAfuUfcaaUfaUfaAfuGfusUfsuSEQ1B-NO-1683
AD-52778.1 | A-109005.1 CfaAfuCfcCfgGfAfAfaAfcAfaAfgAfuUfSEQIB-NO-15083 | A-108589.2 aAfuCfuUfuGfuUfuucCfgGfgAfuUfgsCfsaSEQBD-NO-1684
AD-52779.1 | A-109013.1 CfuAfcUfuGfgGfAfUfcAfcAfaAfgCfaAfSEQIBD-NO-1504 | A-108605.2 uUfgCfuUfuGfuGfaucCfcAfaGfuAfgsAfsaSEQD-NO-1685
AD-52780.1 | A-109021.1 AfcAfaCfcUfaAfAfUfgGfuAfaAfuAfuAfSEQIBD-NO-1505 | A-108621.2 uAfuAfuUfuAfcCfauuUfaGfgUfuGfusUfsuSEQID-NO-1686
AD-52781.1 | A-109029.1 AfuCfcAfuCfcAfAfCfaGfaUfuCfaGfaAfSEQID-NO-1506 | A-108637.2 uUfcUfgAfaUfcUfguuGfgAfuGfgAfusCfsaSEQID-NO-1687
AD-52782.1 | A-109037.1 AfaCfuGfaGfgCfAfAfaUfuUfaAfaAfgAfSEQID-NO-1507 | A-108653.2 uCfuUfuUfaAfaUfuugCfcUfcAfgUfusCfsaSEQD-NO-1688
AD-52783.1 | A-109045.1 AfgAfgUfaUfgUfGfUfaAfaAfaUfcUfgUfSEQID-NO-1508 | A-108669.2 aCfaGfaUfuUfuUfacaCfaUfaCfuCfusGfsuSEQ1BD-NO-1689
AD-52784.1 | A-109006.1 AfaUfcCfcGfgAfAfAfaCfaAfaGfaUfuUfSEQID-NO-1509 | A-108591.2 aAfaUfcUfuUfgUfuuuCfcGfgGfaUfusGfscSEQD-NO-1690
AD-52785.1 | A-109014.1 UfaCfuUfgGfgAfUfCfaCfaAfaGfcAfaAfSEQIBD-NO-1510 | A-108607.2 uUfuGfcUfuUfgUfgauCfcCfaAfgUfasGfsaSEQ1BD-NO-1691
AD-52786.1 | A-109022.1 CfaAfcCfuAfaAfUfGfgUfaAfaUfaUfaAfSEQIB-NO-1511 | A-108623.2 uUfaUfaUfuUfaCfcauUfuAfgGfuUfgsUfsuSEQID-NO-1692
AD-52787.1 | A-109030.1 | UfuGfaAfuGfaAfCfUfgAfgGfcAfaAfuUfSEQID-NO-1512 | A-108639.2 aAfuUfuGfcCfuCfaguUfcAfuUfcAfasAfsgSEQIB-NO-1693
AD-52788.1 | A-109038.1 AfcUfgAfgGfcAfAfAfuUfuAfaAfaGfgAfSEQID-NO1513 | A-108655.2 uCfcUfuUfuAfaAfuuuGfcCfuCfaGfusUfscSEQIB-NO-1694
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AD-52789.1 | A-109046.1 | GfaGfuAfuGfuGfUfAfaAfaAfuCfuGfuAfSEQIBNO-1514 | A-108671.2 uAfcAfgAfuUfuUfuacAfcAfuAfcUfcsUfsgSEQID-NO-1695
AD-52791.1 | A-109015.1 AfcUfuGfgGfaUfCfAfcAfaAfgCfaAfaAfSEQIB-NO-1515 | A-108609.2 uUfuUfgCfuUfuGfugaUfcCfcAfaGfusAfsgSEQID-NO-1696
AD-52792.1 | A-109023.1 | AfuGfgUfaAfaUfAfUfaAfcAfaAfcCfaAfSEQIB-NO-1516 | A-108625.2 uUfgGfuUfuGfuUfauaUfuUfaCfcAfusUfsuSEQB-NO-1697
AD-52793.1 | A-109031.1 UfgAfaUfgAfaCfUfGfaGfgCfaAfaUfuUfSEQHB-NO-1517 | A-108641.2 aAfaUfuUfgCfcUfcagUfuCfaUfuCfasAfsaSEQHB-NO-1698
AD-52794.1 | A-109039.1 CfuGfaGfgCfaAfAfUfuUfaAfaAfgGfcAfSEQIBD-NO1518 | A-108657.2 uGfcCfuUfuUfaAfauuUfgCfcUfcAfgsUfsuSEQIB-NO-1699
AD-52795.1 | A-109047.1 AfgUfaUfgUfgUfAfAfaAfaUfcUfgUfaAfSEQID-NO-1519 | A-108673.2 uUfaCfaGfaUfuUfuuaCfaCfaUfaCfusCfsuSEQ4B-NO-1700
AD-52796.1 | A-109008.1 | GfaAfaAfcAfaAfGfAfuUfuGfgUfgUfuUfSEQID-NO-1520 | A-108595.2 aAfaCfaCfcAfaAfucuUfuGfuUfuUfcsCfsgSEQID-NO-1701
AD-52797.1 | A-109016.1 AfgUfgUfgGfaGfAfAfaAfcAfaCfcUfaAfSEQD-NO-1521 | A-108611.2 uUfaGfgUfuGfuUfuucUfcCfaCfaCfusCfsaSEQ1D-NO-1702
AD-52798.1 | A-109024.1 | GfuCfuCfaAfaAfUfGfgAfaGfgUfuAfuAfSEQIBD-NO-1522 | A-108627.2 uAfuAfaCfcUfuCfcauUfuUfgAfgAfcsUfsuSEQHD-NO-1703
AD-52799.1 | A-109032.1 | GfaAfuGfaAfcUfGfAfgGfcAfaAfuUfuAfSEQID-NO-1523 | A-108643.2 uAfaAfuUfuGfcCfucaGfuUfcAfuUfcsAfsaSEQ1D-NO-1764
AD-52800.1 | A-109040.1 UfgAfgGfcAfaAfUfUfuAfaAfaGfgCfaAfSEQID-NO-1524 | A-108659.2 uUfgCfcUfuUfuAfaauUfuGfcCfuCfasGfsuSEQD-NO-1705
AD-52801.1 | A-109048.1 | GfuAfuGfuGfuAfAfAfaAfuCfuGfuAfaUfSEQID-NO1525 | A-108675.2 aUfuAfcAfgAfuUfuuuAfcAfcAfuAfcsUfscSEQIB-NO-1706
AD-52802.1 | A-109009.1 | AfaAfaCfaAfaGfAfUfuUfgGfuGfuUfuUfSEQIB-NO-1526 | A-108597.2 aAfaAfcAfcCfaAfaucUfuUfgUfuUfusCfscSEQID-NO-1707
AD-52803.1 | A-109017.1 GfuGfuGfgAfgAfAfAfaCfaAfcCfuAfaAfSEQIB-NO-1527 | A-108613.2 uUfuAfgGfuUfgUfuuuCfuCfcAfcAfcsUfscSEQ-IB-NO-1708
AD-52804.1 | A-109025.1 AfuGfgAfaGfgUfUfAfuAfcUfcUfaUfaAfSEQID-NO-1528 | A-108629.2 uUfaUfaGfaGfuAfuaaCfcUfuCfcAfusUfsuSEQID-NO-1709
AD-52805.1 | A-109033.1 AfaUfgAfaCfuGfAfGfgCfaAfaUfuUfaAfSEQID-NO-1529 | A-108645.2 uUfaAfaUfuUfgCfcucAfgUfuCfaUfusCfsaSEQBD-NO-1710
AD-52806.1 | A-109041.1 GfaGfgCfaAfaUfUfUfaAfaAfgGfcAfaUfSEQID-NO-1530 | A-108661.2 aUfuGfcCfuUfuUfaaaUfuUfgCfcUfcsAfsgSEQID-NO-1711
AD-52807.1 | A-109049.1 UfaUfgUfgUfaAfAfAfaUfcUfgUfaAfuAfSEQID-NO-1531 | A-108677.2 uAfuUfaCfaGfaUfuuuUfaCfaCfaUfasCfsuSEQIBD-NO-1712
AD-52808.1 | A-109010.1 | AfcAfaAfgAfuUfUfGfgUfgUfuUfuCfuAfSEQHB-NO-1532 | A-108599.2 uAfgAfaAfaCfaCfcaaAfuCfuUfuGfusUfsuSEQB-NO-1713
AD-52809.1 | A-109018.1 UfgUfgGfaGfaAfAfAfcAfaCfcUfaAfaUfSEQIBD-NO1533 | A-108615.2 aUfuUfaGfgUfuGfuuuUfcUfcCfaCfasCfsuSEQB-NO-1714
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AD-52810.1 | A-109026.1 UfgGfaAfgGfuUfAfUfaCfuCfuAfuAfaAfSEQID-NO-1534 | A-108631.2 uUfuAfuAfgAfgUfauaAfcCfuUfcCfasUfsuSEQID-NO-1715
AD-52811.1 | A-109034.1 AfuGfaAfcUfgAfGfGfcAfaAfuUfuAfaAfSEQID-NO-1535 | A-108647.2 uUfuAfaAfuUfuGfccuCfaGfuUfcAfusUfscSEQD-NO-1716
AD-52812.1 | A-109042.1 | AfgGfcAfaAfuUfUfAfaAfaGfgCfaAfuAfSEQIB-NO-1536 | A-108663.2 uAfuUfgCfcUfuUfuaaAfuUfuGfcCfusCfsaSEQIB-NO-1717
AD-52813.1 | A-109011.1 | AfaGfaUfuUfgGfUfGfuUfuUfcUfaCfuUfSEQIB-NO-1537 | A-108601.2 aAfgUfaGfaAfaAfcacCfaAfaUfcUfusUfsgSEQID-NO-1718
AD-52814.1 | A-109019.1 AfaAfcAfaCfcUfAfAfaUfgGfuAfaAfuAfSEQIBD-NO-1538 | A-108617.2 uAfuUfuAfcCfaUfuuaGfgUfuGfuUfusUfscSEQIBD-NO-1719
AD-52815.1 | A-109027.1 AfuAfcUfcUfaUfAfAfaAfuCfaAfcCfaAfSEQID-NO-1539 | A-108633.2 uUfgGfuUfgAfuUfuuaUfaGfaGfuAfusAfsaSEQID-NO-1720
AD-52816.1 | A-109035.1 UfgAfaCfuGfaGfGfCfaAfaUfuUfaAfaAfSEQID-NO-1540 | A-108649.2 uUfuUfaAfaUfuUfgccUfcAfgUfuCfasUfsuSEQIBD-NO-1721
AD-52817.1 | A-109043.1 GfgCfaAfaUfuUfAfAfaAfgGfcAfaUfaAfSEQID-NO-1541 | A-108665.2 uUfaUfuGfcCfuUfuuaAfaUfuUfgCfcsUfscSEQID-NO-1722
AD-52818.1 | A-109012.1 | UfuUfuCfuAfcUfUfGfgGfaUfcAfcAfaAfSEQID-NO-1542 | A-108603.2 uUfuGfuGfaUfcCfcaaGfuAfgAfaAfasCfsaSEQ1B-NO-1723
AD-52819.1 | A-109020.1 | AfaCfaAfcCfuAfAfAfuGfgUfaAfaUfaUfSEQID-NO-1543 | A-108619.2 aUfaUfuUfaCfcAfuuuAfgGfulfgUfusUfsuSEQtD-NO-1724
AD-52820.1 | A-109028.1 UfaCfuCfuAfuAfAfAfaUfcAfaCfcAfaAfSEQID-NO-1544 | A-108635.2 uUfuGfgUfuGfaUfuuuAfuAfgAfgUfasUfsaSEQIBD-NO-1725
AD-52821.1 | A-109036.1 GfaAfcUfgAfgGfCfAfaAfuUfuAfaAfaAfSEQID-NO-1545 | A-108651.2 uUfuUfuAfaAfuUfugcCfuCfaGfuUfcsAfsuSEQIB-NO-1726
AD-52822.1 | A-109044.1 | CfaGfaGfuAfuGfUfGfuAfaAfaAfuCfuUfSEQD-NO-1546 | A-108667.2 aAfgAfuUfuUfuAfcacAfuAfcUfcUfgsUfsgSEQD-NO-1727
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We claim:

1. A double-stranded ribonucleic acid (dsRNA)_ agent for inhibiting expression of
Angiopoietin-like 3 (ANGPTL3), wherein—satd-dsRNA—cemprisescomprising a sense strand

and an antisense strand,

wherein

strand comprises at least +5-17 contiguous nucleotides which differ differing-by no more than
3three nucleotides from the complement of nucleotides 244-307 of SEQ ID NO:1.nucleotide

wherein all of the nucleotides of the sense strand and all of the nucleotides of the

antisense strand are modified nucleotides,

wherein at least one of the modified nucleotides is selected from the group consisting

of a 2'-O-methyl modified nucleotide, a 2’-fluoro modified nucleotide, a nucleotide

comprising a 5'-phosphorothioate group, an abasic nucleotide, and a 2’-amino modified

nucleotide, and

wherein a ligand comprising an N-acetylgalactosamine (GalNAc) derivative is

conjugated to at least one strand of the dsRNA agent.

2. A double-stranded ribonucleic acid (dsRNA) agent for inhibiting expression of

Angiopoietin-like 3 (ANGPTL3), wherein the dsRNA agent comprises a sense strand and an

antisense strand,

wherein the antisense strand comprises at least 17 contiguous nucleotides which differ

by no more than three nucleotides from the complement of nucleotides 256-306 of SEQ ID
NO:1,

wherein all of the nucleotides of the sense strand and all of the nucleotides of the

antisense strand are modified nucleotides,

wherein at least one of the modified nucleotides is selected from the group consisting

of a 2'-O-methyl modified nucleotide, a 2[]-fluoro modified nucleotide, a nucleotide

comprising a 5'-phosphorothioate eroup, an abasic nucleotide, and a 2’-amino modified

nucleotide, and
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wherein a ligand comprising an N-acetylgalactosamine (GalNAc) derivative is

conjugated to at least one strand of the dsRNA agent.

3. A double-stranded ribonucleic acid (dsRNA) agent for inhibiting expression of

Angiopoietin-like 3 (ANGPTL3), wherein the dsRNA agent comprises a sense strand and an

antisense strand,

wherein the antisense strand comprises at least 17 contiguous nucleotides which differ

by no more than three nucleotides from the complement of nucleotides 266-299 of SEQ ID

NO:1,

wherein all of the nucleotides of the sense strand and all of the nucleotides of the

antisense strand are modified nucleotides,

wherein at least one of the modified nucleotides is selected from the group consisting

of a 2'-O-methyl modified nucleotide, a 2[]-fluoro modified nucleotide, a nucleotide

comprising a 5'-phosphorothioate eroup, an abasic nucleotide, and a 2’-amino modified

nucleotide, and

wherein a ligand comprising an N-acetylealactosamine (GalNAc) derivative is

conjugated to at least one strand of the dsRNA agent.

4. The dsRNA agent of claim 1, wherein each strand is independently 19-25 nucleotides

in length.

5. The dsRNA agent of claim 1, wherein the dsRNA agent comprises at least one

phosphorothioate or methylphosphonate internucleotide linkage.

6. The dsRNA of claim 1, wherein the GalNAc (N-acetylealactosamine) derivative is

attached through a bivalent or trivalent branched linker.

7. The dsRNA agent of claim 1, wherein the sense and antisense strands comprise

nucleotide sequences selected from the group consisting of
5’ - AUCAGUCUUUUUAUGAUCUAU -3’ (SEQ ID NO: 312) and
5’ - AUAGAUCAUAAAAAGACUGAUCA -3’ (SEQ ID NO: 497);

222



5’ - GAUCAGUCUUUUUAUGAUCUA -3’ (SEQ ID NO: 403) and
S’ - UAGAUCAUAAAAAGACUGAUCAA -3° (SEQ ID NO: 588);
5’ - AUUUGAUCAGUCUUUUUAU -3’ (SEQ ID NO: 61) and

S’ - AUAAAAAGACUGAUCAAAU -3’ (SEQ ID NO: 123);

5’ - UAUUUGAUCAGUCUUUUUA -3’ (SEQ ID NO: 16) and

5’ - UAAAAAGACUGAUCAAAUA -3’ (SEQ ID NO: 78);

S’ - CAUAUUUGAUCAGUCUUUUUA -3’ (SEQ ID NO: 387) and
S’ - UAAAAAGACUGAUCAAAUAUGUU -3’ (SEQ ID NO: 572);
5’ - ACAUAUUUGAUCAGUCUUUUU -3’ (SEQ ID NO: 287) and
S’ - AAAAAGACUGAUCAAAUAUGUUG -3’ (SEQ ID NO: 472);
5’ - AACAUAUUUGAUCAGUCUUUU -3’ (SEQ ID NO: 303) and
S’ - AAAAGACUGAUCAAAUAUGUUGA -3’ (SEQ ID NO: 488);
5’ - ACAUAUUUGAUCAGUCUUU -3’ (SEQ ID NO: 39) and

5’ - AAAGACUGAUCAAAUAUGU -3’ (SEQ ID NO: 101);

5’ - CAACAUAUUUGAUCAGUCUUU -3’ (SEQ ID NO: 294) and
S’ - AAAGACUGAUCAAAUAUGUUGAG -3’ (SEQ ID NO: 479);
5’ -UCAACAUAUUUGAUCAGUCUU -3’ (SEQ ID NO: 358) and
5’ - AAGACUGAUCAAAUAUGUUGAGU -3’ (SEQ ID NO: 543);
5’ - CAACAUAUUUGAUCAGUCU -3’ (SEQ ID NO: 64) and

5’ - AGACUGAUCAAAUAUGUUG -3’ (SEQ ID NO: 126);

5’ - CAAAAACUCAACAUAUUUGAU -3’ (SEQ ID NO: 321) and
S’ - AUCAAAUAUGUUGAGUUUUUGAA -3’ (SEQ ID NO: 506);
S’ - UGACAUAUUUCAAAAACUCAA -3’ (SEQ ID NO: 351) and
5’ - UUGAGUUUUUGAAAUAUGUCAUU -3’ (SEQ ID NO: 536);
5’ - AAAUUAAUGACAUAUUUCAAA -3° (SEQ ID NO: 352) and
5’ - UUUGAAAUAUGUCAUUAAUUUGG -3’ (SEQ ID NO: 537);
S’ - GGCCAAAUUAAUGACAUAUUU -3’ (SEQ ID NO: 285) and

S’ - AAAUAUGUCAUUAAUUUGGCCCU -3’ (SEQ ID NO: 470); and

5’ - GGGCCAAAUUAAUGACAUAUU -3’ (SEQ ID NO: 417) and
S’ - AAUAUGUCAUUAAUUUGGCCCUU -3’ (SEQ ID NO: 602) .
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198. A cell containing the dSRNA agent of claim 1-e+2.

249. A pharmaceutical composition for inhibiting expression of an ANGPTL3_gene,

comprising the dsRNA agent of claim 1-er2-orthe-vector-otclaim20.

10. The pharmaceutical composition of claim 9, wherein the dsRNA agent is present in a

buffered solution.
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2811. An in vitro method of inhibiting ANGPTL3 expression in a cell, the method

comprising:
(a) contacting the cell in—+vitro-with the dsSRNA agent of claim 1-or2-erthe-vecter
ofelaim20; and
(b) maintaining the cell produced in step (a) for a time sufficient to obtain
degradation of the mRNA transcript of an ANGPTL3_gene, thereby inhibiting
expression of the ANGPTL3 gene in the cell.

Y hod-of claim 28 wherein-said-cellis & biect.

0T L of claim 29 wherein the-subiecti .

3112. Use of the dsSRNA agent of claim 1 in the manufacture of a medicament for treating a

subject having a disorder that would benefit from reduction in ANGPTL3 expression,

comprising that the dsRNA agent is to be administered to the subjectThe-method-ofeclaim 30,
wherein the human-subjeetsuffersfromdisorder is a disorder of lipid metabolism.

3213. The method-use of claim 3412, wherein the disorder eftipidmetabolism-is selected

from the group consisting of hypertriglyceridemia, obesity, hyperlipidemia, atherosclerosis,

diabetes, cardiovascular disease, and coronary artery disease-or-hypertrigtyeceridemia.

14. The use of claim 12, further comprising that an additional therapeutic is to be

administered to the subject.

15. The use of claim 14, wherein the additional therapeutic is a statin.

16. The use of claim 12, wherein the dsSRNA agent is to be administered at a dose of 0.5

me/ke to 50 me/ke.
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17. The use of claim 12, wherein the dsSRNA agent that is to be administered to the subject

causes a decrease in one or more serum lipid and/or a decrease in ANGPTL3 protein

accumulation.
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