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FIGURE 5
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FIGURE 6

&/7

- Vecter | Termination Transient Transient
Sequence Transfection #1 Transfection #2
(n=2) (n=2)
SV40 late _
pJR108 193 ng/mL sICAM 207 ng/mbL siCAM
(SEQ D NG 11)
BGH _ :
pJR110 " 222 ng/mb sICAM 234 ng/ml. sICAM
(SEQ D NGO 12)
HGH
pdR131 ~ 269 ng/mbL sICAM 257 ng/mL sICAM
(SEQ 1D NO: 8)
FIGURE 7

i

pBiIN-B/kappa

(SEQY ID NO: 123

) Transient
) Termination
. Yector combination Transfection
Sequence
(n=6)
pBID-B/lgG4d + BGH

40 + 6 ng/mb IgG4

pBID/IgG4 +
pBiN/kappa

(SEQ 1D NO: 8)

HGH

54 + 8 ng/mi 1gG4




FIGURE &

(SEQ D NO: 10)

| Vecior | HGH Sequence Transient Transient
{(37UTR} Transfection #1 Transfection #2 |
(n=2) {re=2)
| bp 1 - 324 . | o
pJR131 (SEQ ID NO: 8) 111 ng/ml siCAM 108 ng/ml. sICAM
pJR134 | PP 1-189 98 ng/mL SICAM 83 ng/mL sICAM
(SEQ 1D NO: 9) |
oJR135 | DP 1-113 25 ng/mLSICAM | 25 ng/ml sICAM

FIGURE 9
Product Cell Clone/ Specific Titer in Fed Batch
Cell Pool Productivity Process
3 {pg/cell/day)
G (1) cell clone 23 6.3 g/l (40 L bioreactor)
_ cell pool ,
igG1(2) (800 il MTX) 32 2.5 g/l (shake flask) |
lgG2 cell clone 10 2.1 g/l (2 L bioreactor)
cell pool a4
lgG4 | (800 nM MTX) | 44 2.1 g/l (shake flask) |
Fe fusion
R cell pool - _ _ L
protein (800 1M MTX) 45 3.9 g/l (shake flask)
{laG1)
Fc fusion 5
) cell pool * -
protein ‘ NN 34 3.4 g/l {shake flask)
(19 G2) (800 nM MTX) |




