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SEQ ID NO: 1 - Amino acid sequence of HPV-16 L1

MSLWLPSEAT
LVPKVSGLQY
PLLNKLDDTE
NPGDCFPLEL
PYGDSLFFYL
TSDAQIFNKP
KEYLRHGEEY
VIBQATACQOK
TLGKRKATPT

VYLPPVPVSK
RVFRIHLPDP
NASAYAANAG
INTVIODGDM
RREQMFVRHI,
YWLORAQGHN
DLOFIFQLCK
HTPPAPKEDP
TS8TSTTAKR

VVSTDEYVAR
NKFGFPDTSF
VDNRECISMD
VDTGFGAMDF
FNRAGAVGEN
NGICWGENQLE
ITLTADVMTY
LEXYTEFWEVN
KKRKL

TNIYYHAGTS
YNPDTQRLVW
YRQTQLCLIG
TTLOANKSEV
VPDDLYIKGS
VIVVDTTRST
THSMNSTILE
LEKEKFSADLD

Fig. 15

RLLAVGHPYF
ACVGVEVGRG
CKPPIGEHWG
PLDICTSICK
GSTANLASSEN
NMSLCAARIST
DWNFGLOPPP
QFPLGRKFLL

PCT/IB2012/056912

PIKKPNNNKI
QPLGVGISGH
KGSPCTNVAV
YPDYIKMVSE
YFPTPSGSMV
SETTYKNTNF
GGTLEDTYRF
QAGLKAKPKF

SEQ ID NO: 2 — Human-codon optimised HPV-16 L1 nucleotide sequence

atgtccctgt
gtggtgagcea
agactgetgg
ctggtgccca
aataagttcg
gectgegtag
catctgetga
gtggataaca
tgcaagcccece
aatcctgyeg
gtggacaccg
cccectggaca
ccctacggeg
ttcaacagag
ggcagcacaoyg
accagcgacyg
aatggcatct
aacatgtecc
aaggagtacec
atcaccctca
gactggaact
gtgaccagee
ctgaagaagt
cagttccctc
accctgggea
aagaagogea

ggctgeccag
ccgatgagta
cegtgggccea
aggtgagcgy
gettececga
gcgtggaggt
acaagctigga
gagaatgcecat
ccatcggega
actgtcctcce
goetteggege
tctgraccayg
atagcotgtt
ceggegeegt
ceaacctgge
cocoagatcett
gctggggeaa
tgtgecgecge
tgaggcacgy
cogoocgacgt
tcggectgea
aggccatcge
acaccttectg
tgggcagaaa
agagaaaggc
agcetgtgata

cgaggooace
cgtggceegg
cccctactte
cctgoaatac
caccagette
gggcagagge
cgacaccgag
cagcatggac
geactgggge
cciggaacte
catggacttc
catctgeaag
cttectacetyg
gggcgagaac
cagcagcaac
caacaagccc
ccagetgtte
catcageace
cgaggagtac
gatgacctac
goccocceteet
atgccagaag
ggaggtgaac
gttectgetyg
cacooocace

g

SEQ ID NO: 3 — L2(108-120) epitope

LVEETSFIDA

GAP

gtgtacctge
accaacatct
cccatcaaga
cgggtgttca
tacaaccccyg
cagectetgg
aacgecageyg
tacaagcaga
aagggcagcc
atcaacaccyg
accaccctco
tacceegact
cggcgggage
gtgcececgacg
tactteococta
tactggetce
gtgaccgtgg
agcgagaccea
gacctccagt
atccacagea
ggcggcacce
cacaccecte
ctgaaggaga
caageeggec
acaagcagca

Fig. 16

Fig. 17

cceceecgtgee
actaccacge
ageocaacaa
gaatccacct
acaccgagag
gcgtgggcat
cctacgooge
ccecagetgtyg
cctgcaccaa
tgatccagga
aggccaataa
acatcaagat
agatgttcgt
acctgtacat
ceeceageygyg
agagagccoca
tggataccac
cctacaagaa
teateticoca
tgaacagcac
tggaggacac
cogooectaa
agttcagecge
tgaaggecaa
ccagcaccac

cgtgagcaag
cggecacctce
caacaagatc
gooogacece
actggtgtgy
cagecggecac
caacgccgga
ccteategge
cgtggecgty
cggcgacatg
gagcgaggtyg
ggtgagcegay
geggeaccetyg
caagggcage
ctececatggtyg
gggccacaac
cecggagoaco
caccaactte
getgtgcaag
catcotggay
ctacagattce
ggaggacccc
cgacctyggac
gcctaagtte
cgecaagoegy

60
120
18¢
240
300
360
420
480
505

60
120
180
240
300
360
420
480
540
600
660
720
780
840
200
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1521

13
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SEQ ID NO: 4 — L2(56-81) epitope
GGLGIGTGSG TGGRTGYIPL GTRPET
Fig. 18
SEQ ID NO: 5~ L.2(17-36) epitope
QLYKTCKQAG TCPEDIIPKV
Fig. 19

SEQ ID NO: 6 — L2 BPV(1-88) epitope

MSAREKRVKRA SAYDEYRTCK QAGTCPPDVI PKVEGDTIAD KILKFGGLAI YLGGLGIGTIW
STGRVAAGGS PRYTPLRTAG STSSLAST

Fig. 20

SEQ ID NO: 7 — Human-codon optimised L2(108-120) nucleotide sequence

ctggtggagyg agaccagett categacgce ggageccoog ¢

Fig. 21

SEQ ID NO: 8 — Human-codon optimised L2(56-81) nucleotide sequence

ggeggootgg geatcggoac cggeagogge accgggdgoa ggacceggeota catoccoctg
ggcaccagac cccccacc

Fig. 22

SEQ ID NO: 9 - Human-codon optimised L2(17-38) nucleotide sequence

cagctgtaca agacctgceaa gcaggeocgge acctgcccocee ctgacatcat coecaaggtyg

Fig. 23
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SEQ ID NO: 10 — Human-codon optimised L2 BPV(1-88) nucleotide sequence

atgagcgoecce
caggceggca
aagatcctga
teccaccggca
ageacaagcea

ggaagcgggt
cctgeooeooe
agttceggcgg
gagtggcege
geetggecag

gaagcgggoa
tgacgtgatc
cectgygcecatce
tggaggaagc
catctgatga

agecgectacy
cccaaggtgg
tacctgggecg
cetagataca

Fig. 24

acctgtacceyg
agggcgacac
gocctgggeat
cceccetgeyg

SEQ ID NO: 22 —~ HPV 16 1.1/1.2(108-120) chimaeric polypeptide

MSIWELPSEAT
LVPKVSGLQY
PLLNKLDDTE
NPGDCPPLEL
PYGDSLFFYL
TEDAQIFNKP
KEYLREGEEY
IDAGAPACQK
TLGKRKATPT

VYLPEVPVSK
RVFRIHLPDP
NASAYAANAG
INTVIQDGDM
RREQMFVRHL
YWLORAQGHN
DLOQFIFQLCK
HTPPAPKEDP
TSSTSTTAKR

VVSTDEYVAR
NKFGFPDTSE
VDNRECISMD
VDTGFGAMDE
FNRAGAVGEN
NGICWGNQLF
ITLTADVMTY
LKKYTFWEVN
KKRKEL:

TNIYYHAGTS
YNPDTQRLVW
YRKQTQLCLIG
TTLQANKSEV
VEDDLY IKGS
VTVVDTTRST
THSMNSTILE
LEKEKFSADLD

Fig. 25

RLLAVGHPYFR
ACVGVEVGERG
CKPPIGEHWG
PLDICTSICK
GSTANLASSN
NMSLCAAIST
DUNFGLOREP
QFPLGRKFLL

SEQ ID NO: 23 — HPV 16 L1/L2(56-81) chimaeric polypeptide

MSLWLPSEAT
LVPKVSGLQY
PLLNEKLDDTE
NPGDCPPLEL
PYGDSLFFYL
TSDAQIFNKP
KEYLRHGEEY
GESGETGGERTGY
TLGKRKATPT

VYLPPVPVSK
KVFRIHLEDP
NASAYAANAG
INTVIQDGDM
RREQMEVRHL
YWLORAQGHN
DLOFIFQLCK
IPLGTREPTP
TSSTSTTAKR

VVSTDEYVAR
NKFGFPDTEF
VDNRECISMD
VDTGFGAMDF
FNRAGAVGEN
NGICWGNQLF
ITLTADVMTY
LKKYTFWEVN
KKRKL

TNIYYHAGTS
YNPDTQRLVW
YKQTQLCLIG
TTLOANKSEV
VPDDLYTIKGS
VIVVDTTRST
THSMNSTILE
LEEXFSADLD

Fig. 26

RLLAVGHPYF
ACVGVEVGRG
CKFPIGEHWG
PLDICTSICK
GSTANLASSN
NMSLCAAIST
DWNFGLQPPY
QFPLGRKFLL

SEQ ID NO: 24 —- HPV 16 L1/L2(17-36) chimaeric polypeptide

MSLWLPSEAT
LVPKVSGLQY
PLLNKLDDTE
NPGDCPPLEL
PYGDSLFFYL
TSPAQIFNKP
KEYLREGEEY
QAGTCPPDII
TLGEKRKATPET

VYLPPVPVSK
RVFRIHELPDP
NASAYAARNAG
INTVIQDGDM
RREQMFVRHI:
YWLORAQGHN
DLOFIFQLCK
PKVEAPKEDP
TSSTSTTAKR

VVSTDEYVAR
NKFGFPDTSF
VDNRECISMD
VDTGFGAMDE
FNRAGAVGEN
NGICWGNQLF
ITLTADVMTY
LERYTFWEVN
KKRKI,

TNIYYHAGTS
YNPDTQRLVW
YEQTQLCLIG
TTLOANKEEV
VPDDLYIKGS
VIVVDTTRST
IHSMNSTILE
LEEKFSADLD

Fig. 27

RLLAVGHPYF
ACVGVEVGRG
CKPPIGEHWG
PLDICTSICK
GSTANLASSN
NMSLCARIST
DWNFGLOPPP
QFPLGRKFLL

gacctgcaag
aatcgecgac
tggracetgg
gacecgeegge

PIKKPNNNKI
QPLGVGISGH
KGSPCTNVAV
YPDYIKMVSE
YFPTPEGSMV
SETTYKNTNF
GGTLVEETSF
QAGLKAKPKF

PIKKPNNNKI
QPLGVGISGH
KGSPCTNVAV
YPDYIKMVSE
YFPTRSGSMV
SETTYENTNF
GETGGLGIGT
QAGLKAKPKF

PIKKPNNNKI
QPLGVGISGH
KGSPCINVAV
YPRDYIKMVSE
YFPTPSGSMV
SETTYKNTNF
GGTQLYKTCK
QCAGLKAKPKF

60
120
18¢
240
270

60
120
180
240
300
360
4290
480
505

60
12¢
180
240
300
360
420
480
505

60
120
180
240
300
360
4290
480
505
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SEQ ID NO: 256 — HPV 16 L1/L2 BPV(1-88) chimaeric polypeptide

MSLWLPSEAT
LVPKVSGLQY
PLLNKLDDTE
NPGDCPPLEL
PYGDSLFFYL
TSDAQIFNKP
KEYLRHGEEY
KRASAYDLYR
GGSPRYTPLR

VYLPEVPVSK
RVFRIHLPDP
NASAYAANAG
INTVIQDGDM
RREQMFVRHL
YWLORAQGHN
PLOQFIFQLCK
TCKQAGTCPP
TAGSTSSL.AS

VVSTDEYVAR
NEKFGFPDTSF
VDNRECISMD
VDTGFGAMDF
FNRAGAVGEN
NGICWENQLF
ITLTADVMTY
DVIPKVEGDT
X

TNIYYHAGTS
YNPDTQRLVW
YKQTQLCLIG
TTLOANKSEV
VPDDLYIKGS
VIVVDTTRST
IHSMNSTILE
IADKILKFGG

Fig. 28

RLLAVGHPYF
ACVGVEVGRG
CKPPLIGEHWG
PLDICTSICK
GSTANLASSN
NMSLCAAIST
DWNFGLQPP?P
LATYLGGLGT

PCT/IB2012/056912

PTKKPNNNKI
QPLGVGISGH
KGSPCTNVAY
YPDYIKMVSE
YEPTPSGSMV
SETTYKNTNF
GGTMSARKRV
GTWSTGRVAR

60
120
180
240
360
360
420
4806
501

SEQ ID NO: 26 — Human-codon optimised DNA nucleotide sequence encoding the HPV 16
L1/L2(108-120) chimaeric polypeptide

atgagcetgt
gtggtgagca
agactgctgg
ctggtgecea
aataagttcyg
gcetgegtgy
cctctgetga
gtggataaca
tgcaageeoc
aatcctgycy
gtggacaccg
cooetggaca
ccctacggeg
ttcaacagag
ggragcaccy
accagegacy
aatggcatct
aacatgtccc
aaggagtacc
atcaccctea
gactggaact
atcgacgeccg
ctgaagaagt
cagtteccte
accctgggea
aagaagcgcea

ggcLgoocayg
cegatgagta
ccgtgggccea
aggtgagcgy
gocttececega
gcgtggaggt
acaagctgga
gagaatgcat
cecatcggega
actgteccteo
gctteggege
tctgcaccag
atagcctgte
ceggogoogt
ccaacctgge
cecagatett
getggggeaa
tgtgocgeege
tgaggcacgg
cecgeecgacgt
tcggectgea
gagogoocooge
acaccttectg
tgggcagaaa
agagaaagygce
agctgtgata

cgaggccace
cgtggcccgg
ceectactte
cctgcaatac
caccagcttce
gggcagagge
cgacaccgag
cagcatggac
gcactgggygce
cctggaactc
catggacttc
catoctgcaag
cttctacctyg
gggcgagaac
cagcagcaac
caacaagccce
ccagctgtte
catcageace
cgaggagtac
gatgacctac
gecocecetact
atgcocagaag
ggaggtgaac
gtteocotgotyg
cacgcceccace

g

gtgtacctgc
accaacatct
cecatcaaga
cgggtgttea
tacaacccecg
cagcctcectgg
aacgccageg
tacaagcaga
aagggcagec
atcaacaccyg
accaccctece
taccecgact
cggcgggage
gtgcecgacyg
tacttceccta
tactggetee
gtgaccegtgy
agogagacca
gacctccagt
atccacagea
ggcggcaceoe
cacacgcctce
ctgaaggaga
caageecggeo
acaagcagcea

Fig. 29

ceceeegtgee
actaccacge
agcccaacaa
gaatccacct
acacccagayg
gegtgggeat
cctacgeege
cccagetgtg
cctgcaccaa
tgatccagga
aggeccaataa
acatcaagat
agatgttegt
acctgtacat
ccoccageygg
agagagccca
tggataccac
cctacaagaa
tcatcttcea
tgaacagcac
tggtggagga
cocgocecctaa
agttcagegce
tgaaggccaa
ccageacceac

cgtgagcaag
cggcacctcc
caacaagatc
gooogacece
actggtgtag
cagcggecac
caacgcoggc
ceteategge
cgtggeegty
cggcgacatg
gagcgaggtg
ggtgagegag
gcggecacctyg
caagggeage
ctecatggtg
gggccacaac
ccggagcace
caccaactte
gectgtgcaag
catcctggag
gaccagectte
ggaggacaca
cgacctggac
gcctaagtte
cgccaagcgg

60
120
180
240
300
3860
420
480
540
600
660
720
780
840
sao
2960

1020
1080
1140
1200
1260
1320
l3igQ
1440
i500
1521
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SEQ ID NO: 27 -~ Human-codon optimised DNA nucleotide sequence encoding the HPV 16
1.1/L.2(56-81) chimaeric polypeptide

atgagcctgt
gtggtgagea
agactgctgyg
ctggtgeceoea
aataagttcg
gectgegtgyg
coctctgetyga
gtggataaca
tgcaagcccoo
aatcectgygeg
gtggacaccyg
cecectggaca
ccctacggeg
ttcaacagag
ggcagcaccyg
accagegacyg
aatggcatet
aacatgtcce
aaggagtacc
atcaccctea
gactggaact
ggcagoggca
ctgaagaagt
cagbteecote
accctgggea
aagaaacgga

ggctgoccag
ccgatgagta
cegtgggeea
aggtgagcgy
goeticeccoga
gegtggaggt
acaagctgga
gagaatgcat
ceateggega
actgtoctece
gctteggege
tetgeaccag
atageetgtt
ceggegoeogt
ccaacctgge
cccagatett
gctggggeaa
tgtgecgeoege
tgaggeacgy
ccgocgacgt
tcggectgea
ccgggggeag
acaccttctg
tgggccggaa
ageggaagge
agctgtgatg

cgaggceace
cgtggecogy
ccectactic
cctgecaatac
caccagette
gggcagagge
cgacaccgag
cagcatggac
gcactgggge
cctggaacte
catggactte
catctgcaag
cttectacctg
gggegagaac
cageagcaac
caacaagooe
ccagcetgtie
catecageacc
cgaggagtac
gatgacctac
geeoectect
gaccggctac
ggaggtgaac
gttcetgete
caccccoace
a

gtgtacctge
accaacatct
ceccateaaga
cgggtattca
tacaaccocy
cagcctetgyg
aacgecageyg
tacaagcaga
aagggcagce
atcaacaccg
accaccctce
tacccegact
cggegggagce
gtgeccecgacyg
tacttceccta
tactggectce
gtgaccgtgyg
agcgagacca
gaccteocagt
atccacagca
ggceggcacay
atcccectgy
ctgaaagaga
caggetggge
acctecagea

Fig. 30

ceceocecgtgec
actaccacge
agcccaacaa
gaatcecacct
acacccagag
gecgtgggeat
cctacgeege
cecagetgtg
cetgeaccaa
tgatccagga
aggccaataa
acatcaagat
agatgttcegt
acctgtacat
coeeeagoegyg
agagagccca
tggataccac
coctacaagaa
tecatectteca
tgaacageac
gcggectggy
gcaccagace
agttcageocgce
tgaaggccaa
ccagcaccac

cgtgagcaag
cggcacctce
caacaagate
gogogacece
actggtgtygg
cagcggcoeac
caacgecgge
cctecatecgge
cgtggeegtyg
cggegacatyg
gagcgaggtg
ggtgagegay
gecggeaccty
caagggcagc
ctecatggtyg
gggccacaac
coggageace
caccaactte
gctgtgeaag
catectggag
catcggeacce
ccccaccoee
cgacctggac
gcocaagtte
cgccaagegy

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
114¢
1200
l2e0
1320
1380
1440
1500
1521

SEQ ID NO: 28 — Human-codon optimised DNA nucleotide sequence encoding the HPV 16
L1/L2(17-36) chimaeric polypeptide

atgagecotgt
gtogtogagea
agactgcetgg
ctggtgceca
aataagttcyg
geetgegtgy
cctetgetga
gtggataaca
tgcaageccec
aatcetggeyg
gtggacaccy
ccectggaca
cectacggeyg
ttcaacagayg
ggcagcacecg
aocagegacy
aatggcatct
aacatgteceoc
aaggagtacc
atcaccctea
gactggaact
caggccggca
ctgaagaagt
cagttccoee
accctgggca
aagaazacgga

ggctgcccag
ccgatgagta
cegtgggeca
aggtgagaegy
gettoocoeoga
gcgtggaggt
acaagetgga
gagaatgeat
ccatcggega
actgtcctcec
gecttoggege
tctgcaccag
atagecctgtt
ccggegeegt
ccaacctgge
cccagatctt
gctggggeaa
tgtgcgeege
tgaggcacgy
ccgcogacgt
cocggectgea
cctgeceoeee
acaccttctyg
teggecggaa
agaggaaggc
agctgtgatyg

cgaggccace
cgtggeccgy
cecctactteo
cetgeaatac
caccagette
gggcagaggc
cgacaccgag
cagcatggac
gcactgggge
cctggaacte
catggacttcg
catctgcaag
cttetacetyg
gggcgagaac
cagcagcaac
caacaagceoc
ccagctgttce
catcagcacc
cgaggagtac
gatgacctac
gectectect
tgacatcatc
ggaagtgaac
gttecetgcte
cacccccace
a

gtgtacctgce
accaacatet
ceccatcaaga
cgggtgttca
tacaaccccg
cagoetotgg
aacgcecageyg
tacaagcaga
aagggoagea
atcaacaccy
accaccetee
tacceegact
eggeggygage
gtygcecgacy
tacttoocta
tactggectcc
gtgaccgtgg
agcgagacca
gacctecagt
atccacageca
ggcggcacec
ceoccaaggtge
ctgaaagaga
caggetggec
acaagcagea

Fig. 31

ccoecegtgec
actaccacgc
agccocaacaa
gaatccacct
acacccagayg
gcgtgggeat
cetacgeege
cecagetgtyg
cctgcaccaa
tgatccagga
aggccaataa
acatcaagat
agatgttcgt
acctgtacat
ceoooecagoygy
agagagooca
tggataccac
coctacaagaa
teatcotteea
tgaacagecac
agcetgtacaa
cageeccccaa
agttcagege
tgaaggccaa
ccageaccac

cgtgagcaag
cggeacectec
caacaagatce
goccgaceee
actggtgtgg
cageggecac
caacgeogyce
ccteategge
cgtggcegtg
cggcegacatyg
gagcgaggty
ggtgagcgay
geggcacctg
caagggeage
ctccatggtyg
gggccacaac
coggageace
caccaactte
gctgtgeaag
catcctggag
gacctgcaag
agaggacccc
cgatctggac
geccaagtte
cgceaagoegyg

60
120
180
240
300
360
420
4806
540
600
660
720
780
840
9200
960

1020
1080
1146
1200
1260
1320
1380
1440
1500
1521
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SEQ ID NO: 29 — Human-codon optimised DNA nucleotide sequence encoding the HPV 16
L1/L2 BPV(1-88) chimaeric polypeptide

atgagcctgt
gtggtgagcea
agactgcectgg
ctggtgecea
aataagtteog
gectgegtgg
cctetgotga
gtggataaca
tgcaagegee
aatcctggeg
gtggacacecyg
cecectggaca
ccctacggeg
ttcaacagag
ggcagcaccqg
accagogacyg
aatggecatet
aacatgtcoce
aaggagtacc
atcaccctea
gactggaact
aagcgggeea
gacgtgatecce
ctggccatct
ggaggaagcec
atctgatga

ggctgcecayg
ccgatgagta
ccgtgggeca
aggtgagegg
getteceoega
gegiggaggt
acaagctgga
gagaatgcat
ccatcggega
actgtectee
gocttoggogo
tctgeaccag
atagcectgtt
cecggegeegt
ccaacctgge
cccagatctt
getggggceaa
tgtgegeege
tgaggcacgyg
ccgeogacgt
tcggeetgea
gcgcctacga
ccaaggtgga
acctgggegy
ctagatacac

cgagygccacc
cgtggeeoegg
cecectactte
cctgcaatac
caccagette
gggcagagge
cgacaccgayg
cagcatggac
geactgggge
cctggaactce
catggactic
catctgeaag
cttctacctg
gyggcgagaac
cagcagceaac
caacaageoee
ccagetgtte
catcagcacc
cgaggagtac
gatgacctac
geeteccect
cctgtacegy
gggcgacaca
cetgggeatt
ceeoctgegyg

gtgtacctge
accaacatct
cccatcaaga
cgggtygttcea
tacaaccccyg
cagactetgg
aacgccagceyg
tacaagcaga
aagggcagec
atcaacaccy
accacccter
taccccgact
cggcgggage
gtgcccgacy
tacttceccta
tactggctcce
gtgaccgtyg
agcgagacca
gacctccagt
atccacagcea
ggcggeacca
acctgeaagce
atcgoegaca
ggcacctggt
accgccggea

Fig. 32

ceecegtgee
actaccacgce
agecocaacaa
gaatccacct
acaccecagag
gcgtgggeat
cctacgoege
cccagetgtyg
cctgcaccaa
tgatccagga
aggccaataa
acatcaagatlt
agatgttegt
acctgtacat
ceeeecagoegy
agagagcaga
tggataccac
cctacaagaa
tcatcectteca
tgaacageac
tgagcgeecoy
aggcecggcac
agatcctgaa
ceaccggeag
gcacaagcag

cgtgagcaag
cggcaccteg
caacaagatce
goocgaceco
actggtgtgy
cagcggeeac
caacgccgge
ccteateggao
cgtggeegtyg
cggegacatyg
gagcgaggtyg
ggtgagcgag
gcggcaccty
caagggcage
cteceatggtg
gggccacaac
coggageace
caccaacttce
gctgtgcaag
catcetggag
gaagcgggtyg
ctgecccect
gtteggegge
agtggeccoget
cctggecage

&0
120
1890
240
300
360
420
480
540
500
660
720
780
840
SC0
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1509




