Decomposition of urea
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Carbamoylation of proteins

amino terminus of a peptide used as an example
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Amino Acid o\ Monoisotopic Delta Mass
Composition
Mass
Lysine CH,N,O 128.09496 0
Carbamoyl
Lysine C.H;N.O, 171.10078 43.00582
Carbamoylation * NHCO 43.00582 -
*Note: A proton is lost from the amino group on the protein during
carbamoylation and thus the change in composition is NHCO.

http://ionsource.com/Card/carbam/carbam.htm
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Christison et al, ,Direct Determination of Cyanate in a Urea Solution and a Urea Conltaining Protein Buffer Using a
Reagent-Free lon Chromatography System’, Dionex (www.dionex.com)
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Fig. 7
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Fig. 9
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Fig. 10
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Fig. 11
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Fig. 14
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Fig. 15
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Fig. 17
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Fig. 18
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Fig. 19
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Fig. 22
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