
SequenceListing 
SEQUENCE LISTING 

<110> 	Boldog, 	Ferenc 
Heartlein, 	Mike 

<120> 	CELLS FOR PRODUCING RECOMBINANT IDURONATE-2-SULFATASE 

<130> 	2006685-0340 

<150> 	61/666,719 
<151> 	2012-06-29 

<160> 	8 

<170> 	Patentin version 3.5 

<210> 	1 
<211> 	525 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	1 

Ser Glu Thr Gln Ala Asn Ser Thr Thr Asp Ala Leu Asn val Leu Leu 
1 	 5 10 15 

Ile Ile val Asp Asp Leu Arg Pro Ser Leu Gly Cys Tyr Gly Asp Lys 
20 25 30 

Leu val Arg ser Pro Asn Ile Asp Gln Leu Ala ser His Ser Leu Leu 
35 40 45 

Phe Gln Asn Ala Phe Ala Gln Gln Ala Val Cys Ala Pro ser Arg val 
50 55 60 

Ser Phe Leu Thr Gly Arg Arg Pro Asp Thr Thr Arg Leu Tyr Asp Phe 
65 	 70 75 80 

Asn Ser Tyr Trp Arg Val His Ala Gly Asn Phe Ser Thr Ile Pro Gln 
85 90 95 

Tyr Phe Lys Glu Asn Gly Tyr val Thr Met Ser val Gly Lys Val Phe 
100 105 110 

His Pro Gly Ile Ser Ser Asn His Thr Asp Asp Ser Pro Tyr Ser Trp 
115 120 125 

Ser Phe Pro Pro Tyr His Pro ser Ser Glu Lys Tyr Glu Asn Thr Lys 
130 135 140 

Thr Cys Arg Gly Pro Asp Gly Glu Leu His Ala Asn Leu Leu Cys Pro 
145 	 150 155 160 

Val Asp val Leu Asp val Pro Glu Gly Thr Leu Pro Asp Lys Gln Ser 
165 170 175 

Thr Glu Gln Ala Ile Gln Leu Leu Glu Lys Met Lys Thr ser Ala Ser 
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SequenceListing 
180 185 190 

pro Phe Phe Leu Ala val Gly Tyr His lys Pr,  Hi= Ile Pro Phe Arg 
195 200 205 

Tyr Pro Lys Glu Phe Gln Lys Leu Tyr Pro Leu Glu Asn Ile Thr Leu 
210 215 220 

Ala Pro Asp Pro Glu val Pro Asp Gly Leu Pro Pro Val Ala Tyr Asn 
225 230 235 240 

Pro Trp Met Asp Ile Arg Gln Arg Glu Asp Val Gln Ala Leu Asn Ile 
245 250 255 

Ser Val Pro Tyr Gly Pro Ile Pro Val Asp Phe Gln Arg Lys Ile Arg 
260 265 270 

Gln Ser Tyr Phe Ala Ser Val Ser Tyr Leu Asp Thr Gln Val Gly Arg 
275 280 285 

Leu Leu Ser Ala Leu Asp Asp Leu Gln Leu Ala Asn Ser Thr Ile Ile 
290 295 300 

Ala Phe Thr Ser Asp His Gly Trp Ala Leu Gly Glu His Gly Glu Trp 
305 310 315 320 

Ala Lys Tyr ser Asn Phe Asp Val Ala Thr His Val Pro Leu Ile Phe 
325 330 335 

Tyr Val Pro Gly Arg Thr Ala Ser Leu Pro Glu Ala Gly Glu Lys Leu 
340 345 350 

Phe Pro Tyr Leu Asp Pro Phe Asp Ser Ala ser Gln Leu Met Glu Pro 
355 360 365 

Gly Arg Gln Ser Met Asp Leu val Glu Leu val Ser Leu Phe Pro Thr 
370 375 380 

Leu Ala Gly Leu Ala Gly Leu Gln Val Pro Pro Arg Cys Pro Val Pro 
385 390 395 400 

Ser Phe His Val Glu Leu Cys Arg Glu Gly Lys Asn Leu Leu Lys His 
405 410 415 

Phe Arg Phe Arg Asp Leu Glu Glu Asp Pro Tyr Leu Pro Gly Asn Pro 
420 425 430 

Arg Glu Leu Ile Ala Tyr Ser Gln Tyr Pro Arg Pro Ser Asp Ile Pro 
435 440 445 

Gln Trp Asn Ser Asp Lys Pro ser Leu Lys Asp Ile Lys Ile Met Gly 
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SeguenceLi sti ng 
450 455 460 

Tyr Ser Ile Arg Thr  Ile Asp Tyr Arg Tyr Thr Val Trp val Gly Phe 
465 470 475 480 

Asn Pro Asp Glu Phe Leu Ala ASn Phe Ser Asp Ile His Ala Gly Glu 
485 490 495 

Leu Tyr Phe Val Asp Ser Asp Pro Leu Gln Asp His Asn Met Tyr Asn 
500 505 510 

Asp ser Gln Gly Gly Asp Leu Phe Gln Leu Leu Met Pro 
515 520 525 

<210> 	2 
<211> 	550 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	2 

Met Pro Pro Pro Arg Thr Gly Arg Gly Leu Leu Trp Leu Gly Leu val 
1 	 5 10 15 

Leu Ser Ser Val Cys Val Ala Leu Gly ser Glu Thr Gln Ala Asn ser 
20 25 30 

Thr Thr Asp Ala Leu Asn Val Leu Leu Ile Ile Val Asp Asp Leu Arg 
35 40 45 

Pro Ser Leu Gly Cys Tyr Gly ASp Lys Leu Val Arg Ser Pro Asn Ile 
50 55 60 

Asp Gln Leu Ala Ser His Ser Leu Leu Phe Gln Asn Ala Phe Ala Gln 
65 70 75 80 

Gln Ala val Cys Ala Pro Ser Arg Val ser Phe Leu Thr Gly Arg Arg 
85 90 95 

Pro Asp Thr Thr Arg Leu Tyr Asp Phe Asn Ser Tyr Trp Arg Val His 
100 105 110 

Ala Gly Asn Phe Ser Thr Ile Pro Gln Tyr Phe Lys Glu Asn Gly Tyr 
115 120 125 

val Thr Met Ser Val Gly Lys Val Phe His Pro Gly Ile Ser Ser Asn 
130 135 140 

His Thr Asp Asp Ser Pro Tyr ser Trp Ser Phe Pro Pro Tyr His Pro 
145 150 155 160 

Ser Ser Glu Lys Tyr Glu Asn Thr Lys Thr Cys Arg Gly Pro Asp Gly 
165 170 175 
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SeguenceListing 

Glu Leu His Ala Asn Leu Leu Cys Pro Val Asp Val Leu Asp Val Pro 
180 125 19n 

Glu Gly Thr Leu Pro Asp Lys Gln Ser Thr Glu Gln Ala Ile Gln Leu 
195 200 205 

Leu Glu Lys Met Lys Thr ser Ala Ser Pro Phe Phe Leu Ala val Gly 
210 215 220 

Tyr His Lys Pro His Ile Pro Phe Arg Tyr Pro Lys Glu Phe Gln Lys 
225 230 235 240 

Leu Tyr Pro Leu Glu Asn Ile Thr Leu Ala Pro Asp Pro Glu val Pro 
245 250 255 

Asp Gly Leu Pro Pro Val Ala Tyr Asn Pro Trp Met Asp Ile Arg Gln 
260 265 270 

Arg Glu Asp val Gln Ala Leu Asn Ile Ser val Pro Tyr Gly Pro Ile 
275 280 285 

Pro Val Asp Phe Gln Arg Lys Ile Arg Gln ser Tyr Phe Ala Ser Val 
290 295 300 

Ser Tyr Leu Asp Thr Gln Val Gly Arg Leu Leu Ser Ala Leu Asp Asp 
305 310 315 320 

Leu Gln Leu Ala Asn ser Thr Ile Ile Ala Phe Thr Ser Asp His Gly 
325 330 335 

Trp Ala Leu Gly Glu His Gly Glu Trp Ala Lys Tyr Ser Asn Phe Asp 
340 345 350 

val Ala Thr His val Pro Leu Ile Phe Tyr Val Pro Gly Arg Thr Ala 
355 360 365 

Ser Leu Pro Glu Ala Gly Glu Lys Leu Phe Pro Tyr Leu Asp Pro Phe 
370 375 380 

Asp ser Ala Ser Gln Leu Met Glu Pro Gly Arg Gln Ser Met Asp Leu 
385 390 395 400 

Val Glu Leu Val ser Leu Phe Pro Thr Leu Ala Gly Leu Ala Gly Leu 
405 410 415 

Gln Val Pro Pro Arg Cys Pro val Pro Ser Phe His Val Glu Leu Cys 
420 425 430 

Arg Glu Gly Lys Asn Leu Leu Lys His Phe Arg Phe Arg Asp Leu Glu 
435 440 445 
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Glu Asp Pro Tyr Leu Pro Gly Asn Pro Arg Glu Leu Ile Ala Tyr Ser 
450 455 460 

Gln Tyr Pro Arg Pro Ser Asp Ile Pro Gln Trp Asn ser Asp Lys Pro 
465 470 475 480 

Ser Leu Lys Asp Ile Lys Ile Met Gly Tyr ser Ile Arg Thr Ile Asp 
485 490 495 

Tyr Arg Tyr Thr Val Trp val Gly Phe Asn Pro Asp Glu Phe Leu Ala 
500 505 510 

Asn Phe Ser Asp Ile His Ala Gly Glu Leu Tyr Phe val Asp Ser Asp 
515 520 525 

Pro Leu Gln Asp His Asn Met Tyr Asn Asp Ser Gln Gly Gly Asp Leu 
530 535 540 

Phe Gln Leu Leu Met Pro 
545 550 

<210> 	3 
<211> 	312 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	3 

met Pro Pro Pro Arg Thr Gly Arg Gly Leu Leu Trp Leu Gly Leu val 
1 5 10 15 

Leu Ser ser val Cys Val Ala Leu Gly Ser Glu Thr Gln Ala Asn Ser 
20 25 30 

Thr Thr Asp Ala Leu Asn val Leu Leu Ile Ile Val Asp Asp Leu Arg 
35 40 45 

Pro Ser Leu Gly Cys Tyr Gly Asp Lys Leu Val Arg Ser Pro Asn Ile 
50 55 60 

Asp Gin Leu Ala Ser His Ser Leu Leu Phe Gin Asn Ala Phe Ala Gin 
65 70 75 80 

Gln Ala Val Cys Ala Pro Ser Arg Val Ser Phe Leu Thr Gly Arg Arg 
85 90 95 

Pro Asp Thr Thr Arg Leu Tyr Asp Phe Asn Ser Tyr Trp Arg val His 
100 105 110 

Ala Gly Asn Phe Ser Thr Ile Pro Gln Tyr Phe Lys Glu Asn Gly Tyr 
115 120 125 
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val Thr met ser val Gly Lys Val Phe His Pro Gly Ile Ser ser Asn 
130 135 140 

His Thr Asp Asp Ser Pro Tyr Ser Trp Ser Phe Pro Pro Tyr His Pro 
145 150 155 160 

Ser Ser Glu Lys Tyr Glu Asn Thr Lys Thr Cys Arg Gly Pro Asp Gly 
165 170 175 

Glu Leu His Ala Asn Leu Leu Cys Pro Val Asp val Leu Asp Val Pro 
180 185 190 

Glu Gly Thr Leu Pro Asp Lys Gln Ser Thr Glu Gln Ala Ile Gln Leu 
195 200 205 

Leu Glu Lys Met Lys Thr Ser Ala Ser Pro Phe Phe Leu Ala Val Gly 
210 215 220 

Tyr His Lys Pro His Ile Pro Phe Arg Tyr Pro Lys Glu Phe Gln Lys 
225 230 235 240 

Leu Tyr Pro Leu Glu Asn Ile Thr Leu Ala Pro Asp Pro Glu val Pro 
245 250 255 

Asp Gly Leu Pro Pro Val Ala Tyr Asn Pro Trp Met Asp Ile Arg Gln 
260 265 270 

Arg Glu Asp val Gln Ala Leu Asn Ile Ser Val Pro Tyr Gly Pro Ile 
275 280 285 

Pro val Asp Phe Gln Glu Asp Gln Ser ser Thr Gly Phe Arg Leu Lys 
290 

Thr Ser ser Thr Arg Lys 

295 

Tyr Lys 

300 

305 310 

<210> 4 
<211> 343 
<212> PRT 
<213> Homo sapiens 

<400> 4 

Met Pro Pro Pro Arg Thr Gly Arg Gly Leu Leu Trp Leu Gly Leu val 
1 5 10 15 

Leu ser ser val Cys Val Ala Leu Gly Ser Glu Thr Gln Ala Asn Ser 
20 25 30 

Thr Thr Asp Ala Leu Asn Val Leu Leu Ile Ile Val Asp Asp Leu Arg 
35 40 45 
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Pro Ser Leu Gly Cys Tyr Gly Asp Lys Leu Val Arg Ser Pro Asn Ile 

50 55 60 

Asp Gin Leu Ala Ser His ser Leu Leu Phe Gln Asn Ala Phe Ala Gln 
65 70 75 80 

Gln Ala val Cys Ala Pro ser Arg val Ser Phe Leu Thr Gly Arg Arg 
85 90 95 

Pro Asp Thr Thr Arg Leu Tyr Asp Phe Asn ser Tyr Trp Arg Val His 
inn 105 110 

Ala Gly Asn Phe Ser Thr Ile Pro Gln Tyr Phe Lys Glu Asn Gly Tyr 
115 120 125 

Val Thr Met Ser Val Gly Lys Val Phe His Pro Gly Ile ser ser Asn 
130 135 140 

His Thr Asp Asp ser Pro Tyr Ser Trp Ser Phe Pro Pro Tyr His Pro 
145 150 155 160 

Ser Ser Glu Lys Tyr Glu Asn Thr Lys Thr Cys Arg Gly Pro Asp Gly 
165 170 175 

Glu Leu His Ala Asn Leu Leu Cys Pro val Asp Val Leu Asp Val Pro 
180 185 190 

Glu Gly Thr Leu Pro Asp Lys Gln Ser Thr Glu Gln Ala Ile Gln Leu 
195 200 205 

Leu Glu Lys Met Lys Thr Ser Ala Ser Pro Phe Phe Leu Ala Val Gly 
210 215 220 

Tyr His Lys Pro His Ile Pro Phe Arg Tyr Pro Lys Glu Phe Gln Lys 
225 230 235 240 

Leu Tyr Pro Leu Glu Asn Ile Thr Leu Ala Pro Asp Pro Glu Val Pro 
245 250 255 

Asp Gly Leu Pro Pro Val Ala Tyr Asn Pro Trp Met Asp Ile Arg Gln 
260 265 27n 

Arg Glu Asp Val Gln Ala Leu Asn Ile Ser val Pro Tyr Gly Pro Ile 
275 280 285 

Pro Val Asp Phe Gln Arg Lys Ile Arg Gln Ser Tyr Phe Ala Ser val 
290 295 300 

Ser Tyr Leu Asp Thr Gln Val Gly Arg Leu Leu Ser Ala Leu ASp Asp 
305 310 315 320 
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Leu Gln Leu Ala Asn Ser Thr Ile Ile Ala Phe Thr Ser Asp His Gly 

325 330 335 

Phe Leu Met Arg Thr Asn Thr 
340 

<210> 	5 
<211> 	341 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	5 

Ser Gln Glu Ala Gly Thr Gly Ala Gly Ala Gly Ser Leu Ala Gly Ser 
1 5 10 15 

Cys Gly Cys Gly Thr Pro Gln Arg Pro Gly Ala His Gly Ser Ser Ala 
20 25 30 

Ala Ala His Arg Tyr Ser Arg Glu Ala Asn Ala Pro Gly Pro Val Pro 
35 40 45 

Gly Glu Arg Gln Leu Ala His Ser Lys Met Val Pro Ile Pro Ala Gly 
50 55 60 

vai Phe Thr Met Gly Thr Asp Asp Pro Gln Ile Lys Gin Asp Gly Glu 
65 70 75 80 

Ala Pro Ala Arg Arg Val Thr Ile Asp Ala Phe Tyr Met Asp Ala Tyr 
85 90 95 

Glu Val 	Ser Asn Thr Glu Phe Glu Lys Phe Val Asn Ser Thr Gly Tyr 
100 105 110 

Leu Thr Giu Ala Glu Lys Phe Gly Asp Ser Phe Val Phe Giu Gly Met 
115 120 125 

Leu Ser Glu Gln val Lys Thr Asn Ile Gln Gln Ala Val Ala Ala Ala 
130 135 140 

Pro Trp Trp Leu Pro vai Lys Gly Ala Asn Trp Arg His Pro Glu Gly 
145 150 155 160 

Pro Asp Ser Thr Ile Leu His Arg Pro Asp His Pro Val Leu His val 
165 170 175 

Ser Trp Asn Asp Ala Val Ala Tyr Cys Thr Trp Ala Gly Lys Arg Leu 
180 185 190 

Pro Thr Glu Ala Glu Trp Glu Tyr Ser Cys Arg Gly Gly Leu His Asn 
195 200 205 

Arg Leu Phe Pro Trp Gly Asn Lys Leu Gln Pro Lys Gly Gln His Tyr 
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SequenceListing 
210 215 220 

Ala Asn Ile Trp Gln Gly Glu Phe Prn Val  Thr Asn Thr Gly Glu Asp 
225 	 230 235 240 

Gly Phe Gln Gly Thr Ala Pro Val Asp Ala Phe Pro Pro Asn Gly Tyr 
245 250 255 

Gly Leu Tyr Asn Ile Val Gly Asn Ala Trp Glu Trp Thr Ser Asp Trp 
260 265 270 

Trp Thr Val His His Ser val Glu Glu Thr Leu Asn Pro Lys Gly Pro 
275 280 285 

Pro Ser Gly Lys Asp Arg Val Lys Lys Gly Gly Ser Tyr Met Cys His 
290 295 300 

Arg Ser Tyr Cys Tyr Arg Tyr Arg Cys Ala Ala Arg ser Gln Asn Thr 
305 	 310 315 320 

Pro Asp Ser Ser Ala Ser Asn Leu Gly Phe Arg Cys Ala Ala Asp Arg 
325 330 335 

Leu Pro Thr Met Asp 
340 

<210> 	6 
<211> 	374 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	6 

Met Ala Ala Pro Ala Leu Gly Leu val Cys Gly Arg Cys Pro Glu Leu 
1 	 5 10 15 

Gly Leu Val Leu Leu Leu Leu Leu Leu Ser Leu Leu Cys Gly Ala Ala 
20 25 30 

Gly Ser Gln Glu Ala Gly Thr Gly Ala Gly Ala Gly ser Leu Ala Gly 
35 40 45 

Ser Cys Gly Cys Gly Thr Pro Gln Arg Pro Gly Ala His Gly Ser Ser 
50 55 60 

Ala Ala Ala His Arg Tyr ser Arg Glu Ala Asn Ala Pro Gly Pro val 
65 	 70 75 80 

Pro Gly Glu Arg Gln Leu Ala His Ser Lys Met Val Pro Ile Pro Ala 
85 90 95 

Gly Val Phe Thr Met Gly Thr Asp Asp Pro Gin Ile Lys Gln Asp Gly 
100 105 110 
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Glu Ala Pro Ala Arg Arg val Thr Ile Asp Ala Phe Tyr Met Asp Ala 
115 120 125 

Tyr Glu Val Ser Asn Thr Glu Phe Glu Lys Phe val Asn Ser Thr Gly 
130 135 140 

Tyr Leu Thr Glu Ala Glu Lys Phe Gly Asp Ser Phe Val Phe Glu Gly 
145 150 155 160 

met Leu Ser Glu Gln val Lys Thr Asn Ile Gln Gln Ala val Ala Ala 
165 170 175 

Ala Pro Trp Trp Leu Pro Val Lys Gly Ala Asn Trp Arg His Pro Glu 
180 185 190 

Gly Pro Asp Ser Thr Ile Leu His Arg Pro Asp His Pro Val Leu His 
195 200 205 

Val Ser Trp Asn Asp Ala Val Ala Tyr Cys Thr Trp Ala Gly Lys Arg 
210 215 220 

Leu Pro Thr Glu Ala Glu Trp Glu Tyr Ser Cys Arg Gly Gly Leu His 
225 230 235 240 

Asn Arg Leu Phe Pro Trp Gly Asn Lys Leu Gln Pro Lys Gly Gln His 
245 250 255 

Tyr Ala Asn Ile Trp Gln Gly Glu Phe Pro val Thr Asn Thr Gly Glu 
260 265 270 

Asp Gly Phe Gln Gly Thr Ala Pro Val Asp Ala Phe Pro Pro Asn Gly 
275 280 285 

Tyr Gly Leu Tyr Asn Ile Val Gly Asn Ala Trp Glu Trp Thr Ser Asp 
290 295 300 

Trp Trp Thr val His His Ser val Glu Glu Thr Leu Asn Pro Lys Gly 
305 310 315 320 

Pro Pro Ser Gly Lys Asp Arg Val Lys Lys Gly Gly Ser Tyr Met Cys 
325 330 335 

His Arg Ser Tyr Cys Tyr Arg Tyr Arg Cys Ala Ala Arg Ser Gln Asn 
340 345 350 

Thr Pro Asp Ser Ser Ala Ser Asn Leu Gly Phe Arg Cys Ala Ala Asp 
355 360 365 

Arg Leu Pro Thr Met Asp 
370 
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TT abEd 
YNG 	<ZTZ> 
SZTT <TTZ> 

8 	<0W> 

ESTE 621 DDA1P61D6  i.D6eD31.161. Dpe6D66D66 

OZ9T 	6EDDE,2D-26D PPDfl61PDP PDP)DeffeD 61DDD3DgE0 6PDP661601 1DE161.36e6 

09ST 	D600D0DEDD TeDE606ED4 laenD66aD D146P5DP6D DDD22D1406 661.6661016 

00ST 	DDEDEZADD EaDE6D1.eDD PADDITAU 321.D6661PD IXEmeD1PDP 66pe6lDo6e 

017-17T 	DDD6PPDPE0 6EDUE66162 DDDDD1.EOP6 APDODADD DDDel5PDA EDP1DAD4P 

0851 	61D626ADD DDDEPD66DD D61DDElaDD DV66e66e66 1DDE6ADD4 1D60D11DED 

OZET 	6ET61D61DD pp6peD666e 6D6DD6161D 6p6616DeDD laD6eDDD61 6DDD)62D6D 

09ZT 	DDDDDo6a66 eD61D)66DD 651DA6DA 6aDDDeDDDD 11.6aDD6E61 66aD6R66i.6 

00ZT 	61Dpu661.2) 6p6pDADD6 6opp6e661e 61)6EDD6ED D6peepe601 1.DDDDe664D 

Ot7TT 	Dpapppo1.l6 1D6e.2626D6 6DD66e6Dpo 610D6PDAD DPADDHDD D6a6DElpla 

080T 	ple61DDDD6 26DPDDDPDD 6626DE6D11. DEED612D216 PPDD6651.6P 6066DeD626 

OZOT 	D6661DDD66 61D66DeDDe 6D6eppeD11 DADIXD1ED DED6PDP2OD 661D0PD01D 

096 	De6DE664DD D6D6e61D61 DADD6661.6 62DOO2DP66 1DDP1D0P61 6D6PDAD11 

006 	Deapbe6EDD 6pDag6teD6 Appp1.4pe6 616DDDDTeD DDA6DeaDD D01.605Pple 

Ot8 	Dee61DDD66 p)616De66p 606062DAD DITDE661P6 61.DDDDEED2 app6616DDD 

08L 	DDD6q.DD66D 26DDD6166e 6DDDDPODDD DD661DDDVD leDPEET661 DaDDDV161.D 

OZL 	6PPETDD116 P66EEDDDD2 1.ADD11DDD DlEDEDDDA 22DeDDE1D6 66163D661D 

099 	)11)11DDDD 6PDADEeDD E6EE61.26Pe 6P661D61D6 EDD1PDAee 0626DDPAP 

009 	6PAPPDP6D DD61.70DeD6 66P6DDD616 DE6610610D 20010DODD0 161D61Dpee 

OVS 	DADeD61.D6 P6D56DE6DD DA6ADD61. DaeoPeDDED ER6E6Dp1.6e e62606eD6e 

0817 	DDDDEODEI.D DaDDDDI4D6 P661D6PDP1 DDDATD260 P6DDeDEDDE PAED68D1.e 

RV 	D00D3DDeDD 116166PED6 6626D6e6le Dpe616DElp 66)226e66e ED11DP16PD 

095 	DDDDTEDDPD 0PD11DEPD6 6DADPD616 DE06610P1D 6PDPED11DE 60.21.6aDD6D 

005 	DDeDDPDPE0 DDADADD5 63DE61DD11 D6P01606DD 62DDDDAD6 1616)306ED 

OVZ 	BEDDADaZD D6Dee6PDD1. 161D6TDAP DeDDETDD66 1D6PDDE602 PDPPDDDDET 

081 	D6D61661D6 peDE6D66ye ap61D6661D D0EDDDAD6 1D3e6De661 6D1.eD1P61D 

OZT 	61761.6D2E6 1DDADP6DD EDDEDBPDEP DD66EDDDP6 e6D6ED666q Dpo6616D61 

09 	616D6RD6e6 1D61661DD6 661D66161D 61DD66D6D3 66DDPADDD ADDaDDEaP 
L 	<00V> 

suaLdes owoH 	<ETZ> 
VNO <M> 
E591 	<TT?'" 

L 	<OTZ> 

6upsnaDuanbas 



ZT abed 

SZTT E647e 661EODUDDD b4D76DDP6D 7bU7E46176 DD11p66617 

0801 1ue6p11761 D1pee1E64D DeDEDEPETD DEmbE71D61 D6164D671P 166p7p1161 

OZOT 1e11J166-e1 e7761.61eDP laplebbabb eee6ee61be bpDebeeebb blpl;DDDDD 

096 166PEPPDOD PP117E02E2 ETE61161.D1. 1E71pD1461 7e661.6617e 6g711p2661 

006 Eu6661vD6D ee666616e1 uouppe1a11 7661e11661 UUD7D17DD1 17Db1E6115  

0178 1DD5761Dee 66EP7D11D6 64266e6166 17E7eEDDE6 4560D111.6E 60665'27661 

08L 1123EED76; P14P76PD75 62PeDDDOED 61.DEEPDP2D 6666477D71 ;flDebelue 

OZL 1p361DD66p 66e671.61D6 p7e1ue6661 6e61D6pp66 7eDDD61366 D6pubb6eD6 

099 6611DED61) e1Dp611667 61p61ee661. DD16461pop 1D116eppap D1p66»66e 

009 7P)61.D11e1 De1D1ye617 D666-ee6pDp DeDe6p66i.7 ee1D6D66pe P6161DDE11 

017S 651651.3771 D61DbeD641 6eD66ppeep 11-e1peope6 PP616epp6e 615ebnb1e 

0817 Db6ueb111) 161.14Dp17e 6)661.116pp 6e61766E6e De6111.nD6 61DEUDDEP 

OZ17 6161116pEt e611.1ep61.D e1uP16eD16 PP61v1DD61 P661epa1n 1DD61p611e 

09E 1DE.1.16vbe6 6e6764DDED elee66664p6 62)6upele6 eplyaublp buDeD6651E 

00E ppe11121.6p 6617617DD1 ppm16512 opeepaDED6 D6D1DeeD66 D6e6-266DDD 

0172 e16DDD)666 DD17EIDEP17 66e6667671 De1e6DDED1 ADAUD6E0 4162D664ED 

08T D767561D76 b76ED7DDE0 E766761D66 761.1D1.1656 D61177DI.66 6676766676 

OZT 1.66pp-26667 766P66-eDD6 e666e766)6 e66646176 1767171761 )61.7617611 

09 D17D16=1n 5661D6e517) 7p511.67EM 1.6:161.561D5 65e21.DED6DD D506;766;2 
8 	<0017> 

suaOps OWOH 	<Eta> 
6upsoaDuanbas 


