SEQUENCE LISTING
<110> GENERATION BIO CO.

<120> MODULATION OF REP PROTEIN ACTIVITY IN CLOSE-ENDED DNA (CEDNA)
PRODUCTION

<130> 131698-05420

<140>
<141>

<150> 62/806,076
<151> 2019-02-15

<160> 606
<170> PatentIn version 3.5

<210> 1

<211> 141

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 1
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectcg ctcactgagg 60

ccgggcgacc aaaggtcgec cgacgecccgg getttgeccg ggeggectca gtgagegagce 120
gagcgcgcag ctgecctgecag g 141
<210> 2

<211> 130

<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

polynucleotide
<400> 2
aggaacccct agtgatggag ttggccactc cctctctgeg cgectcgetcg ctcactgagg 60
ccgggecgacc aaaggtcgecc cgacgecccgg geggectcag tgagcgageg agcgegceage 120
tgcctgcagg 130



<210> 3

<211> 1923
<212> DNA
<213>

<220>
<223>

polynucleotide

<400> 3
tcaatattgg

ttggccattg
aatatgaccg
gtcattagtt
gcctggctga
agtaacgcca
ccacttggca
cggtaaatgg
gcagtacatc
cttcactctc
attattttgt
gcgggecgas
cgcgctccga
aagcgegegs
ccgcctcgeg
gggacggecec
ttctgtggct
ggctcggges
ccggeggcetg
aggggagcegce
gctgegtgeg

tgtaaccccc

ccattagcca
catacgttgt
ccatgttggc
catagcccat
ccgcccaacg
atagggactt
gtacatcaag
cccgectggce
tacgtattag
cccatctccc
gcagcgatgg
g88cgesecs
aagtttcctt
cgggeggeag
ccgeecgecc
ttctcctecg
gcgtgaaagc
gtgcgtgegt
tgagcgctgc
ggccggeesc
gggtgtgtgc

ccctgcaccc

Artificial Sequence

tattattcat
atctatatca
attgattatt
atatggagtt
acccccgecc
tccattgacg
tgtatcatat
attatgccca
tcatcgctat

ccccctceccc

£88cgeLeees
gggcgagecsy
ttatggcgag
tcgctgcgac
cggctctgac

ggctgtaatt

cttgagggsgc
gtgtgtgtgc
gggcgegecs
ggtgccccgc
gtgggegsst

ccctccccga

tggttatata
taatatgtac
gactagttat
ccgcgttaca
attgacgtca
tcaatgggtg
gccaagtccg
gtacatgacc
taccatggtc

acccccaatt

£888888888
gagaggtgcg
gegeeescees
gctgecttceg
tgaccgcgtt
agcgcttggt
tccgggagesg
gtggggagcg
cggggctttg
ggtgcggess

gagcaggsss

gttgctgagc
2

Description of Artificial Sequence: Synthetic

gcataaatca
atttatattg
taatagtaat
taacttacgg
ataatgacgt
gagtatttac
ccccctattg
ttacgggact
gaggtgagcc
ttgtatttat
cgcgegecag
gcggceagceca
cggecggecct
cccecgtgecc
actcccacag
ttaatgacgg
ccctttgtgc
ccgegtgegg
tgcgctccgce
gggctgegag
tgtgggegeg

acggcceggc

atattggcta
gctcatgtcc
caattacggg
taaatggccc
atgttcccat
ggtaaactgc
acgtcaatga
ttcctacttg
ccacgttctg
ttatttttta
gceeegecees
atcagagcgg
ataaaaagcg
cgctccgecg
gtgagcgggc
cttgtttctt
gg88888L8agc
cccgegetge
agtgtgcgceg
gggaacaaag
gcggtegggc

ttcgggtgcg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320



gggctccgta

ggggtgeegg
ggcccccgga
taatcgtgcg
gggaggcgcc
aaggaaatgg
cagcctcggg
ttcggcttct
ttctttttcc
acagaattcc
cca

<210> 4
<211> 1272
<212> DNA

<213>

<220>
<223>

cggggcegtgg
gceegegecees
gegeeggegs
agagggcgca
gccgeacccc
gcgggeages
gctgtccgeg
ggcgtgtgac
tacagctcct

tcgaagatcc

polynucleotide

<400> 4
aggctcagag

ccatcctcca
tactcatgtc
cctgecctgcet
tccaacatcc
ggtttaggta
taagtggcta
gacgcccatc
ttttgttttt

tcatctcacc

gcacacagga
gcagctgttt
cctaaaatgg
gaccttggag
actcgacccc
gtgtgagagg
tgccccgacc
tgatagggtt
tgagatggag

acaaccttcc

cgeggggctc
gccgecctegg
ctgtcgaggc
gggacttcct
ctctagcggg
ccttcgtgeg
gggggacgsc
cggecggctct
gggcaacgtg

gaaggggttc

Artificial Sequence

gtttctgggc
gtgtgctgcc
gcaaacattg
ctggggcaga
ttggaatttc
gtccgggttc
ccgaagcctg
tttgtggcaa
gtttgctctg

cctgcctcag

gcegtgeegg
gccggegags
gcggegagec
ttgtcccaaa
cgegeggega
tcgccgcegcec
tgccttcggg
agagcctctg
ctggttattg

aagcttggca

tcaccctgcc
tctgaagtcc
caagcagcaa
ggtcagagac
ggtggagagg
aaaaccactt
tttccccatc
ataaacattt
tcgcccaggce

cctcccaagt

3

gcgggeeets

gctcggggga

gcagccattg
tctgtgcgga
agcggtgegg
gccgtceccect
gg888acgees
ctaaccatgt
tgctgtctca

ttccggtact

Description of Artificial Sequence: Synthetic

cccttccaac
acactgaaca
acagcaaaca
ctctctgggc
agcagaggtt
gctgggtggs
tgtacaatgg
ggtttttttg
tggagtgcag

agctgggatt

gcggeaggtg
ggggrecgsc
ccttttatgg
gccgaaatct
cgccggeagg
tctccctctc
caggecgess
tttagccttc
tcatttgtcg

gttggtaaag

ccctcagttc
aacttcagcc
cacagccctc
ccatgccacc
gtcctggegt
gagtcgtcag
aaatgataaa
ttttgttttg
tgacacaatc

acaagcatgt

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1923

60

120

180

240

300

360

420

480

540

600



gccaccacac
cctcagcctc
ctatttttga
cttgctacca
ggtactctcc
gtggtttctg
cccaggcaaa
cccctgtttg
ccgttgcccc
cttcaggcac
tttaagtgta
ctttggaact
<210> 5

<211> 547
<212> DNA

ctggctaatt

ccaagtaact

cagggacgsgsg
gtggaacagc
cagagactgt
agccaggtac
gcgteegggce
ctcctccgat
tctggatcca
caccactgac

taatgtgtta

ga

ttctattttt
gggattacag
gtttcaccat
cactaaggat
ctgactcacg
aatgactcct
agcgtaggceg
aactggggtg
ctgcttaaat
ctgggacagt

aactactgat

<213> Artificial Sequence

<220>

agtagagacg
gcctgtgceca
gttggtcagg
tctgcagtga
ccaccccctc
ttcggtaagt
ggcgactcag
accttggtta
acggacgagg
gaatccggac

tctaattgtt

ggtttctcca
ccacacccgg
ctggtctaga
gagcagages
caccttggac
gcagtggaag
atcccagcca
atattcacca
acagggccct
tctaaggtaa

tctctetttt

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 5
ccctaaaatg

tgaccttgga
cactcgaccc
gtagtgtgag
gcaaagcgtc
gtttgctcct
gcccctctgg
ggcaccacca

gtgtataatg

ggcaaacatt

gctggggcag
cttggaattt
aggggaatga
cgggcagegt
ccgataactg
atccactgct
ctgacctggg

tgttaaacta

gcaagcagca
aggtcagaga
ttcggtggag
ctcctttcgg
aggeggecega
gggtgacctt
taaatacgga
acagtgaatc

ctgattctaa

aacagcaaac
cctctctggg
aggagcagag
taagtgcagt
ctcagatccc
ggttaatatt
cgaggacagg
cggactctaa

ttgtttctct
4

acacagccct
cccatgccac
gttgtcctgg
ggaagctgta
agccagtgga
caccagcagc
gccctgtctc
ggtaaatata

cttttagatt

tgttggtcag
ctaatttttt
ggtaccggat
ccagctaagt
acaggacgct
ctgtacactg
gtggacttag
gcagcctccc
gtctcctcag
atataaaatt

agattccaac

ccctgectgce
ctccaacatc
cgtggtttag
cactgcccag
cttagcccct
ctcccccgtt
ctcagcttca
aaatttttaa

ccaacctttg

660

720

780

840

900

960

1020

1080

1140

1200

1260

1272

60

120

180

240

300

360

420

480

540



gaactga

<210> 6

<211> 1179
<212> DNA
<213>

<220>
<223>

polynucleotide

<400> 6
ggctccggtg

ggaggggtcg
gatgtcgtgt
gtagtcgccg
gtgtgtggtt
acttccacct
gagagttcga
cctgggegcet
ttcgataagt
caagatagtc
gcgeeesgecs
gecgeggecac
ggtctcgcegc
gttgcgtgag
acgcggcegcet
tcctcagecg
tagttctcga
gagtttcccc
ttctccttgg

gtggttcaaa

cccgtcagtg
gcaattgaac
actggctccg
tgaacgttct
cccgegggcec
ggctgcagta
ggccttgegc
ggggeegeceg
ctctagccat

ttgtaaatgc

acggggeecg
cgagaatcgg
cgccgtgtat
cggaaagatg
cgggagageg
tcgcttcatg
gcttttggag
acactgagtg
aatttgccct

gtttttttct

Artificial Sequence

ggcagagegce
cggtgcctag
cctttttccc
ttttcgcaac
tggcctcttt
cgtgattctt
ttaaggagcc
cgtgcgaatc
ttaaaatttt
gggccaagat
tgcgtcccag
acgggggtag
cgccecgecc
gccgcttcecc
ggcgggtgag
tgactccacg
tacgtcgtct
ggtggagact
ttttgagttt

tccatttcag

acatcgccca
agaaggtggc
gagggtggssg

gggtttgeccg

acgggttatg
gatcccgagc
ccttcgectc
tggtggcacc
tgatgacctg
ctgcacactg
cgcacatgtt
tctcaagctg
tgggcggcaa
ggccctgetg
tcacccacac
gagtaccggg
ttaggttggg
gaagttaggc
ggatcttggt

gtgtcgtga
5

Description of Artificial Sequence: Synthetic

cagtccccga
gcggggtaaa
gagaaccgta
ccagaacaca
gcccttgegt
ttcgggtteg
gtgcttgagt
ttcgcgectg
ctgcgacgct
gtatttcggt
cggegagecg
gccggectgc
ggctggececg

cagggagctc

aaaggaaaag
cgccgtccag
gggagggstt
cagcttggca

tcattctcaa

gaagttgggg

ctgggaaagt
tataagtgca
ggtaagtgcc
gccttgaatt
aagtgggtgg
tgaggcctgg
tctcgectgcet
ttttttctgg
ttttggggcc
gggcctgega
tctggtgect
gtcggcacca
aaaatggagg
ggcctttccg
gcacctcgat
ttatgcgatg
cttgatgtaa

gcctcagaca

547

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1179



<210> 7
<211> 8
<212> DNA
<213>

<220>
<223>

oligonucleotide

<400> 7
gtttaaac

<210> 8

<211> 581
<212> DNA
<213>

<220>
<223>

polynucleotide

<400> 8
gagcatctta

ttaaatgtta
actagttcag
tctgttcctg
aactatgttg
attgcttccc
ttagaggagt
gcaaccccca

ttccccctcc

ggggctaggt

<210> 9

<211> 225
<212> DNA
<213>

<220>
<223>

ccgccattta
ataaaacaaa
gtgtattgcc
ttaatcaacc
ctccttttac
gtacggcttt
tgtggcccgt
ctggctgggs
cgatcgccac

tgctgggcac

Artificial Sequence

Description of Artificial Sequence:

Artificial Sequence

Description of Artificial Sequence:

ttcccatatt
atggtgggsc
acaagacaaa
tctggattac
gctgtgtgga
cgttttctcc
tgtccgtcaa
cattgccacc
ggcagaactc

tgataattcc

Artificial Sequence

tgttctgttt
aatcatttac
catgttaaga
aaaatttgtg
tatgctgctt
tccttgtata
cgtggegtgg
acctgtcaac

atcgccgcct

gtggtgttgt

6

Synthetic

Synthetic

ttcttgattt
atttttaggg
aactttcccg
aaagattgac
tatagcctct
aatcctggtt
tgtgctctgt
tcctttctgg
gccttgececg

(@

Description of Artificial Sequence: Synthetic

gggtatacat
atatgtaatt
ttatttacgc
tgatattctt
gtatctagct
gctgtctctt
gtttgctgac
gactttcgct

ctgctggaca

60

120

180

240

300

360

420

480

540

581



polynucleotide

<400> 9
tgtgccttct

ggaaggtgcc
gagtaggtgt
ggaagacaat
<210> 10

<211> 213
<212> DNA

agttgccagc catctgttgt ttgcccctcc cccgtgectt ccttgaccct

actcccactg tcctttccta ataaaatgag gaaattgcat cgcattgtct

cattctattc tggggggtgg ggtggggcag gacagcaagg gggaggattg

agcaggcatg ctggggatgc ggtgggectct atggc

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 10

taagatacat tgatgagttt ggacaaacca caactagaat gcagtgaaaa aaatgcttta
tttgtgaaat ttgtgatgct attgctttat ttgtaaccat tataagctgc aataaacaag

ttaacaacaa caattgcatt cattttatgt ttcaggttca gggggaggtg tgggaggttt

tttaaagcaa gtaaaacctc tacaaatgtg gta

<210> 11

<211> 1386
<212> DNA
<213>

<220>
<223>

polynucleotide

<400> 11
atgcagcgcg

ggctacctgc
ctgaaccgcc
gagcgcgagt
accgagcgca

ccctgecctga

tgaacatgat

tgagcgccga
ccaagcgcta
gcatggagga

ccaccgagtt

acggcggcag

Artificial Sequence

catggccgag
gtgcaccgtg
caacagcggc
gaagtgcagc
ctggaagcag

ctgcaaggac

agccccggcec
ttcctggacc
aagctggagg
ttcgaggagg
tacgtggacg

gacatcaaca

Description of Artificial Sequence: Synthetic

tgatcaccat
acgagaacgc
agttcgtgca
cccgecgaggt
gcgaccagtg

gctacgagtg

ctgcctgctg
caacaagatc
gggcaacctg
gttcgagaac
cgagagcaac

ctggtgcccc

60

120

180

225

60

120

180

213

60

120

180

240

300

360



ttcggcttcg
tgcgagcagt
taccgcctgg
gtgagcgtga
tacgtgaaca
ttcaacgact
caggtggtgc
tggatcgtga
gagcacaaca
ccccaccaca
ctggacgagc
tacaccaaca
cacaagggcc
acctgcctgc
gagggcegeca
ggcaccagct
tacggcatct
acctaa
<210> 12
<211> 1386
<212> DNA
<213>

<220>
<223>

agggcaagaa

tctgcaagaa
ccgagaacca
gccagaccag
gcaccgaggc
tcacccgcgt
tgaacggcaa
ccgececgecca
tcgaggagac
actacaacgc
ccctggtgcet
tcttcctgaa
gcagcgccct
gcagcaccaa
gggacagctg
tcctgaccgg

acaccaaggt

polynucleotide

<400> 12

ctgcgagctg
cagcgccgac
gaagagctgc
caagctgacc
cgagaccatc
ggtgggcrggc
ggtggacgcc
ctgcgtggag
cgagcacacc
cgccatcaac
gaacagctac
gttcggcagc
ggtgctgcag
gttcaccatc
ccagggcgac
catcatcagc

gagccgctac

Artificial Sequence

gacgtgacct
aacaaggtgg
gagcccgecg
cgcgecgagg
ctggacaaca
gaggacgcca
ttctgcggceg
accggcgtga
gagcagaagc
aagtacaacc
gtgaccccca
ggctacgtga
tacctgcgcg
tacaacaaca
agcggeggcec
tggggcgagg

gtgaactgga

gcaacatcaa
tgtgcagctg
tgcccttccc
ccgtgttccc
tcacccagag
agcccggeca
gcagcatcgt
agatcaccgt
gcaacgtgat
acgacatcgc
tctgcatcgc
gcggetggesg
tgcccctggt
tgttctgcgc
cccacgtgac
agtgcgccat

tcaaggagaa

Description of Artificial Sequence: Synthetic

gaacggccgce
caccgagggc
ctgcggeagg
cgacgtggac
cacccagagc
gttcccctgg
gaacgagaag
ggtggeeggce
ccgcatcatc
cctgctggag
cgacaaggag
ccgegtgttc
ggaccgcgcc
cggcttccac
cgaggtggag
gaagggcaag

gaccaagctg

atgcagcgcg tgaacatgat catggccgag agccccggecc tgatcaccat ctgecctgetg

ggctacctgec tgagcgccga gtgcaccgtg ttcctggacc acgagaacgc caacaagatc

ctgaaccgcc ccaagcgcta caacagcggc aagctggagg agttcgtgca gggcaacctg

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1386

60

120

180



gagcgcgagt
accgagcgca
ccctgectga
ttcggcttcg
tgcgagcagt
taccgcctgg
gtgagcgtga
tacgtgaaca
ttcaacgact
caggtggtgc
tggatcgtga
gagcacaaca
ccccaccaca
ctggacgagc
tacaccaaca
cacaagggcc
acctgcctgc
gagggeggea
ggcaccagct
tacggcatct
acctaa
<210> 13
<211> 1876
<212> DNA
<213>

<220>
<223>

gcatggagga
ccaccgagtt
acggeggeag
agggcaagaa
tctgcaagaa
ccgagaacca
gccagaccag
gcaccgaggc
tcacccgcgt
tgaacggcaa
ccgecegecca
tcgaggagac
actacaacgc
ccctggtgcet
tcttcctgaa
gcagcgccct
tgagcaccaa
gggacagctg
tcctgaccgg

acaccaaggt

polynucleotide

<400> 13

gaagtgcagc
ctggaagcag
ctgcaaggac
ctgcgagctg
cagcgccgac
gaagagctgc
caagctgacc
cgagaccatc
ggtgggcrggc
ggtggacgcc
ctgcgtggag
cgagcacacc
cgccatcaac
gaacagctac
gttcggcagc
ggtgctgcag
gttcaccatc
ccagggcgac
catcatcagc

gagccgctac

Artificial Sequence

ttcgaggagg
tacgtggacg
gacatcaaca
gacgtgacct
aacaaggtgg
gagcccgecg
cgcgecgagg
ctggacaaca
gaggacgcca
ttctgcggceg
accggcgtga
gagcagaagc
aagtacaacc
gtgaccccca
ggctacgtga
tacctgcgcg
tacaacaaca
agcggeggcec
tggggcgagg

gtgaactgga

cccgcgaggt
gcgaccagtg
gctacgagtg
gcaacatcaa
tgtgcagctg
tgcccttccc
ccgtgttccc
tcacccagag
agcccggeca
gcagcatcgt
agatcaccgt
gcaacgtgat
acgacatcgc
tctgcatcgc
gcggetggesg
tgcccctggt
tgttctgcgc
cccacgtgac
agtgcgccat

tcaaggagaa

Description of Artificial Sequence: Synthetic

gttcgagaac
cgagagcaac
ctggtgcccc
gaacggccgce
caccgagggc
ctgcggeagg
cgacgtggac
cacccagagc
gttcccctgg
gaacgagaag
ggtggeeggce
ccgcatcatc
cctgctggag
cgacaaggag
ccgegtgttc
ggaccgcgcc
cggcttccac
cgaggtggag
gaagggcaag

gaccaagctg

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1386



cgcagccacc
gcatctgccc
gccgccagat
gaagctgcag
tttctttgtg
caccggggtg
tcagagaatt
cagaaatggc
gctccccaaa
cgecctgtttg
gcagacgcag
atcaaaaact
ctcggagaag
caactcgcgg
taaaaccgcc

gatttataaa

gggatgggcc
taccgggaag
aaactggacc
gg8aggagees
caaggtgcgc
cgtcacctcc
ccagcagccg
ctttgggaag
ggttgaggtg
cagtgacgca

gtcagacgcg

atggcggggt

ggcatttctg
tctgacatgg
cgcgactttc
caatttgaga

aaatccatgg

taccgcggga
geeggageces
acccagcctg
aatctcacgg
gagcagaaca
tcagccaggt
cagtggatcc
tcccaaatca
cccgactacc
attttggaac
acgaaaaagt
accaacatcg
aatgagaact
aagatgaccg
gtggaccaga
aacaccaaca
ttgcaagacc
gtcaccaagc
gagcatgaat
gatataagtg

gaagcttcga

tttacgagat
acagctttgt
atctgaatct
tgacggaatg
agggagagasg
ttttgggacg
tcgagccgac
ggaacaaggt
agctccagtg
agcgtaaacg
aagagaatca
acatggagct

aggaggacca

aggctgcectt

tggtgggcca
taaacgggta
tcggcaagag
cggaggccat
ttcccttcaa
ccaaggtcgt
aatgcaagtc
tgtgcgeccgt
ggatgttcaa
aggaagtcaa
tctacgtcaa
agcccaaacg

tcaactacgc

tgtgattaag
gaactgggtg
gattgagcag
gcgeegtgtg
ctacttccac
tttcctgagt
tttgccaaac
ggtggatgag
ggcgtggact
gttggtggcg
gaatcccaat
ggtcgggteg
ggcctcatac
ggacaatgcg
gcagcccgtg
cgatccccaa
gaacaccatc
agcccacact
cgactgtgtc
ggagtcggcc
ctcggcccag
gattgacggg
atttgaactc

agactttttc

aaagggtega
ggtgcgegag

agacaggtac
10

gtccccageg
gccgagaagsg
gcacccctga
agtaaggccc
atgcacgtgc
cagattcgcg
tggttcgegg
tgctacatcc
aatatggaac
cagcatctga
tctgatgcgc
ctcgtggaca
atctccttca
ggaaagatta
gaggacattt
tatgcggctt
tggctgtttg
gtgcccttct
gacaagatgg
aaagccattc
atagacccga
aactcaacga
acccgeccgtc
cggtgggcaa
gccaagaaaa
tcagttgcgc

Caaaacaaat

accttgacgg
aatgggagtt
ccgtggccga
cggaggccct
tcgtggaaac
aaaaactgat
tcacaaagac
ccaattactt
agtatttaag
cgcacgtgtc
cggtgatcag
aggggattac
atgcggcctc
tgagcctgac
ccagcaatcg
ccgtctttct
ggcctgcaac
acgggtgegt
tgatctggtg
tcggaggaag
ctcccgtgat
ccttcgaaca
tggatcatga
aggatcacgt
gacccgcccc
agccatcgac

gttctcgtca

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620



cgtgggcatg
aaatatctgc
tcaacccgtt

gggaaaggtg

catctttgaa

<210> 14
<211> 1191
<212> DNA

aatctgatgc tgtttccctg cagacaatgc gagagaatga

ttcactcacg gacagaaaga ctgtttagag tgctttcccg

tctgtcgtca aaaaggcgta tcagaaactg tgctacattc

ccagacgctt gcactgcctg cgatctggtc aatgtggatt

caataa

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 14
ttgttcaaag

tggcaccttt
agaaacgggt
gaagcagata
attcatgccc
ttccgecgtct
atctgcgtca
ctccacctca
gaccttccca
caacggctgc
gttggaggtg
cacgcgcacc
cttcccctcc
attggtccag
ggtcttcccg

cgtggcccat

atgcagtcat
cccatgatat
tgagattctg
tttgaattct
acgtgacgag
gacgtcgatg
ctggggecgsg
accacgtgat
aagtcatgat
tggtgttcga
acgatcacgg
ttgcttcctc
tcccaccaga
tttacgcacc
gtagttgcag

cccagaaaga

ccaaatccac
gatgaatgta
acacgggaaa
gattcattct
aacatttgtt
gctgcgcaac
gtcttttctt
cctttgccca
ccagacggcg
aggtcgttga
gagtcgggtc
cgagaatggc
tcaccatctt
cgtagaaggg

gcccaaacag

cggaagccgc

attgaccaga
gcacagtttc
gcactctaaa
ctcgcattgt
ttggtagegg
tgactcgcgc
ggctccaccc
ccggaaaaag
ggtgagttca
gttcccgtca
tatctgggcc
tttggccgac
gtcgacacag
cacagtgtgg
ccagatggtg

atattgggga
11

tcgcaggcag
tgatacgcct
cagtctttct
ctgcagggaa
tctgcgtagt
acccgtttgg
tttttgacgt
tctttgactt
aatttgaaca
atcacggcgc
gaggacttgc
tccacgacct
tcgttgaagg
gctatggcect
ttcctcttgce

tcgtacccgt

atcagaattc
tgtcagaatc
atcatatcat

tggatgactg

tgcaagcgtc
ttttgacgac
gtccgtgagt
acagcatcag
tgatcgaagc
gctcacttat
agaattcatg
cctgecttggt
tccggtcttg
acatgttggt
atttctggtc
tggcggtcat
gaaagttctc
ccgcgatgtt
cgaacttttt

ttagttccaa

1680

1740

1800

1860

1876

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960



aattttataa atccgattgc tggaaatgtc

gggggcggtt ttagtcaggc tcataatctt

ggaccgcgag ttggaggccg cattgaagga

ctgcttctcc gaggtaatcc ccttgtccac

<210> 15
<211> 141
<212> DNA

<213> Artificial Sequence

<220>

ctccacgggec tgctggccca ccaggtagtc

tcccgcattg tccaaggcag ccttgatttg

gatgtatgag gcctggtcct cctggatcca

gagccacccg accagctcca t

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 15

aataaacgat aacgccgttg gtggcgtgag gcatgtaaaa ggttacatca ttatcttgtt

cgccatccgg ttggtataaa tagacgttca tgttggtttt tgtttcagtt gcaagttggc

tgcggcgecge gcagcacctt t

<210> 16
<211> 556
<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 16
ccctaaaatg

tgaccttgga
cactcgaccc
agtgtgagag
aaagcgtccg
ttgctcctcc
ccctctggat

tcaggcacca

ggcaaacatt
gctggggcag
cttggaattt
gggaatgact
ggcagcgtag
gataactggg
ccactgctta

ccactgacct

gcaagcagca
aggtcagaga
cggtggagag
cctttcggta
gcgggcgact
gtgaccttgg

aatacggacg

gggacagtga

aacagcaaac
cctctctggg
gagcagaggt
agtgcagtgg
cagatcccag
ttaatattca
aggacactcg

atccggacat

12

acacagccct
cccatgccac
tgtcctggceg
aagctgtaca
ccagtggact
ccagcagcct

agggccctgt

cgattctaag

ccctgectgc
ctccaacatc
tggtttaggt
ctgcccaggc
tagcccctgt
ccccecgttgc
ctcctcagct

gtaaatataa

1020

1080

1140

1191

60

120

141

60

120

180

240

300

360

420

480



aatttttaag tgtataattt gttaaactac tgattctaat tgtttctctc ttttagattc 540
caacctttgg aactga 556
<210> 17

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

oligonucleotide

<400> 17
gcgegetecge tcgectcactg aggccgggeg accaaaggtc gcccgacgec cgggeggect 60

cagtgagcga gcgagcgcgc 80

<210> 18
<400> 18
000
<210> 19
<400> 19
000
<210> 20
<400> 20
000
<210> 21
<400> 21
000
<210> 22
<400> 22
000
<210> 23

<400> 23
13



000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

24

24

25

25

26

26

27

27

28

28

29

29

30

30

31

31

32

14



<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

32

33

33

34

34

35

35

36

36

37

37

38

38

39

39

40

40

41

15



<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>
<211>
<212>
<213>

<220>
<223>

<400>

ggttga

<210>
<211>
<212>
<213>

<220>
<223>

<400>
agtt

<210>
<211>
<212>
<213>

41

42

42

43

43

44

44

45

6

DNA

Artificial Sequence

Description of Artificial Sequence:
oligonucleotide

45

46

4

DNA

Artificial Sequence

Description of Artificial Sequence:
oligonucleotide

46

47

6

DNA

Artificial Sequence

16

Synthetic

Synthetic



<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 47
ggttgg

<210> 48

<211> 6

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 48
agttgg

<210> 49

<211> 6

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 49
agttga

<210> 50

<211> 6

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 50
rrttrr

<210> 51

<211> 141

<212> DNA

<213> Artificial Sequence

17

Synthetic

Synthetic

Synthetic

Synthetic



<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 51
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccgggcaaag cccgggegtce

gggcgacctt tggtcgcccg gecctcagtga gcgagcgage gcgcagagag ggagtggceca

actccatcac taggggttcc t

<210> 52

<211> 130

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 52
cctgcaggca gctgecgeget cgectcgectca ctgaggecge ccgggegtecg ggegaccttt

ggtcgcccgg cctcagtgag cgagcgagecg cgcagagagg gagtggccaa ctccatcact
aggggttcct

<210> 53

<211> 3123

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

polynucleotide

<400> 53
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccgggaaacc cgggegtgec

cgggecgectc agtgagcgag cgagcgcgca gagagggagt ggccaactcc atcactaggg
gttcctgaac agagaaacag gagaatatgg gccaaacagg atatctgtgg taagcagttc
ctgccccgge tcagggccaa gaacagttgg aacagcagaa tatgggccaa acaggatatc
tgtggtaagc agttcctgcc ccggctcagg gccaagaaca gatggtcccc agatgeggtc
ccgccctcag cagtttctag agaaccatca gatgtttcca gggtgcccca aggacctgaa

atgaccctgt gccttatttg aactaaccaa tcagttcgct tctcgcttct gttcgegegc

18

60

120

141

60

120

130

60

120

180

240

300

360

420



ttctgctccc
gacgccatcc
cataaagaaa
gcataaggct
tatcgaggtg
tatgaaacga
tcaattcttt
cgacatttat
gttcgtttcc
ccaaaaaatt
gttcgtcaca
cgatagggac
aggtgtcgct
ttttggcaat
ttttggaatg
tagatttgaa
gctggtgcca
atctaattta
ggttgccaag
atcagctatt
tccatttttt
aagaggcgaa
agcgaccaac
ggacgaagac
ctatcaggtg
cgcaggtgtc

tttggagcac

cgagctctat
acgctgtttt
ggeeeggesce
atgaagagat
gacatcactt
tatgggctga
atgccggtgt
aatgaacgtg
aaaaaggggt
attatcatgg
tctcatctac
aagacaattg
ctgcctcata
caaatcattc
tttactacac
gaagagctgt
accctattct
cacgaaattg
aggttccatc
ctgattacac
gaagcgaagsg
ctgtgtgtga
gccttgattg
gaacacttct
gctcccgetg

gcaggtcttc

ggaaagacga

ataagcagag
gacttccata
cattctatcc
acgccctggt
acgctgagta
atacaaatca
tgggcgegtt
aattgctcaa
tgcaaaaaat
attctaaaac
ctcccggttt
cactgatcat
gaactgcctg
cggatactgc
tcggatattt
ttctgaggag
ccttcttcgc
cttctggtgg
tgccaggtat
ccgaggggsa
ttgtggatct
gaggtcctat
acaaggatgg
tcatcgttga
aattggaatc
ccgacgatga

tgacggaaaa

ctcgtttagt
gaaggccgcc
gctggaagat
tcctggaaca
cttcgaaatg
cagaatcgtc
atttatcgga
cagtatgggc
tttgaacgtg
ggattaccag
taatgaatac
gaactcctct
cgtgagattc
gattttaagt
gatatgtgga
ccttcaggat
caaaagcact
cgctcccctc

caggcaagga

tgataaaccg
ggataccggg
gattatgtcc
atggctacat
ccgcctgaag
catcttgctc
cgccggtgaa

agagatcgtg
19

gaaccgtcag
accatggaag
ggaaccgctg
attgctttta
tccgttcggt
gtatgcagtg
gttgcagttg
atttcgcagc
caaaaaaagc
ggatttcagt
gattttgtgc
ggatctactg
tcgcatgcca
gttgttccat
tttcgagtcg
tacaagattc
ctgattgaca
tctaaggaag
tatgggctca
ggcgeggtceg
aaaacgctgg
ggttatgtaa
tctggagaca
tctctgatta
caacacccca
cttcccgecg

gattacgtcg

atcgcctgga
acgccaaaaa
gagagcaact
cagatgcaca
tggcagaagc
aaaactctct
cgcccgegaa
ctaccgtggt
tcccaatcat
cgatgtacac
cagagtcctt
gtctgcctaa
gagatcctat
tccatcacgg
tcttaatgta
aaagtgcgct
aatacgattt
tcggggaagc
ctgagactac
gtaaagttgt
gcgttaatca
acaatccgga
tagcttactg
agtacaaagg
acatcttcga
ccgttgttgt

ccagtcaagt

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040



aacaaccgcg
taccggaaaa
aaagatcgcc
tgatttgggt
ttagggatat
ttcccgttat
attgactgat
gcctctgtat
ctggttgctg
ctctgtgttt
ttctgggact
tgcccgetgce
gccttctagt
aggtgccact
taggtgtcat
agacaatagc
agttggccac

cccgacgccc

agsg

<210> 54

<211> 3117
<212> DNA
<213>

<220>
<223>

aaaaagttgc
ctcgacgcaa
gtgtaagagc
atacatttaa
gtaattacta
ttacgctctg
attcttaact
ctagctattg
tctcttttag
gctgacgcaa
ttcgctttcc
tggacagggs
tgccagccat
cccactgtcc
tctattctgg
aggcatgctg
tccctctctg

gggctttgcc

polynucleotide

<400> 54

gcggaggagt
gaaaaatcag
atcttaccgc
atgttaataa
gttcaggtgt
ttcctgttaa
atgttgctcc
cttcccgtac
aggagttgtg
cccccactgg
ccctcccgat
ctaggttgct
ctgttgtttg
tttcctaata
ggggtggest
gggatgcggt
cgcgctcgcet

cgggeggect

Artificial Sequence

tgtgtttgtg
agagatcctc
catttattcc
aacaaaatgg
attgccacaa
tcaacctctg
ttttacgctg
ggctttcgtt
gccecgttgtc
ctggggcatt
cgccacggcea
gggcactgat
cccctccccc
aaatgaggaa
ggggcraggac
gggctctatg

cgctcactga

cagtgagcga

gacgaagtac
ataaaggcca
catatttgtt
tggggcaatc
gacaaacatg
gattacaaaa
tgtggatatg
ttctcctect
cgtcaacgtg
gccaccacct
gaactcatcg
aattccgtgg
gtgccttcect
attgcatcgc
agcaaggges
gcaggaaccc
ggcegggega

gegagegegc

Description of Artificial Sequence: Synthetic

cgaaaggtct
agaagggcgs
ctgtttttct
atttacattt
ttaagaaact
tttgtgaaag
ctgctttata
tgtataaatc
gcgtggtgtyg
gtcaactcct
ccgecctgect
tgttgtctgt
tgaccctgga
attgtctgag
aggattggga
ctagtgatgg
ccaaaggtcg

agctgcctgc

cctgcaggca gctgecgeget cgectcgetca ctgaggeccge ccgggcaaag cccgggegtce

gggcgacctt tggtcgcccg gecctcagtga gcgagcgage gcgcagagag ggagtggceca

20

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3123

60

120



actccatcac
tgtggtaagc
gccaaacagg
tccccagatg
ccccaaggac
cttctgttcg
gtcagatcgc
ggaagacgcc
cgctggagag
ttttacagat
tcggttggca
cagtgaaaac
agttgcgccc
gcagcctacc
aaagctccca
tcagtcgatg
tgtgccagag
tactggtctg
tgccagagat
tccattccat
agtcgtctta
gattcaaagt
tgacaaatac
ggaagtcggg
gctcactgag

ggtcggtaaa

taggggttcc
agttcctgcc
atatctgtgg
cggtcccgcec
ctgaaatgac
cgcgcttctg
ctggagacgc
aaaaacataa
caactgcata
gcacatatcg
gaagctatga
tctcttcaat
gcgaacgaca
gtggtgttcg
atcatccaaa
tacacgttcg
tccttcgata
cctaaaggtg
cctatttttg
cacggttttg
atgtatagat
gcgetgetgg
gatttatcta
gaagcggttg
actacatcag

gttgttccat

tgaacagaga
ccggctcagg
taagcagttc
ctcagcagtt
cctgtgectt
ctccccgagc
catccacgct
agaaaggccc
aggctatgaa
aggtggacat
aacgatatgg
tctttatgcc
tttataatga
tttccaaaaa
aaattattat
tcacatctca
gggacaagac
tcgctctgcec
gcaatcaaat
gaatgtttac
ttgaagaaga
tgccaaccct
atttacacga
ccaagaggtt
ctattctgat

tttttgaagc

aacaggagaa
gccaagaaca
ctgccccggc
tctagagaac
atttgaacta
tctatataag
gttttgactt
ggcgccattc
gagatacgcc
cacttacgct
gctgaataca
ggtgttgggc
acgtgaattg
ggggttgcaa
catggattct
tctacctccc
aattgcactg
tcatagaact
cattccggat
tacactcgga
gctgtttctg
attctccttc
aattgcttct
ccatctgcca

tacacccgag

gaaggttgtg

21

tatgggccaa
gttggaacag
tcagggccaa
catcagatgt
accaatcagt
cagagctcgt
ccatagaagg
tatccgctgg
ctggttcctg
gagtacttcg
aatcacagaa
gcgttattta
ctcaacagta
aaaattttga
aaaacggatt
ggttttaatg
atcatgaact
gcctgegtga
actgcgattt
tatttgatat
aggagccttc
ttcgccaaaa
ggtggcegctc
ggtatcaggc

ggggatgata

gatctggata

acaggatatc
cagaatatgg
gaacagatgg
ttccagggtg
tcgcttctceg
ttagtgaacc
ccgccaccat
aagatggaac
gaacaattgc
aaatgtccgt
tcgtcgtatg
tcggagttgc
tgggcatttc
acgtgcaaaa
accagggatt
aatacgattt
cctctggatc
gattctcgca
taagtgttgt
gtggatttcg
aggattacaa
gcactctgat
ccctctctaa
aaggatatgg

aaccgggcgc

ccgggaaaac

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680



gctgggegtt
tgtaaacaat
agacatagct
gattaagtac
ccccaacatc
cgeccgecegtt
cgtcgccagt
agtaccgaaa
ggccaagaag
ttgttctgtt
caatcattta
acatgttaag
Caaaatttgt
atatgctgct
ctccttgtat
acgtggcgtg
cacctgtcaa
catcgccgcc
cgtggtgttg
ttccttgacc
atcgcattgt
gggggaggat
aacccctagt
cccgggaaac
<210> 55

<211> 2841
<212> DNA

aatcaaagag
ccggaagcga
tactgggacg
aaaggctatc
ttcgacgcag
gttgttttgg
caagtaacaa
ggtcttaccg
ggcggaaaga
tttcttgatt
catttttagg
aaactttccc
gaaagattga
ttatagcctc
aaatcctggt
gtgtgctctg
ctcctttctg
tgccttgecc
tctgtgectt
ctggaaggtg
ctgagtaggt
tgggaagaca
gatggagttg

ccgggegtgc

gcgaactgtg
ccaacgcctt
aagacgaaca
aggtggctcc
gtgtcgcagg
agcacggaaa
ccgcgaaaaa
gaaaactcga
tcgccgtgta
tgggtataca
gatatgtaat
gttatttacg
ctgatattct
tgtatctagc
tgctgtctct
tgtttgctga
ggactttcgc
gctgectggac
ctagttgcca
ccactcccac
gtcattctat
atagcaggca
gccactccct

gcctcagtga

<213> Artificial Sequence

tgtgagaggt
gattgacaag
cttcttcatc
cgctgaattg
tcttcccgac
gacgatgacg
gttgcgegga
cgcaagaaaa
agagcatctt
tttaaatgtt
tactagttca
ctctgttcct
taactatgtt
tattgcttcc
tttagaggag
cgcaaccccc
tttcccectc
aggggctagg
gccatctgtt

tgtcctttcc

tctggggest
tgctggggat
ctctgecgcegc

gcgagcgagce

22

cctatgatta
gatggatggc
gttgaccgcc
gaatccatct
gatgacgccg
gaaaaagaga
ggagttgtgt
atcagagaga
accgccattt
aataaaacaa
ggtgtattgc
gttaatcaac
gctcctttta
cgtacggctt
ttgtggcccg
actggctggg
ccgatcgcca
ttgctgggca
gtttgcccct

taataaaatg

gggetgggsc
geggtgggct
tcgctcgctc

gcgcagctgc

tgtccggtta
tacattctgg
tgaagtctct
tgctccaaca
gtgaacttcc
tcgtggatta
ttgtggacga
tcctcataaa
attcccatat
aatggtggesg
cacaagacaa
ctctggatta
cgctgtgtgg
tecgttttctc
ttgtccgtca
gcattgccac
cggcagaact
ctgataattc
cccccgtgec
aggaaattgc
aggacagcaa
ctatggcagg
actgaggccg

ctgcagg

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3117



<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 55
cctgcaggca

cgggcegectc
gttcctgaac
ctgccccggce
tgtggtaagc
ccgccctcag
atgaccctgt
ttctgctccc
gacgccatcc
ccctggectg
cctggaccac
gctggaggag
cgaggagsgcc
cgtggacggc
catcaacagc
cgtgacctgc
caaagtggtg
gcccgecgtg
agccgagacc
ggacaacatc
ggacgccaag
ctgcggeggc
cggcgtgaag

gcagaagcgg

gctgegegcet
agtgagcgag
agagaaacag
tcagggccaa
agttcctgcc
cagtttctag
gccttatttg
cgagctctat
acgctgtttt
atcaccatct
gagaacgcca
ttcgtgcagg
agggaagtgt
gaccagtgcg
tacgagtgct
aacatcaaga
tgtagctgca
cccttcccect
gtgttccccg
acccagagca
cccggccagt
agcatcgtga
atcaccgtgg

aacgtcatcc

cgctcgctca
cgagcgcegcea
gagaatatgg
gaacagttgg
ccggctcagg
agaaccatca
aactaaccaa
ataagcagag
gacttccata
gcctgetggg
acaagatcct
gcaacctgga
tcgagaacac
agagcaaccc
ggtgcccttt
acggccgcectg
ccgagggcta
gcggcagagt
acgtggacta
cccagtcctt
tcccctggea
acgagaagtg
tggceggega

ggattatccc

ctgaggccgc
gagagggagt
gccaaacagg
aacagcagaa
gccaagaaca
gatgtttcca
tcagttcgct
ctcgtttagt
gaaggccgcc
ctacctgctg
gaaccggccc
gagggagtgc
cgagcggacc
ttgcctgaac
cggcttcgag
cgagcagttc
cagactggcc
gagcgtgtcc
cgtgaatagc
caacgacttc
ggtggtgctg
gatcgtgaca
acacaatatc

CcCaccacaac

23

ccgggaaacc
ggccaactcc
atatctgtgg
tatgggccaa
gatggtcccc
gggtgcccca
tctcgecttct
gaaccgtcag
accatgatca
agcgccgagt
aagagataca
atggaggaga
accgagttct
ggcggeagct
ggcaagaact
tgcaagaaca
gagaaccaga
cagaccagca
accgaggcecg
accagagttg
aacggcaaag
gccgecccact
gaggagaccg

tacaacgccg

cgggegtgcec
atcactaggg
taagcagttc
acaggatatc
agatgcggtc
aggacctgaa
gttcgcgcegc
atcgcctgga
tggccgagag
gcaccgtgtt
acagcggcaa
agtgcagctt
ggaagcagta
gcaaggacga
gcgagctgga
gcgecgacaa
agagctgcga
agctgaccag
agaccatcct
tgggeggcga
tggatgcctt
gcgtggagac
agcacaccga

ccatcaacaa

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440



gtacaaccac
gacccccatc
ctacgtgtcc
cctgagagtg
caacaacatg
cggcggaccc
gggcgaggag
gaactggatc
tatttgttct
gggcaatcat
caaacatgtt
ttacaaaatt
tggatatgct
ctcctccttg
tcaacgtggc
caccacctgt
actcatcgcc
ttccgtggtg
gccttecttg
tgcatcgcat
caaggggeag
aggaacccct
ccgggegacc
gagcgegeag
<210> 56

<211> 2835
<212> DNA

gacatcgccc
tgcatcgccg
ggctggggca
cccctggtgg
ttctgcgeceg
cacgtgaccg
tgcgccatga
aaggagaaaa
gtttttcttg
ttacattttt
aagaaacttt
tgtgaaagat
gctttatagc
tataaatcct
gtggtgtgct
caactccttt
gcctgecttg
ttgtctgtgc
accctggaag
tgtctgagta
gattgggaag
agtgatggag
aaaggtcgcc

ctgcctgcag

tgctggagct
acaaggagta
gagtgttcca
acagagccac
gcttccacga
aagtggaggg
agggcaagta
ccaagctgac
atttgggtat
agggatatgt
cccgttattt
tgactgatat
ctctgtatct
ggttgctgtc
ctgtgtttgc
ctgggacttt
cccgectgetg
cttctagttg
gtgccactcc
ggtgtcattc
acaatagcag
ttggccactc
cgacgcccgg

g

ggacgagcct
caccaacatc
caagggcaga
ctgecctgttg
gggcggcraga
caccagcttc
cggcatctac
ctgagagcat
acatttaaat
aattactagt
acgctctgtt
tcttaactat
agctattgct
tcttttagag
tgacgcaacc
cgctttcccc
gacaggggct
ccagccatct
cactgtcctt
tattctgggsg
gcatgctggg
cctctctgeg

gctttgcccg

24

ctggtgctga
ttcctgaagt
agcgccctgg
agcaccaagt
gacagctgcc
ctgaccggca
accaaagtga
cttaccgcca
gttaataaaa
tcaggtgtat
cctgttaatc
gttgctcctt
tcccgtacgg
gagttgtggc
cccactggct
ctcccgatcg
aggttgctgg
gttgtttgcc
tcctaataaa
getgggetes
gatgcggtgg
cgctcgectcg

ggcggcectca

atagctacgt
tcggeagegg
tgctgcagta
tcaccatcta
agggcgacag
tcatcagctg
gccggtacgt
tttattccca
caaaatggtg
tgccacaaga
aacctctgga
ttacgctgtg
ctttcgtttt
ccgttgtccg
ggggcattgc
ccacggcaga
gcactgataa
cctccceccegt
atgaggaaat
ggcaggacag
gctctatggc

ctcactgagg

gtgagcgagc

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2841



<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 56
cctgcaggca

gggcgacctt
actccatcac
tgtggtaagc
gccaaacagg
tccccagatg
ccccaaggac
cttctgttcg
gtcagatcgc
gatcatggcc
cgagtgcacc
atacaacagc
ggagaagtgc
gttctggaag
cagctgcaag
gaactgcgag
gaacagcgcc
ccagaagagc
cagcaagctg
ggccgagacc
agttgtgggc
caaagtggat

ccactgcgtg

gctgcgegct
tggtcgcccg
taggggttcc
agttcctgcc
atatctgtgg
cggtcccgcec
ctgaaatgac
cgcgecttctg
ctggagacgc
gagagccctg
gtgttcctgg
ggcaagctgg
agcttcgagg
cagtacgtgg
gacgacatca
ctggacgtga
gacaacaaag
tgcgagcccg
accagagccg
atcctggaca
ggcgaggacg

gccttctgeg

gagaccggceg

cgctcgctca
gcctcagtga
tgaacagaga
ccggctcagg
taagcagttc
ctcagcagtt
cctgtgectt
ctccccgagc
catccacgct
gcctgatcac
accacgagaa
aggagttcgt
aggccaggga
acggcgacca
acagctacga
cctgcaacat
tggtgtgtag
ccgtgecectt
agaccgtgtt
acatcaccca
ccaagcccgg
gcggcagcat

tgaagatcac

ctgaggccgc
gcgagcegagc
aacaggagaa
gccaagaaca
ctgccccggc
tctagagaac
atttgaacta
tctatataag
gttttgactt
catctgcctg
cgccaacaag
gcagggcaac
agtgttcgag
gtgcgagagc
gtgctggtgc
caagaacggc
ctgcaccgag
cccctgeggc
ccccgacgtg
gagcacccag
ccagttcccc
cgtgaacgag

cgtggtggcc

25

ccgggcaaag
gcgcagagag
tatgggccaa
gttggaacag
tcagggccaa
catcagatgt
accaatcagt
cagagctcgt
ccatagaagg
ctgggctacc
atcctgaacc
ctggagaggsg
aacaccgagc
aacccttgcc
cctttcggcet
cgctgcgagc
ggctacagac
agagtgagcg
gactacgtga
tccttcaacg
tggcaggtgg
aagtggatcg

ggcgaacaca

cccgggegtc
ggagtggcca
acaggatatc
cagaatatgg
gaacagatgg
ttccagggtg
tcgcttctceg
ttagtgaacc
ccgccaccat
tgctgagcgc
ggcccaagag
agtgcatgga
ggaccaccga
tgaacggcegg
tcgagggcaa
agttctgcaa
tggccgagaa
tgtcccagac
atagcaccga
acttcaccag
tgctgaacgg
tgacagccgc

atatcgagga

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380



gaccgagcac
cgccgccatc
gctgaatagc
gaagttcggc
cctggtgctg
caagttcacc
ctgccagggc
cggcatcatc
agtgagccgg
cgccatttat
taaaacaaaa
tgtattgcca
taatcaacct
tccttttacg
tacggctttc
gtggcccgtt
tggctggggc
gatcgccacg
gctgggcact
ttgcccctcc

ataaaatgag

ggtggggcag

ggtgggctct

gctcgctcac

gcagctgcect

<210> 57
<211> 3912

accgagcaga
aacaagtaca
tacgtgaccc
agcggctacg
cagtacctga
atctacaaca
gacagcggcsg
agctggggceg
tacgtgaact
tcccatattt
tggtgggsgca
caagacaaac
ctggattaca
ctgtgtggat
gttttctcct
gtccgtcaac
attgccacca
gcagaactca
gataattccg
cccgtgectt

gaaattgcat

gacagcaagg
atggcaggaa
tgaggccgcc

gcagg

agcggaacgt
accacgacat
ccatctgcat
tgtccggetg
gagtgcccct
acatgttctg
gaccccacgt
aggagtgcgc
ggatcaagga
gttctgtttt
atcatttaca
atgttaagaa
aaatttgtga
atgctgcttt
ccttgtataa
gtggcgtggt
cctgtcaact
tcgccgectg
tggtgttgtc
ccttgaccct
cgcattgtct
gggaggattg
cccctagtga

cgggaaaccc

catccggatt
cgccctgcetg
cgccgacaag
gggcagagtg
ggtggacaga
cgeccggettc
gaccgaagtg
catgaagggc
gaaaaccaag
tcttgatttg
tttttaggga
actttcccgt
aagattgact
atagcctctg
atcctggttg
gtgctctgtg
cctttctggg
ccttgecccgce
tgtgccttct
ggaaggtgcc
gagtaggtgt
ggaagacaat
tggagttggc

gggcgtgege

26

atcccccacc
gagctggacg
gagtacacca
ttccacaagg
gccacctgcc
cacgagggcs
gagggcacca
aagtacggca
ctgacctgag
ggtatacatt
tatgtaatta
tatttacgct
gatattctta
tatctagcta
ctgtctcttt
tttgctgacg
actttcgctt
tgctggacag
agttgccagc
actcccactg
cattctattc
agcaggcatg
cactccctct

ctcagtgagc

acaactacaa
agcctctggt
acatcttcct
gcagaagcgc
tgttgagcac
gcagagacag
gcttcctgac
tctacaccaa
agcatcttac
taaatgttaa
ctagttcagg
ctgttcctgt
actatgttgc
ttgcttcccg
tagaggagtt
caacccccac
tccccctcecc
gggctaggtt
catctgttgt
tcctttecta
tggeggetasg
ctggggatgc
ctgcgegctc

gagcgagesgc

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2835



<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 57
cctgcaggca

cgggcegectc
gttcctggct
aacccctcag
acaaacttca
acacacagcc
ggcccatgcec
gttgtcctgg
ggggagtcgt
tggaaatgat
ttgttttgtt
cagtgacaca
attacaagca
ccatgttggt
cggctaattt
agaggtaccg
gggccagcta
gacacaggac
aagctgtaca
ccagtggact
ccagcagcct
cctgtctcect

cgCCaaaaac

gctgegegcet
agtgagcgag
cagaggctca
ttcccatect
gcctactcat
ctccctgect
acctccaaca
cgtggtttag
cagtaagtgg
aaagacgccc
ttgttttgtt
atctcatctc
tgtgccacca
cagcctcagc
tttctatttt
gatcttgcta
agtggtactc
gctgtggttt
ctgcccaggc
tagcccctgt
cccccgttgce
cagcttcagg

ataaagaaag

cgctcgctca
cgagcgcgcea
gaggcacaca
ccagcagctg
gtccctaaaa
gctgaccttg
tccactcgac
gtagtgtgag
ctatgccccg
atctgatagg
ttttgagatg
accacaacct
cacctggcta
ctcccaagta
tgacagggac
ccagtggaac
tcccagagac
ctgagccagg
aaagcgtccg
ttgctcctcc
ccctctggat

caccaccact

gcceggegec

ctgaggccgc
gagagggagt
ggagtttctg
tttgtgtgct
tgggcaaaca
gagctggggc
cccttggaat
agggtccggg
accccgaagc
gtttttgtgg
gaggtttgct
tcccctgect
attttctatt
actgggatta
ggggtttcac
agccactaag
tgtctgactc
tacaatgact
ggcagcgtag
gataactggg
ccactgctta

gacctgggac

attctatccg
27

ccgggaaacc
ggccaactcc
ggctcaccct
gcctctgaag
ttgcaagcag
agaggtcaga
ttcggtggag
ttcaaaacca
ctgtttcccc
caaataaaca
ctgtcgccca
cagcctccca
tttagtagag
caggcctgtg
catgttggtc
gattctgcag
acgccacccc
cctttcggta
gcgggegact
gtgaccttgg
aatacggacg
agtgccgcca

ctggaagatg

cgggegtgcec
atcactaggg
gcccccttcec
tccacactga
caaacagcaa
gacctctctg
aggagcagag
cttgctgggt
atctgtacaa
tttggttttt
ggctggagtg
agtagctggg
acgggtttct
ccaccacacc
aggctggtct
tgagagcaga
ctccaccttg
agtgcagtgg
cagatcccag
ttaatattca

aggacagggc

ccatggaaga

gaaccgctgg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380



agagcaactg
agatgcacat
ggcagaagct
aaactctctt
gceccgegaac
taccgtggtg
cccaatcatc
gatgtacacg
agagtccttc
tctgcctaaa
agatcctatt
ccatcacggt
cttaatgtat
aagtgcgctg
atacgattta
cggggaagceyg
tgagactaca
taaagttgtt
cgttaatcaa
caatccggaa
agcttactgg
gtacaaaggc
catcttcgac
cgttgttgtt
cagtcaagta

gaaaggtctt

cataaggcta
atcgaggtgg
atgaaacgat
caattcttta
gacatttata
ttcgtttcca
caaaaaatta
ttcgtcacat
gatagggaca
ggtgtcgctc
tttggcaatc
tttggaatgt
agatttgaag
ctggtgccaa
tctaatttac
gttgccaaga
tcagctattc
ccattttttg
agaggcgaac
gcgaccaacg
gacgaagacg
tatcaggtgg
gcaggtgtcg
ttggagcacg
acaaccgcga

accggaaaac

tgaagagata
acatcactta
atgggctgaa
tgccggtgtt
atgaacgtga
aaaaggggtt
ttatcatgga
ctcatctacc
agacaattgc
tgcctcatag
aaatcattcc
ttactacact
aagagctgtt
ccctattctc
acgaaattgc
ggttccatct
tgattacacc
aagcgaaggt
tgtgtgtgag
ccttgattga
aacacttctt
ctcccgetga
caggtcttcc
gaaagacgat
aaaagttgceg

tcgacgcaag

cgccctggtt
cgctgagtac
tacaaatcac
gggcgegtta
attgctcaac
gcaaaaaatt
ttctaaaacg
tcccggtttt
actgatcatg
aactgcctgc
ggatactgcg
cggatatttg
tctgaggagc
cttcttcgcc
ttctggtggc
gccaggtatc
cgagggggat
tgtggatctg
aggtcctatg
caaggatgga
catcgttgac
attggaatcc
cgacgatgac
gacggaaaaa
cggaggagtt

aaaaatcaga

28

cctggaacaa
ttcgaaatgt
agaatcgtcg
tttatcggag
agtatgggca
ttgaacgtgc
gattaccagg
aatgaatacg
aactcctctg
gtgagattct
attttaagtg
atatgtggat
cttcaggatt
aaaagcactc
gctccectct

aggcaaggat

gataaaccgg
gataccggga
attatgtccg
tggctacatt
cgcctgaagt
atcttgctcc
gccggtgaac
gagatcgtgg
gtgtttgtgg

gagatcctca

ttgcttttac
ccgttcggtt
tatgcagtga
ttgcagttgc
tttcgcagcc
aaaaaaagct
gatttcagtc
attttgtgcc
gatctactgg
cgcatgccag
ttgttccatt
ttcgagtcgt
acaagattca
tgattgacaa
ctaaggaagt
atgggctcac
gcgeggtegg
aaacgctggg
gttatgtaaa
ctggagacat
ctctgattaa
aacaccccaa
ttcccgecgce
attacgtcgc
acgaagtacc

taaaggccaa

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940



gaagggcegea
tgtttttctt
tttacatttt
taagaaactt
ttgtgaaaga
tgctttatag
gtataaatcc
cgtggtgtgc
tcaactcctt
cgcctgectt
gttgtctgtg
gaccctggaa
ttgtctgagt
ggattgggaa
tagtgatgga
caaaggtcgc
gctgecctgea
<210> 58

<211> 3906
<212> DNA

<213>

<220>
<223>

aagatcgccg
gatttgggta
tagggatatg
tcccgttatt
ttgactgata
cctctgtatc
tggttgctgt
tctgtgtttg
tctgggactt
gcccgetget
ccttctagtt
ggtgccactc
aggtgtcatt
gacaatagca
gttggccact
ccgacgeccg

g8

polynucleotide

<400> 58

tgtaagagca
tacatttaaa
taattactag
tacgctctgt
ttcttaacta
tagctattgc
ctcttttaga
ctgacgcaac
tcgctttccc
ggacagggsc
gccagccatc
ccactgtcct
ctattctggg
ggcatgctgg
ccctctctge

ggctttgcecc

Artificial Sequence

tcttaccgcc
tgttaataaa
ttcaggtgta
tcctgttaat
tgttgctcect
ttcccgtacg
ggagttgtgg
ccccactggc
cctcccgatc
taggttgctg
tgttgtttgce
ttcctaataa
gggtgggsts
ggatgcggtg
gcgctcgcetc

gggeggectce

atttattccc
acaaaatggt
ttgccacaag
caacctctgg
tttacgctgt
gctttcgttt

cccgttgtcc

tggggcattg

gccacggceag

ggcactgata
ccctcccccg
aatgaggaaa
gggcaggaca
ggctctatgg

gctcactgag

agtgagcgag

Description of Artificial Sequence: Synthetic

cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccgggcaaag

gggcgacctt tggtcgcccg gecctcagtga gcgagcgage gcgcagagag

actccatcac taggggttcc tggctcagag gctcagaggc acacaggagt

accctgcccc cttccaaccc ctcagttccc atcctccage agectgtttgt

29

atatttgttc
ggggcaatca
acaaacatgt
attacaaaat
gtggatatgc
tctcctectt
gtcaacgtgg
ccaccacctg
aactcatcgc
attccgtggt
tgccttectt
ttgcatcgca
gcaagggesa
caggaacccc
geegggegac

cgagcgcegcea

cccgggegtc
ggagtggcca
ttctgggctc

gtgctgcctc

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3912

60

120

180

240



tgaagtccac
agcagcaaac
tcagagacct
tggagaggag
aaccacttgc
tccccatctg
aaacatttgg
gcccaggcetg
tcccaagtag
tagagacggg
ctgtgccacc
tggtcaggct
tgcagtgaga
accccctcca
cggtaagtgc
cgactcagat
cttggttaat
ggacgaggac
cgccaccatg
agatggaacc
aacaattgct
aatgtccgtt
cgtcgtatgc
cggagttgca
gggcatttcg
cgtgcaaaaa

ccagggattt

actgaacaaa
agcaaacaca
ctctgggccc
cagaggttgt
tgggtgggga
tacaatggaa
tttttttgtt
gagtgcagtg
ctgggattac
tttctccatg

acacccggct

ggtctagagg
gcagagggcc
ccttggacac
agtggaagct
cccagccagt
attcaccagc
agggccctgt
gaagacgcca
gctggagagc
tttacagatg
cggttggeag
agtgaaaact
gttgcgcccg
cagcctaccg
aagctcccaa

cagtcgatgt

cttcagccta
cagccctccc
atgccacctc
cctggegtgg
gtcgtcagta
atgataaaga
ttgttttgtt
acacaatctc
aagcatgtgc
ttggtcagcc
aattttttct
taccggatct
agctaagtgg
aggacgctgt
gtacactgcc
ggacttagcc
agcctccccc
ctcctcagct
aaaacataaa
aactgcataa
cacatatcga
aagctatgaa
ctcttcaatt
cgaacgacat
tggtgttcgt
tcatccaaaa

acacgttcgt

ctcatgtccc
tgcctgctga
caacatccac
tttaggtagt
agtggctatg
cgcccatctg
ttgttttttg
atctcaccac
caccacacct
tcagcctccc
atttttgaca
tgctaccagt
tactctccca
ggtttctgag
caggcaaagc
cctgtttgcet
gttgcccctc
tcaggcacca
gaaaggcccg
ggctatgaag
ggtggacatc
acgatatggg
ctttatgccg
ttataatgaa
ttccaaaaag
aattattatc

cacatctcat

30

taaaatgggc
ccttggagct
tcgacccctt
gtgagagggt
cceccgacccc
atagggtttt
agatggaggt
aaccttcccc
ggctaatttt
aagtaactgg
gggacggggt
ggaacagcca
gagactgtct
ccaggtacaa
gtccgggcag
cctccgataa
tggatccact
ccactgacct
gcgccattct
agatacgccc
acttacgctg
ctgaatacaa
gtgttgggcg
cgtgaattgc
gggttgcaaa
atggattcta

ctacctcccg

aaacattgca
ggggcragags
ggaatttcgg
ccgggttcaa
gaagcctgtt
tgtggcaaat
ttgctctgtc
tgcctcagcc
ctatttttag
gattacaggc
ttcaccatgt
ctaaggattc
gactcacgcc
tgactccttt
cgtaggeggsg
ctggggtgac
gcttaaatac
gggacagtgc
atccgctgga
tggttcctgg
agtacttcga
atcacagaat
cgttatttat
tcaacagtat
aaattttgaa
aaacggatta

gttttaatga

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860



atacgatttt
ctctggatct
attctcgcat
aagtgttgtt
tggatttcga
ggattacaag
cactctgatt

cctctctaag

aggatatggg
accgggegeg
cgggaaaacg
gtccggttat
acattctgga
gaagtctctg
gctccaacac
tgaacttccc
cgtggattac
tgtggacgaa
cctcataaag
ttcccatatt
atggtgggsc
acaagacaaa
tctggattac
gctgtgtgga
cgttttctcc

tgtccgtcaa

gtgccagagt
actggtctgc
gccagagatc
ccattccatc
gtcgtcttaa
attcaaagtg
gacaaatacg
gaagtcgggg
ctcactgaga
gtcggtaaag
ctgggcgtta
gtaaacaatc
gacatagctt
attaagtaca
cccaacatct
gccgeegttg
gtcgccagtc
gtaccgaaag
gccaagaagg
tgttctgttt
aatcatttac
catgttaaga
aaaatttgtg
tatgctgctt

tccttgtata

cgtggegtgg

ccttcgatag
ctaaaggtgt
ctatttttgg
acggttttgg
tgtatagatt
cgctgectggt
atttatctaa
aagcggttgc
ctacatcagc
ttgttccatt
atcaaagagg
cggaagcgac
actgggacga
aaggctatca
tcgacgcagg
ttgttttgga
aagtaacaac
gtcttaccgg
gcggaaagat
ttcttgattt
atttttaggg
aactttcccg
aaagattgac
tatagcctct
aatcctggtt

tgtgctctgt

ggacaagaca
cgctctgect
caatcaaatc
aatgtttact
tgaagaagag
gccaacccta
tttacacgaa
caagaggttc
tattctgatt
ttttgaagcg
cgaactgtgt
caacgccttg
agacgaacac
ggtggctccc
tgtcgcaggt
gcacggaaag
cgcgaaaaag
aaaactcgac
cgccgtgtaa
gggtatacat
atatgtaatt
ttatttacgc
tgatattctt
gtatctagct
gctgtctctt

gtttgctgac

31

attgcactga
catagaactg
attccggata
acactcggat
ctgtttctga
ttctccttct
attgcttctg
catctgccag
acacccgagg
aaggttgtgg
gtgagaggtc
attgacaagg
ttcttcatcg
gctgaattgg
cttcccgacg
acgatgacgg
ttgcgeggag
gcaagaaaaa
gagcatctta
ttaaatgtta
actagttcag
tctgttcctg
aactatgttg
attgcttccc
ttagaggagt

gCaaccccca

tcatgaactc
cctgcgtgag
ctgecgatttt
atttgatatg
ggagccttca
tcgccaaaag
gtggcgctcc
gtatcaggca
gggatgataa
atctggatac
ctatgattat
atggatggct
ttgaccgcct
aatccatctt
atgacgccgg
aaaaagagat
gagttgtgtt
tcagagagat
ccgccattta
ataaaacaaa
gtgtattgcc
ttaatcaacc
ctccttttac
gtacggcttt
tgtggcccgt

ctggctggss

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420



cattgccacc
ggcagaactc
tgataattcc
ccccgtgect
ggaaattgca
ggacagcaag
tatggcagga
ctgaggccgc
tgcagg
<210> 59
<211> 3630
<212> DNA

<213>

<220>
<223>

acctgtcaac
atcgccgcct
gtggtgttgt
tccttgaccc
tcgcattgtc
ggggaggatt
acccctagtg

ccgggaaacc

polynucleotide

<400> 59
cctgcaggca

cgggegcectc
gttcctggct
aacccctcag
acaaacttca
acacacagcc
ggcccatgcc
gttgtcctgg
ggggagtcgt
tggaaatgat
ttgttttgtt

cagtgacaca

gctgcgegct
agtgagcgag
cagaggctca
ttcccatcct
gcctactcat
ctccctgect
acctccaaca
cgtggtttag
cagtaagtgg
aaagacgccc
ttgttttgtt

atctcatctc

tcctttctgg
gccttgeccg
ctgtgccttc
tggaaggtgc
tgagtaggtg
gggaagacaa
atggagttgg

cgggegtgceg

Artificial Sequence

cgctcgctca
cgagcgegea
gaggcacaca
ccagcagctg
gtccctaaaa
gctgaccttg
tccactcgac
gtagtgtgag
ctatgccccg
atctgatagg
ttttgagatg

accacaacct

gactttcgct
ctgctggaca
tagttgccag
cactcccact
tcattctatt
tagcaggcat
ccactccctc

cctcagtgag

ctgaggccgc
gagagggagt
ggagtttctg
tttgtgtgct
tgggcaaaca
gagctgggsc
cccttggaat
agggtccggg
accccgaagc
gtttttgtgg
gaggtttgct

tcccctgect

32

ttccccctcc
ggggctaggt
ccatctgttg
gtcctttect
ctggggesgts
gctggggatg
tctgegegcet

cgagcgagceg

Description of Artificial Sequence: Synthetic

ccgggaaacc
ggccaactcc
ggctcaccct
gcctctgaag
ttgcaagcag
agaggtcaga
ttcggtggag
ttcaaaacca
ctgtttcccc
caaataaaca
ctgtcgccca

cagcctccca

cgatcgccac
tgctgggcac
tttgcccctc

aataaaatga

gggtggggca

cggtgggctc

cgctcgctca

cgcagctgcc

cgggegtgcec
atcactaggg
gcccccttcec
tccacactga
caaacagcaa
gacctctctg
aggagcagag
cttgctgggt
atctgtacaa
tttggttttt
ggctggagtg

agtagctggg

3480

3540

3600

3660

3720

3780

3840

3900

3906

60

120

180

240

300

360

420

480

540

600

660

720



attacaagca
ccatgttggt
cggctaattt
agaggtaccg
gggccagcta
gacacaggac
aagctgtaca
ccagtggact
ccagcagcct
cctgtctcect
ggccgagage
caccgtgttc
cagcggcaag
gtgcagcttc
gaagcagtac
caaggacgac
cgagctggac
cgccgacaac
gagctgcgag
gctgaccaga
gaccatcctg
ggecgecgag
ggatgccttc
cgtggagacc
gcacaccgag
catcaacaag

tagctacgtg

tgtgccacca
cagcctcagc
tttctatttt
gatcttgcta
agtggtactc
gctgtggttt
ctgcccaggc
tagcccctgt
cccccgttgce
cagcttcagg
cctggecctga
ctggaccacg
ctggaggagt
gaggaggcca
gtggacggcg
atcaacagct
gtgacctgca
aaagtggtgt
cccgececgtgce
gccgagaccg
gacaacatca
gacgccaagc
tgcggeggcea
ggcgtgaaga
cagaagcgga
tacaaccacg

acccccatct

cacctggcta
ctcccaagta
tgacagggac
ccagtggaac
tcccagagac
ctgagccagg
aaagcgtccg
ttgctcctcc
ccctctggat
caccaccact
tcaccatctg
agaacgccaa
tcgtgcaggg
gggaagtgtt
accagtgcga
acgagtgctg
acatcaagaa
gtagctgcac
ccttcccctg
tgttccccga
cccagagcac
ccggccagtt
gcatcgtgaa
tcaccgtggt
acgtcatccg
acatcgccct

gcatcgccga

attttctatt
actgggatta
ggggtttcac
agccactaag
tgtctgactc
tacaatgact
ggcagcgtag
gataactggg
ccactgctta
gacctgggac
cctgectgggc
caagatcctg
caacctggag
cgagaacacc
gagcaaccct
gtgccctttc
cggeccgetgce
cgagggctac
cggcagagtg
cgtggactac
ccagtccttc
cccctggcag
cgagaagtgg
ggceggegaa
gattatcccc
gctggagetg

caaggagtac
33

tttagtagag
caggcctgtg
catgttggtc
gattctgcag
acgccacccc
cctttcggta
gcgggegact
gtgaccttgg
aatacggacg
agtgccgcca
tacctgctga
aaccggccca
agggagtgca
gagcggacca
tgcctgaacg
ggcttcgagg
gagcagttct
agactggccg
agecgtgtccc
gtgaatagca
aacgacttca
gtggtgctga
atcgtgacag
cacaatatcg
caccacaact
gacgagcctc

accaacatct

acgggtttct
ccaccacacc
aggctggtct
tgagagcaga
ctccaccttg
agtgcagtgg
cagatcccag
ttaatattca
aggacagggc
ccatgatcat
gcgccgagtg
agagatacaa
tggaggagaa
ccgagttctg
gcggeagetg
gcaagaactg
gcaagaacag
agaaccagaa
agaccagcaa
ccgaggcecga
ccagagttgt
acggcaaagt
ccgcccactg
aggagaccga
acaacgccgce
tggtgctgaa

tcctgaagtt

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340



cggcagegsc
gctgcagtac
caccatctac
gggcgacagce
catcagctgg
ccggtacgtg
ttattcccat
aaaatggtgg
gccacaagac
acctctggat
tacgctgtgt
tttcgttttc
cgttgtccgt
gggcattgcc
cacggcagaa
cactgataat
ctcccccgtg
tgaggaaatt
gcaggacagc
ctctatggca

tcactgaggc

tgagcgagcg

<210> 60
<211> 3624
<212> DNA

tacgtgtccg
ctgagagtgc
aacaacatgt
ggcggacccc
ggcgaggagt
aactggatca
atttgttctg
ggcaatcatt
aaacatgtta
tacaaaattt
ggatatgctg
tcctccttgt
caacgtggcg
accacctgtc
ctcatcgccg
tccgtggtgt
ccttccttga
gcatcgcatt
aaggesggags
ggaaccccta
cgggcgacca

agcgcgeagc

gctggggceag

ccctggtgga
tctgcgecegg
acgtgaccga
gcgccatgaa
aggagaaaac
tttttcttga
tacattttta
agaaactttc
gtgaaagatt
ctttatagcc
ataaatcctg
tggtgtgctc
aactcctttc
cctgecttgc
tgtctgtgcc
ccctggaagg
gtctgagtag
attgggaaga
gtgatggagt
aaggtcgccc

tgcctgcagg

<213> Artificial Sequence

<220>

agtgttccac
cagagccacc
cttccacgag
agtggaggsc
gggcaagtac
caagctgacc
tttgggtata
gggatatgta
ccgttattta
gactgatatt
tctgtatcta
gttgctgtct
tgtgtttgct
tgggactttc
ccgectgectgg
ttctagttgc
tgccactccc
gtgtcattct
caatagcagg

tggccactcc

gacgcccggsg

aagggcagaa
tgcctgttga
ggcggcagag
accagcttcc
ggcatctaca
tgagagcatc
catttaaatg
attactagtt
cgctctgttc
cttaactatg
gctattgctt
cttttagagg
gacgcaaccc
gctttccccc
acaggggcta
cagccatctg

actgtccttt

attctggggg

catgctgggg

ctctctgcgc

ctttgcccgg

<223> Description of Artificial Sequence: Synthetic

34

gcgecctggt
gcaccaagtt
acagctgcca
tgaccggcat
ccaaagtgag
ttaccgccat
ttaataaaac
caggtgtatt
ctgttaatca
ttgctccttt
cccgtacggc
agttgtggcc
ccactggctg
tcccgatcgce
ggttgctggsg
ttgtttgccc

cctaataaaa

gtgeegetees
atgcggtggg
gctcgcectcgc

gcggcctcag

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3630



polynucleotide

<400> 60
cctgcaggca

gggcgacctt
actccatcac
accctgcccc
tgaagtccac
agcagcaaac
tcagagacct
tggagaggag
aaccacttgc
tccccatctg
aaacatttgg
gcccaggcetg
tcccaagtag
tagagacggg
ctgtgccacc
tggtcaggct
tgcagtgaga
accccctcca
cggtaagtgc
cgactcagat
cttggttaat
ggacgaggac
cgccaccatg
gctgagcgcc

gcccaagaga

gctgcgegct
tggtcgcccg
taggggttcc
cttccaaccc
actgaacaaa
agcaaacaca
ctctgggccc
cagaggttgt
tgggtgggga
tacaatggaa
tttttttgtt
gagtgcagtg
ctgggattac
tttctccatg

acacccggct

ggtctagagg
gcagagggcc
ccttggacac
agtggaagct
cccagccagt
attcaccagc
agggccctgt
atcatggccg
gagtgcaccg

tacaacagcg

cgctcgctca
gcctcagtga
tggctcagag
ctcagttccc
cttcagccta
cagccctccc
atgccacctc
cctggegtgg
gtcgtcagta
atgataaaga
ttgttttgtt
acacaatctc
aagcatgtgc
ttggtcagcc
aattttttct
taccggatct
agctaagtgg
aggacgctgt
gtacactgcc
ggacttagcc
agcctccccc
ctcctcagcect
agagccctgg

tgttcctgga

gcaagctgga

ctgaggccgc
gcgagcgagce
gctcagaggc
atcctccagc
ctcatgtccc
tgcctgctga
caacatccac
tttaggtagt
agtggctatg
cgcccatctg
ttgttttttg
atctcaccac
caccacacct
tcagcctccc
atttttgaca
tgctaccagt
tactctccca
ggtttctgag
caggcaaagc
cctgtttgcet
gttgcccctc
tcaggcacca
cctgatcacc

ccacgagaac

ggagttcgtg

35

ccgggcaaag
gcgcagagag
acacaggagt
agctgtttgt
taaaatgggc
ccttggagct
tcgacccctt
gtgagagggt
cceccgacccc
atagggtttt
agatggaggt
aaccttcccc
ggctaatttt
aagtaactgg
gggacggggt
ggaacagcca
gagactgtct
ccaggtacaa
gtccgggceag
cctccgataa
tggatccact
ccactgacct
atctgcctgc
gccaacaaga

cagggcaacc

cccgggegtc
ggagtggcca
ttctgggctc
gtgctgcctc
aaacattgca
ggggcagags
ggaatttcgg
ccgggttcaa
gaagcctgtt
tgtggcaaat
ttgctctgtc
tgcctcagcc
ctatttttag
gattacaggc
ttcaccatgt
ctaaggattc
gactcacgcc
tgactccttt
cgtaggcggg
ctggggtgac
gcttaaatac
gggacagtgc
tgggctacct

tcctgaaccg

tggagaggga

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500



gtgcatggag
gaccaccgag
gaacggcegsc
cgagggcaag
gttctgcaag
ggccgagaac
gtcccagacc
tagcaccgag
cttcaccaga
gctgaacggc
gacagccgcc
tatcgaggag
caactacaac
gcctctggtg
catcttcctg
cagaagcgcc
gttgagcacc
cagagacagc
cttcctgacc
ctacaccaaa
gcatcttacc
aaatgttaat
tagttcaggt
tgttcctgtt
ctatgttgct

tgcttcccgt

agaggagttg

gagaagtgca
ttctggaagc
agctgcaagg
aactgcgagc
aacagcgccg
cagaagagct
agcaagctga
gccgagacca
gttgtgggcg
aaagtggatg
cactgcgtgg
accgagcaca
gccgccatca
ctgaatagct
aagttcggca
ctggtgctgc
aagttcacca
tgccagggeg
ggcatcatca
gtgagccggt
gccatttatt
aaaacaaaat
gtattgccac
aatcaacctc
ccttttacgc
acggctttcg

tggcccgttg

gcttcgagga
agtacgtgga
acgacatcaa
tggacgtgac
acaacaaagt
gcgageccgce
ccagagccga
tcctggacaa
gcgaggacgce
ccttctgegg
agaccggcegt
ccgagcagaa
acaagtacaa
acgtgacccc
gcggctacgt
agtacctgag
tctacaacaa
acagcggegs
gctggggcga
acgtgaactg
cccatatttg
ggtggggcaa
aagacaaaca
tggattacaa
tgtgtggata
ttttctcctc

tccgtcaacg

ggccagggaa
cggcgaccag
cagctacgag
ctgcaacatc
ggtgtgtagc
cgtgcccttc
gaccgtgttc
catcacccag
caagcccggc
cggcagcatc
gaagatcacc
gcggaacgtc
ccacgacatc
catctgcatc
gtccggetgg
agtgcccctg
catgttctgc
accccacgtg
ggagtgcgcc
gatcaaggag
ttctgttttt
tcatttacat
tgttaagaaa
aatttgtgaa
tgctgcttta

cttgtataaa

tggcgtggty
36

gtgttcgaga
tgcgagagca
tgctggtgcc
aagaacggcc
tgcaccgagg
ccctgeggcea
cccgacgtgg
agcacccagt
cagttcccct
gtgaacgaga
gtggtggecg
atccggatta

gccctgetgg

gccgacaagg
ggcagagtgt
gtggacagag
gccggcttcc
accgaagtgg
atgaagggca
aaaaccaagc
cttgatttgg
ttttagggat
ctttcccgtt
agattgactg
tagcctctgt
tcctggttgc

tgctctgtgt

acaccgagcg
acccttgect
ctttcggctt
gctgcgagca
gctacagact
gagtgagcgt
actacgtgaa
ccttcaacga
ggcaggtggt
agtggatcgt
gcgaacacaa
tcccccacca
agctggacga
agtacaccaa
tccacaaggg
ccacctgcct
acgaggecsgs
agggcaccag
agtacggcat
tgacctgaga
gtatacattt
atgtaattac
atttacgctc
atattcttaa
atctagctat
tgtctctttt

ttgctgacgc

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120



aacccccact
cccccteccg
ggctaggttg
atctgttgtt

cctttcctaa

gggeeetees
tggggatgcg
tgcgecgctceg
agcgagegeg
<210> 61

<211> 4257
<212> DNA

ggctggggca

atcgccacgg
ctgggcactg
tgcccctcecc
taaaatgagg
gtggggcagg
gtgggctcta
ctcgctcact

cagctgcctg

ttgccaccac
cagaactcat
ataattccgt
ccgtgecttc

aaattgcatc

acagcaaggg
tggcaggaac
gaggccgccc

cagg

<213> Artificial Sequence

<220>

ctgtcaactc
cgccgcectgc
ggtgttgtct
cttgaccctg
gcattgtctg

ggaggattgg

ccctagtgat

gggaaacccg

ctttctggga
cttgcccgcet
gtgccttcta
gaaggtgcca
agtaggtgtc
gaagacaata
ggagttggcc

ggecgtgcegcec

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 61
cctgcaggca

gggcgacctt
actccatcac
agccatgctc
tcattggtta
atcataatat
tattgactag
agttccgcegt
gcccattgac
gacgtcaatg
atatgccaag

cccagtacat

gctgegegcet
tggtcgcccg
taggggttcc
tagagcggcc
tatagcataa
gtacatttat
ttattaatag
tacataactt
gtcaataatg
ggtggagtat
tccgeccccct

gaccttacgg

cgctcgctca
gcctcagtga
ttgtagttaa
gcacgcgtag
atcaatattg
attggctcat
taatcaatta
acggtaaatg
acgtatgttc
ttacggtaaa
attgacgtca

gactttccta

ctgaggccgc
gcgagcgagc
tgattaaccc
atcttcaata
gctattggcc
gtccaatatg
cggggtcatt
gcccgectgg
ccatagtaac
ctgcccactt
atgacggtaa

cttggcagta
37

ccgggcaaag
gcgcagagag
gccatgctac
ttggccatta
attgcatacg
accgccatgt
agttcatagc
ctgaccgccc
gccaataggg
ggcagtacat
atggcccgcc

catctacgta

ctttcgettt
gctggacagg
gttgccagcc
ctcccactgt
attctattct
gcaggcatgc
actccctctc

tcagtgagcg

cccgggegtc
ggagtggcca
ttatctacgt
gccatattat
ttgtatctat
tggcattgat
ccatatatgg
aacgaccccc
actttccatt
caagtgtatc
tggcattatg

ttagtcatcg

3180

3240

3300

3360

3420

3480

3540

3600

3624

60

120

180

240

300

360

420

480

540

600

660

720



ctattaccat

ccccaccccc

8888888888
ggcggagags
cgaggcgecg
cgacgctgcc
tgactgaccg
aattagcgct
gggctccggg
gtgcgtgges
ggcgeggesc
ccgeggtgeg
gggtgagcag
ccgagttgct
gctcgecegtg
tcgggeeggg
aggecgeggcsg
tcctttgtcc
cgggcgeess
tgcgtcgecg
cggctgectt
ctctagagcc
cgtgctggtt
gttcaagctt
aagaaaggcc

aaggctatga

ggtcgaggtg
aattttgtat
ggggcrecgcs
tgcggeggca
gcggeegsees
ttcgccccgt
cgttactccc
tggtttaatg
agggcccttt
agcgeccgegt
tttgtgegct
gggeggsctg
gggetgtegsg
gagcacggcc
ccggecgess
gagggctcgg
agccgcagcec
caaatctgtg
gcgaagcggt
cgccgecgtc
cgggeggeac
tctgctaacc
attgtgctgt
ggcattccgg
cggcgccatt

agagatacgc

agccccacgt
ttatttattt
ccaggegess
gccaatcaga
ccctataaaa
gccccgctcec
acaggtgagc
acggcttgtt
gtgcggeess
geggeeegeg
ccgcagtgtg
cgaggggaac
cgecggeggtc
cggcttcggg
ggtggcggca
g88agesscs
attgcctttt
cggagccgaa
geggegeegs
cccttctccc
ggggraggsc
atgttttagc
ctcatcattt
tactgttggt
ctatccgctg

cctggttcct

tctgcttcac

tttaattatt

cgggecgess
gcggegegcet
agcgaagcgc
gccgeccgcect
gggcgegacsg
tcttttctgt
gagcggctceg
ctgcccggeg
cgcgaggesa
aaaggctgcg
gggctgtaac
tgcggggctc
ggtgggesety
cggeggececc
atggtaatcg
atctgggagg
caggaaggaa
tctccagect
ggggttcggc
cttcttcttt
gtcgacagaa
aaagccacca
gaagatggaa

ggaacaattg

38

tctccccatc
ttgtgcagcg
cgagesgsces
ccgaaagttt
gcggeesscs
cgecgeegecc
gcccttctcc
ggctgcgtga
gggggtgcegt
gctgtgageg
gegeggeegs
tgcggggtsgt
cccceccctgc
cgtacgggsc
ccggecgess
cggagcgecg
tgcgagaggg
cgeccgecgea
atgggcgeses
cggggcetgtc
ttctggecgtg
ttcctacagc
ttcctcgaag
tggaagacgc
ccgctggaga

cttttacaga

tcccccccect

atggggecesg
ggcggescga
ccttttatgg
ggagtcgctg
gccccggcetc
tccgggetgt
aagccttgag
gcgtgtgtgt
ctgcgggegc
gggeggtgcec
gtgcgtggss
acccccctcc
gtggcgegesg
cggggecegcec
gcggetgteg
cgcagggact
ccccctctag

agggccttcg

cgcgeegeesa
tgaccggegg
tcctgggcaa
atccgaaggg
Ccaaaaacata
gcaactgcat

tgcacatatc

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280



gaggtggaca
aaacgatatg
ttctttatgc
atttataatg
gtttccaaaa
aaaattatta
gtcacatctc
agggacaaga
gtcgctctgc
ggcaatcaaa
ggaatgttta
tttgaagaag
gtgccaaccc
aatttacacg
gccaagaggt
gctattctga
ttttttgaag
ggcgaactgt
accaacgcct
gaagacgaac
caggtggctc
ggtgtcgcag
gagcacggaa
accgcgaaaa
ggaaaactcg
atcgccgtgt

attgatgagt

tcacttacgc
ggctgaatac
cggtgttggg
aacgtgaatt
aggggttgca
tcatggattc
atctacctcc
caattgcact
ctcatagaac
tcattccgga
ctacactcgg
agctgtttct
tattctcctt
aaattgcttc
tccatctgcc
ttacacccga
cgaaggttgt
gtgtgagagg
tgattgacaa
acttcttcat
ccgctgaatt
gtcttcccga
agacgatgac
agttgcgcegg
acgcaagaaa
aattctagag

ttggacaaac

tgagtacttc
aaatcacaga
cgecgttattt
gctcaacagt
aaaaattttg
taaaacggat
cggttttaat
gatcatgaac
tgcctgegtg
tactgcgatt
atatttgata
gaggagcctt
cttcgccaaa
tggtggegct
aggtatcagg
gggggatgat
ggatctggat
tcctatgatt
ggatggatgg
cgttgaccgc
ggaatccatc
cgatgacgcc
ggaaaaagag
aggagttgtg
aatcagagag
tcggggegsc

cacaactaga

gaaatgtccg
atcgtcgtat
atcggagttg
atgggcattt
aacgtgcaaa
taccagggat
gaatacgatt
tcctctggat
agattctcgc
ttaagtgttg
tgtggatttc
caggattaca
agcactctga
cccctctcta
caaggatatg
aaaccgggcg
accgggaaaa
atgtccggtt
ctacattctg
ctgaagtctc
ttgctccaac
ggtgaacttc
atcgtggatt
tttgtggacg
atcctcataa
cggeccgcttc

atgcagtgaa
39

ttcggttggc
gcagtgaaaa
cagttgcgcc
cgcagcctac
aaaagctccc
ttcagtcgat
ttgtgccaga
ctactggtct
atgccagaga
ttccattcca
gagtcgtctt
agattcaaag
ttgacaaata
aggaagtcgg
ggctcactga
cggtcggtaa
cgctgggegt
atgtaaacaa
gagacatagc
tgattaagta
accccaacat
ccgeccgecgt
acgtcgccag
aagtaccgaa
aggccaagaa
gagcagacat

aaaaatgctt

agaagctatg
ctctcttcaa
cgcgaacgac
cgtggtgttc
aatcatccaa
gtacacgttc
gtccttcgat
gcctaaaggt
tcctattttt
tcacggtttt
aatgtataga
tgcgectgetg
cgatttatct
ggaagcggtt
gactacatca
agttgttcca
taatcaaaga
tccggaagcg
ttactgggac
caaaggctat
cttcgacgca
tgttgttttg
tcaagtaaca
aggtcttacc
gggcggaaag
gataagatac

tatttgtgaa

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900



atttgtgatg
aacaattgca
aagtaaaacc
gcatggctac
gcgegcetcegc
cagtgagcga
<210>
<211>

<212>
<213>

62
2510
DNA

<220>
<223>

ctattgcttt
ttcattttat
tctacaaatg
gtagataagt
tcgctcactg

gcgagegcgc

polynucleotide

<400> 62
cctgcaggca

gggcgacctt
actccatcac
agccatgctc
cagcaaacac
tctctgggcec
gcagaggttg
tgcagtggaa
gatcccagcc
aatattcacc
gacactcgag
ccggacatcg
attctaattg
cagagggtga

tacctgctgt

gctgegegcet
tggtcgcccg
taggggttcc
tagagcggcc
acagccctcc
catgccacct
tcctggegtg
gctgtacact
agtggactta
agcagcctcc
ggccctgtcet
attctaaggt
tttctctcett
acatgatcat

ctgctgagtg

atttgtaacc
gtttcaggtt
tggtaaaatc
agcatggegg
aggccgececg

agagagggasg

Artificial Sequence

cgctcgctca
gcctcagtga
ttgtagttaa
gcgctagcecc
ctgcctgcetg
ccaacatcca
gtttaggtag
gcccaggcaa
gccecctgttt
cccgttgccc
cctcagcttc
aaatataaaa
ttagattcca
ggctgagagc

cactgtgttc

attataagct
caggesggags
gataagtgcg
gttaatcatt
ggcgtcgggc

tggccaactc

ctgaggccgc
gcgagcgagc
tgattaaccc
ctaaaatggg
accttggagc
ctcgacccct
tgtgagaggg
agcgtccggg
gctcctccga
ctctggatcc
aggcaccacc
tttttaagtg
acctttggaa
cctggectga

ctggaccatg
40

gcaataaaca
tgtgggaggt
gaccgagegsg
aactacacct
gacctttggt

catcactagg

Description of Artificial Sequence: Synthetic

ccgggcaaag
gcgcagagag
gccatgctac
caaacattgc
tggggcagag
tggaatttcg
gaatgactcc
cagcgtaggc
taactggggt
actgcttaaa
actgacctgg
tataatttgt
ctgaattcta
tcaccatctg

agaatgccaa

agttaacaac
tttttaaagc
ccgctctaga
gcaggcagct
cgcccggect

ggttcct

cccgggegtc
ggagtggcca
ttatctacgt
aagcagcaaa
gtcagagacc
gtggagagga
tttcggtaag
gggcgactca
gaccttggtt
tacggacgag
gacagtgaat
taaactactg
gaccaccatg
cctgectgggc

caagatcctg

3960

4020

4080

4140

4200

4257

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900



aacaggccca
agggagtgca
gagaggacca
tgcctgaatg
ggctttgagg
gagcagttct
aggctggcetg
tctgtgagcc
gtgaacagca
aatgacttca
gtggtgctga
attgtgactg
cacaacattg
caccacaact
gatgagcccc
accaacatct
aagggcaggt
tgcctgagga
gggggcages
accagcttcc
ggcatctaca
taatgactcc
taaccattat
aggttcaggg
tacgtagata

ttggccactc

agagatacaa
tggaggagaa
ctgagttctg
ggggcagctg
gcaagaactg
gcaagaactc
agaaccagaa
agaccagcaa
ctgaggctga
ccagggtggt
atggcaaggt
ctgcccactg
aggagactga
acaatgctgc
tggtgctgaa
tcctgaagtt
ctgccctggt
gcaccaagtt
acagctgcca
tgactggcat
ccaaagtctc
atggttcgaa
aagctgcaat
ggaggtgtgg
agtagcatgg

cctctctgeg

ctctggcaag
gtgcagcttt
gaagcagtat
caaggatgac
tgagctggat
tgctgacaac
gagctgtgag
gctgaccagg
aaccatcctg
£88888883ag
ggatgccttc
tgtggagact
gcacactgag
catcaacaag
cagctatgtg
tggctctggce
gctgcagtac
caccatctac
gggggactct
catcagctgg
cagatatgtg
tgctttattt
aaacaagtta
gaggtttttt
cgggttaatc

cgctcgectcg

ctggaggagt
gaggaggceca
gtggatggesg
atcaacagct
gtgacctgca
aaggtggtgt
cctgctgtgc
gctgaggetg
gacaacatca
gatgccaagc
tgtgggggca
ggggtgaaga
cagaagagga
tacaaccatg
acccccatct
tatgtgtctg
ctgagggtgc
aacaacatgt
gggggecccc
ggggaggagt
aactggatca
gtgaaatttg
acaacaacaa
aaaactagtg
attaactaca

ctcactgagg

41

ttgtgcaggg
gggaggtgtt
accagtgtga
atgagtgctg
acatcaagaa
gcagctgcac
cattcccatg
tgttccctga
cccagagcac
ctggccagtt
gcattgtgaa
tcactgtggt
atgtgatcag
acattgccct
gcattgctga
gctggggceag
ccctggtgga
tctgtgctgg
atgtgactga
gtgccatgaa
aggagaagac
tgatgctatt
ttgcattcat
cggececgectct

aggaacccct

ccgggegacc

caacctggag
tgagaacact
gagcaacccc
gtgccccttt
tggcagatgt
tgagggctac
tggcagagtg
tgtggactat
ccagagcttc
cccctggcaa
tgagaagtgg
ggctggggag
gatcatcccc
gctggagetg
caaggagtac
ggtgttccac
cagggccacc
cttccatgag
ggtggaggsc
gggcaagtat
caagctgacc
gctttatttg
tttatgtttc
agagcatggc
agtgatggag

aaaggtcgcc

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460



cgacgcccgg gcggecctcag tgagcgageg agcgcgcage tgcctgeagg

<210> 63

<211> 126

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 63
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccgggaaacc cgggegtgec

cgggecgectc agtgagcgag cgagcgcgca gagagggagt ggccaactcc atcactaggg

gttcct

<210> 64

<211> 120

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 64
aggaacccct agtgatggag ttggccactc cctctctgeg cgectcgetcg ctcactgagg

ccgcccggga aacccgggeg tgecgectcag tgagcgageg agcgecgecage tgcctgeagg

<210> 65

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 65
gcgegetecge tcgectcactg aggeccgeccg ggegteggge gacctttggt cgecccggect

cagtgagcga gcgagcgegce

<210> 66
<211> 141
<212> DNA

42

2510

60

120

126

60

120

60

80



<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

polynucleotide

<400> 66

aataaacgat aacgccgttg gtggcgtgag gcatgtaaaa ggttacatca ttatcttgtt

cgccatccgg ttggtataaa tagacgttca tgttggtttt tgtttcagtt gcaagttggc

tgcggecgege gcagcacctt t

<210> 67
<211> 1876
<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

polynucleotide

<400> 67
cgcagccacc

gcatctgccc
gccgccagat
gaagctgcag
tttctttgtg
caccggggtg
tcagagaatt
cagaaatggc
gctccccaaa
cgecctgtttg
gcagacgcag
atcaaaaact
ctcggagaag
caactcgcgg

taaaaccgcc

atggcggggt tttacgagat

ggcatttctg acagctttgt

gaactgggtg

tctgacatgg atctgaatct gattgagcag

cgcgactttc tgacggaatg gcgeccgtgtg

caatttgaga ctacttccac

agggagagag

aaatccatgg ttttgggacg tttcctgagt

taccgcggga tcgagccgac tttgccaaac

gccggaggeg ggaacaaggt ggtggatgag

acccagcctg agctccagtg ggcgtggact

aatctcacgg agcgtaaacg gttggtggceg

gagcagaaca aagagaatca gaatcccaat

tcagccaggt acatggagct

ggtcgggteg

cagtggatcc ggcctcatac

aggaggacca

tcccaaatca aggctgcectt

ggacaatgcg

cccgactacc tggtgggcca gcagcccgtg

tgtgattaag gtccccagceg

gccgagaagsg
gcacccctga
agtaaggccc
atgcacgtgc
cagattcgcg
tggttcgegg
tgctacatcc
aatatggaac
cagcatctga
tctgatgcgc
ctcgtggaca
atctccttca
ggaaagatta

gaggacattt

accttgacga
aatgggagtt
ccgtggccga
cggaggccct
tcgtggaaac
aaaaactgat
tcacaaagac
ccaattactt
agtatttaag
cgcacgtgtc
cggtgatcag
aggggattac
atgcggcctc
tgagcctgac

ccagcaatcg

60

120

141

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900



gatttataaa

gggatgggcc
taccgggaag
aaactggacc
gg8aggagees
caaggtgcgc
cgtcacctcc
ccagcagccg
ctttgggaag
ggttgaggtg
cagtgacgca
gtcagacgcg
cgtgggcatg
aaatatctgc
tcaacccgtt

gggaaaggtg

catctttgaa

<210>
<211>
<212>
<213>

68
129
DNA

<220>
<223>

attttggaac
acgaaaaagt
accaacatcg
aatgagaact
aagatgaccg
gtggaccaga
aacaccaaca
ttgcaagacc
gtcaccaagc
gagcatgaat
gatataagtg
gaagcttcga
aatctgatgc
ttcactcacg
tctgtcgtca
ccagacgctt

caataa

polynucleotide

<400> 68

taaacgggta
tcggcaagag
cggaggccat
ttcccttcaa
ccaaggtcgt
aatgcaagtc
tgtgcgeccgt
ggatgttcaa
aggaagtcaa
tctacgtcaa
agcccaaacg
tcaactacgc
tgtttccctg
gacagaaaga
aaaaggcgta

gcactgcctg

Artificial Sequence

cgatccccaa
gaacaccatc
agcccacact
cgactgtgtc
ggagtcggcc
ctcggcccag
gattgacggg
atttgaactc
agactttttc
aaagggtgga
ggtgegegag
agacaggtac
cagacaatgc
ctgtttagag
tcagaaactg

cgatctggtc

tatgcggctt
tggctgtttg
gtgcccttct
gacaagatgg
aaagccattc
atagacccga
aactcaacga
acccgccgtc
cggtgggcaa
gccaagaaaa
tcagttgcgc
caaaacaaat
gagagaatga
tgctttcccg
tgctacattc

aatgtggatt

Description of Artificial Sequence: Synthetic

ccgtetttct
ggcctgcaac
acgggtgegt
tgatctggtg
tcggaggaag
ctcccgtgat
ccttcgaaca
tggatcatga
aggatcacgt
gacccgcccc
agccatcgac
gttctcgtca
atcagaattc
tgtcagaatc
atcatatcat

tggatgactg

atcatggaga taattaaaat gataaccatc tcgcaaataa ataagtattt tactgttttc

gtaacagttt tgtaataaaa aaacctataa atattccgga ttattcatac cgtcccacca

tcgggegeg

44

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1876

60

120

129



<210> 69
<211> 1203
<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 69
gccgecacca

tggattcagg
cagatcaagg
gactacctcg
ctggagctca
aagaaattcg
aacatcgcag
gagaacttcc
atgacggcca
gaccagaagt
acgaacatgt
caggatcgta
actaaacaag
catgagttct
atctccgaac
gcttccatta
ttgatgctgt
acacatggcc
gtcgttaaga
gatgcctgta

taa

tggagttggt
aggatcaggc
cagcgctgga
ttggtcagca
acggctacga
gcaagagaaa
aagcgattgc
cgttcaacga
aagtggtcga
gcaaatcttc
gtgccgtgat
tgttcaagtt
aggttaagga
acgtcaagaa
ctaagagggt
actacgcaga
tcccatgecg
agaaggactg
aagcttacca

ccgcttgtga

gggctggctc
atcttacatc
caacgcggga

accggtggaa

ccctcaatac
cactatctgg
tcacacggtg
ctgtgtcgat
aagcgccaag
agctcaaatc
cgacggaaac
cgagctcacc
cttcttccgc
aggaggtgct
gagagagtcg
taggtaccaa
ccagtgtgag
cctcgaatgt
aaagttgtgc

tctggtcaac

gtggacaaag

tcattcaacg
aagattatga
gatatctcca
gctgcctcag
ctgttcggcc
ccattctacg
aagatggtta
gcaattctgg
gatcctaccc
agtacaacgt
cgeccgtttgg
tgggctaaag
aagaaacgtc
gtcgcacagc
aacaagtgca
cgtatgaacc
ttccctgtgt

tacatccacc

gtggatttgg

45

gcattacttc
ctgccagtaa
gtctgaccaa
gcaacaggat
tgttcttggg
ccgctaccac
gctgecgtcaa
tctggtggga
gtggctctaa
ccgttattgt
tcgaacacca
accatgattt
atcacgttgt
cagccccgtc
caagcacttc
gcagacacgt
aaaactctaa
cagagagtca
atattatggg

acgactgtat

ggaaaagcag

ctcgaggtcc
aactgctcca
ctacaagatt
ttgggccacc
tggaaagaca
ctggacaaac
ggaaggaaag
agtgcgcgtc
gacatcaaac

gcaacctctc

cggcaaggtc
ggaggttgaa
ggacgcagat
tgacgcagaa
gggtatgaac
catctgtttc
gcccgtctca
taaagtccct

tttcgagcaa

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1203



<210> 70
<211> 388
<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 70
gaacagagaa

cggctcaggg
aagcagttcc
tcagcagttt
ctgtgcctta
tccccgagcet
atccacgctg
<210> 71

<211> 1662
<212> DNA

acaggagaat
ccaagaacag
tgccccggcet
ctagagaacc
tttgaactaa
ctatataagc

ttttgacttc

atgggccaaa
ttggaacagc
cagggccaag
atcagatgtt
ccaatcagtt
agagctcgtt

catagaag

<213> Artificial Sequence

<220>

caggatatct
agaatatggg
aacagatggt
tccagggtgc
cgcttctcgce

tagtgaaccg

gtggtaagca
ccaaacagga
ccccagatgc
cccaaggacc
ttctgttcgc

tcagatcgcc

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 71
gccgecacca

gaagatggaa
ggaacaattg
gaaatgtccg
atcgtcgtat
atcggagttg
atgggcattt
aacgtgcaaa

taccagggat

tggaagacgc
ccgctggaga
cttttacaga
ttcggttggc
gcagtgaaaa
cagttgcgcc
cgcagcctac
aaaagctccc

ttcagtcgat

caaaaacata
gcaactgcat
tgcacatatc
agaagctatg
ctctcttcaa
cgcgaacgac
cgtggtgttc
aatcatccaa

gtacacgttc

aagaaaggcc
aaggctatga
gaggtggaca
aaacgatatg
ttctttatgc
atttataatg
gtttccaaaa
aaaattatta

gtcacatctc

46

cggcgccatt
agagatacgc
tcacttacgc
ggctgaatac
cggtgttggg
aacgtgaatt
aggggttgca
tcatggattc

atctacctcc

gttcctgccc
tatctgtggt
ggtcccgcecc
tgaaatgacc
gcgecttctge

tggagacgcc

ctatccgctg
cctggttcect
tgagtacttc
aaatcacaga
cgcgttattt
gctcaacagt
aaaaattttg
taaaacggat

cggttttaat

60

120

180

240

300

360

388

60

120

180

240

300

360

420

480

540



gaatacgatt
tcctctggat
agattctcgc
ttaagtgttg
tgtggatttc
caggattaca
agcactctga
cccctctcta
caaggatatg
aaaccgggcg
accgggaaaa
atgtccggtt
ctacattctg
ctgaagtctc
ttgctccaac
ggtgaacttc
atcgtggatt
tttgtggacg
atcctcataa
<210> 72

<211> 581
<212> DNA

ttgtgccaga
ctactggtct
atgccagaga
ttccattcca
gagtcgtctt
agattcaaag
ttgacaaata
aggaagtcgg
ggctcactga
cggtcggtaa
cgctgggegt
atgtaaacaa
gagacatagc
tgattaagta
accccaacat
ccgeccgecegt
acgtcgccag
aagtaccgaa

aggccaagaa

gtccttcgat
gcctaaaggt
tcctattttt
tcacggtttt
aatgtataga
tgcgctgetg
cgatttatct
ggaagcggtt
gactacatca
agttgttcca
taatcaaaga
tccggaagcg
ttactgggac
caaaggctat
cttcgacgca
tgttgttttg
tcaagtaaca

aggtcttacc

gggcggaaag

<213> Artificial Sequence

<220>

agggacaaga
gtcgctctgc
ggcaatcaaa
ggaatgttta
tttgaagaag
gtgccaaccc
aatttacacg
gccaagaggt
gctattctga
ttttttgaag
ggcgaactgt
accaacgcct
gaagacgaac
caggtggctc
ggtgtcgcag
gagcacggaa
accgcgaaaa
ggaaaactcg

atcgccgtgt

caattgcact
ctcatagaac
tcattccgga
ctacactcgg
agctgtttct
tattctcctt
aaattgcttc
tccatctgcc
ttacacccga
cgaaggttgt
gtgtgagagg
tgattgacaa
acttcttcat
ccgctgaatt
gtcttcccga
agacgatgac
agttgcgegg
acgcaagaaa

aa

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 72

gatcatgaac
tgcctgegtg
tactgcgatt
atatttgata
gaggagcctt
cttcgccaaa
tggtggcgcet
aggtatcagg
gggggatgat
ggatctggat
tcctatgatt
ggatggatgg
cgttgaccgc
ggaatccatc
cgatgacgcc
ggaaaaagag
aggagttgtg

aatcagagag

gagcatctta ccgccattta ttcccatatt tgttctgttt ttcttgattt gggtatacat

ttaaatgtta ataaaacaaa atggtggggc aatcatttac atttttaggg atatgtaatt

47

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1662

60

120



actagttcag
tctgttcctg
aactatgttg
attgcttccc
ttagaggagt
gcaaccccca

ttccccectcec

ggggctaggt

<210> 73
<211> 225
<212> DNA

gtgtattgcc
ttaatcaacc
ctccttttac
gtacggcttt
tgtggcccgt
ctggctgggsg
cgatcgccac

tgctgggcac

acaagacaaa
tctggattac
gctgtgtgga
cgttttctcc
tgtccgtcaa
cattgccacc
ggcagaactc

tgataattcc

<213> Artificial Sequence

<220>

catgttaaga
aaaatttgtg
tatgctgctt
tccttgtata
cgtggegtegg
acctgtcaac

atcgccgcect

gtggtgttgt

aactttcccg ttatttacgc
aaagattgac tgatattctt
tatagcctct gtatctagct
aatcctggtt gctgtctctt
tgtgctctgt gtttgctgac
tcctttctgg gactttcgcet
gccttgecccg ctgectggaca

(@

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 73
tgtgccttct

ggaaggtgcc
gagtaggtgt
ggaagacaat
<210> 74

<211> 1177
<212> DNA

<213>

<220>
<223>

agttgccagc catctgttgt ttgcccctcc cccgtgectt ccttgaccct

actcccactg tcctttccta ataaaatgag gaaattgcat cgcattgtct

cattctattc tgggegetee ggtggggcag gacagcaagg gggaggattg

agcaggcatg ctggggatgc ggtgggctct atggc

polynucleotide

<400> 74

Artificial Sequence

Description of Artificial Sequence: Synthetic

ggctcagagg ctcagaggca cacaggagtt tctgggctca ccctgeccccec ttccaacccc

tcagttccca tcctccagca getgtttgtg tgctgcctct gaagtccaca ctgaacaaac

ttcagcctac tcatgtccct aaaatgggca aacattgcaa gcagcaaaca gcaaacacac

agccctccect

gcctgectgac

cttggagctg gggcagaggt cagagacctc tctgggccca

48

180

240

300

360

420

480

540

581

60

120

180

225

60

120

180

240



tgccacctcc
ctggcgtggt
tcgtcagtaa
tgataaagac
tgttttgttt
cacaatctca
agcatgtgcc
tggtcagcct
attttttcta
accggatctt
gctaagtggt
ggacgctgtg
tacactgccc
gacttagccc
gcctcccccg

tcctcagctt

<210> 75
<400> 75
000

<210> 76

<400>
000

76

<210>

77

<400>
000

77

<210> 78

aacatccact
ttaggtagtg
gtggctatgc
gcccatctga
tgttttttga
tctcaccaca
accacacctg
cagcctccca
tttttgacag
gctaccagtg
actctcccag
gtttctgagc
aggcaaagcg
ctgtttgctc
ttgcccctct

caggcaccac

cgaccccttg
tgagagggtc
cccgaccccg
tagggttttt
gatggaggtt
accttcccct
gctaattttc
agtaactggg
ggacggggtt
gaacagccac
agactgtctg
caggtacaat
tccgggcagc
ctccgataac
ggatccactg

cactgacctg

gaatttcggt
cgggttcaaa
aagcctgttt
gtggcaaata
tgctctgtcg
gcctcagect
tatttttagt
attacaggcc
tcaccatgtt
taaggattct
actcacgcca
gactcctttc
gtaggcggsc
tggggtgacc

cttaaatacg

ggacagt

49

ggagaggagce
accacttgct
ccccatctgt
aacatttggt
cccaggctgg
cccaagtagc
agagacgggt
tgtgccacca
ggtcaggctg
gcagtgagag
ccccctccac
ggtaagtgca
gactcagatc

ttggttaata

gacgaggaca

agaggttgtc
ggetggggag
acaatggaaa
ttttttgttt
agtgcagtga
tgggattaca
ttctccatgt
cacccggcta
gtctagaggt
cagagggcca
cttggacaca
gtggaagctg
ccagccagtg
ttcaccagca

gggccctgtc

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1177



<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

78

79

79

80

80

81

81

82

82

83

83

84

84

85

85

86

86

50



<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>

000

<210>

<400>
000

87

87

88

88

89

89

90

90

91

91

92

92

93

93

94

94

95

95

51



<210> 96

<400> 96
000

<210> 97

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 97
gcgegetecge tcgectcactg aggeccgggeg accaaaggtc gcccgacgec cgggeggect

cagtgagcga gcgagcgegce

<210> 98

<211> 72

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 98
gcgecgctecge tcgctcactg aggccgggeg accaaaggtc gcccgacgge ctcagtgagc

aagcgagcge gc
<210> 99

<211> 122

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

polynucleotide

<400> 99
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectecg ctcactgagg

ccgggcgacc aaaggtcgecc cgacggectc agtgagecgag cgagcgegca gctgectgea

g8

52

60

80

60

72

60

120

122



<210> 100
<211> 130
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 100
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectecg ctcactgagg

ccgggegacc aaaggtcgcc cgacgecccgg geggectcag tgagcgageg agcgegeage

tgcctgcagg

<21e> 101

<211> 70

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 101
gcgecgctecge tcgctcactg aggeccgecccg ggaaacccgg gegtgegect cagtgagcega

gcgagegegce

<210> 102

<211> 70

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 102
gcgegetecge tcgectcactg aggcgcacge ccgggtttcec cgggeggect cagtgagcega

gegagegegce

<210> 103

<211> 72

<212> DNA

<213> Artificial Sequence

53

60

120

130

60

70

60

70



<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 103
gcgegetecge tcgectcactg aggeccgtcgg gecgacctttg gtcgecccgge ctcagtgagce

gagcgagege gc¢

<210> 104

<211> 72

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 104
gcgecgctcge tcgctcactg aggeccgggecg accaaaggtc gcccgacgge ctcagtgagc

gagcgagege gc

<210> 105

<211> 72

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 105
gcgegetecge tcgectcactg aggccgecccg ggcaaagcecc gggegtcgge ctcagtgagce

gagcgagege gc¢

<210> 106

<211> 72

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 106
gcgecgctecge tcgctcactg aggccgacge ccgggetttg cccgggegge ctcagtgagc

gagcgagege gc
54

60

72

60

72

60

72

60

72



<21e> 107

<211> 83

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 107
gcgecgctcge tcgctcactg aggccgecccg ggcaaagecc gggegteggg ctttgeccgg

cctcagtgag cgagcgagcg cgc

<210> 108

<211> 83

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 108
gcgegetecge tcgctcactg aggccgggca aagcccgacg cccgggettt gececegggegg

cctcagtgag cgagcgagcg cgc

<210> 109

<211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 109
gcgecgctcge tcgctcactg aggccgaaac gtcgggegac ctttggtcge ccggectcag

tgagcgagcg agcgcegc

<210> 110

<211> 77

<212> DNA

<213> Artificial Sequence

<220>
55

60

83

60

83

60

77



<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 110
gcgegctcge tcgctcactg aggeccgggeg accaaaggtc gcccgacgtt tcggectcag

tgagcgagcg agcgcegc

<210> 111

<211> 51

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 111
gcgecgetecge tcgctcactg aggcaaagcc tcagtgagecg agcgagegeg ¢

<210> 112

<211> 51

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 112
gcgecgctcge tcgctcactg aggectttgec tcagtgagecg agcgagegeg ¢

<210> 113

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 113
gcgegetecge tcgectcactg aggeccgeccg ggegteggge gacctttggt cgecccggect

cagtgagcga gcgagcgegce

<210> 114
<211> 80
<212> DNA

56

60

77

51

51

60

80



<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 114
gcgegetecge tcgectcactg aggccgggeg accaaaggtc gcccgacgece cgggeggect

cagtgagcga gcgagcgegce

<210> 115

<211> 79

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 115
gcgecgctecge tcgctcactg aggecgecccgg gegtcgggeg acctttggtc gecccggectc

agtgagcgag cgagcgcgc

<210> 116

<211> 79

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 116
gcgegetecge tcgectcactg aggccgggeg accaaaggtc gcccgacgec cgggegectc

agtgagcgag cgagcgcgc

<21e> 117

<211> 89

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 117
gcgecgctecge tcgctcactg aggeccgecccg ggcaaagecc gggegteggg cgactttgtc

57

60

80

60

79

60

79

60



gccecggecte agtgagcgag cgagegegc

<21e> 118

<211> 89

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 118
gcgecgctecge tcgctcactg aggeccgggeg acaaagtcge ccgacgeccg ggetttgecc

gggcggectc agtgagcgag cgagegegc

<210> 119

<211> 87

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 119
gcgegetecge tcgectcactg aggccgecccg ggcaaagecc gggegtcecggg cgattttcege

ccggcctcag tgagcgagecg agcgcegc

<210> 120

<211> 87

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 120
gcgecgctcge tcgctcactg aggccgggeg aaaatcgeccc gacgecccggg ctttgeccegg

gcggecctcag tgagcgagecg agcgegc

<210> 121

<211> 85

<212> DNA

<213> Artificial Sequence

58

89

60

89

60

87

60

87



<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 121
gcgecgctecge tcgctcactg aggeccgecccg ggcaaagecc gggegteggg cgtttcegecc

ggcctcagtg agcgagcgag cgcgc

<210> 122

<211> 85

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 122
gcgegetecge tcgectcactg aggccgggecg aaacgcccga cgececggget ttgeecegggc

ggcctcagtg agcgagcgag cgcgc

<210> 123

<211> 89

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 123
gcgecgctecge tcgctcactg aggeccgeccg ggaaacccgg gegtcecgggeg acctttggtc

gcccggecte agtgagcgag cgagegegc

<210> 124

<211> 89

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 124
gcgegetecge tcgectcactg aggccgggeg accaaaggtc gcccgacgece cgggtttcecc

59

60

85

60

85

60

89

60



gggcggectce agtgagcgag cgagegegc

<210> 125

<211> 87

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 125
gcgegetecge tcgectcactg aggccgecccg gaaaccggge gtcgggegac ctttggtcege

ccggcctcag tgagcgagecg agcgcegc

<210> 126

<211> 87

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 126
gcgecgctcge tcgctcactg aggeccgggeg accaaaggtc gcccgacgec cggtttceegg

gcggecctcag tgagcgagecg agcgegc

<210> 127

<211> 85

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 127
gcgegetecge tcgectcactg aggccgecccg aaacgggegt cgggegacct ttggtcgecc

ggcctcagtg agcgagcgag cgcgc

<21e> 128

<211> 85

<212> DNA

<213> Artificial Sequence

60

89

60

87

60

87

60

85



<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 128
gcgegetecge tcgectcactg aggeccgggeg accaaaggtc gcccgacgec cgtttegggc

ggcctcagtg agcgagcgag cgcgc

<210> 129

<211> 83

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 129
gcgecgctcge tcgctcactg aggccgeccca aagggegtcg ggecgaccttt ggtcgeccegg

cctcagtgag cgagcgagcg cgc

<210> 130

<211> 83

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 130
gcgegetecge tcgectcactg aggccgggeg accaaaggtc gcccgacgec ctttgggegg

cctcagtgag cgagcgagcg cgc

<21e> 131

<211> 81

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 131
gcgecgctcge tcgctcactg aggccgccaa aggegtcggg cgacctttgg tcgececcggec

tcagtgagcg agcgagcgceg ¢
61

60

85

60

83

60

83

60

81



<210> 132

<211> 81

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 132
gcgecgctcge tcgctcactg aggeccgggecg accaaaggtc gcccgacgec tttggeggcec

tcagtgagcg agcgagcgeg ¢

<210> 133

<211> 79

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 133
gcgegetecge tcgectcactg aggccgcaaa gegtcecgggeg acctttggtc gececeggectc

agtgagcgag cgagcgcgc

<210> 134

<211> 79

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 134
gcgecgctcge tcgctcactg aggeccgggecg accaaaggtc gcccgacget ttgeggectc

agtgagcgag cgagcgcgc

<210> 135

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
62

60

81

60

79

60

79



<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 135
gcgecgctecge tcgctcactg aggccgggecg accaaaggtc gcccgaagcecc cgggetgect

cagtgagcga gcgagcgegc

<210> 136

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 136
gcgegetecge tcgectcactg aggccgggecg accaaaggtc gcccgacacc cgggtggect

cagtgagcga gcgagcgegce

<21e> 137

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 137
gcgecgctcge tcgctcactg aggeccgggeg accaaaggtc gcccgacgac cggteggect

cagtgagcga gcgagcgegc

<210> 138

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

oligonucleotide

<400> 138
gcgegetecge tcgectcactg aggccgggeg accaaaggtc gcccgacgca cgtgeggect

cagtgagcga gcgagcgegce

63

60

80

60

80

60

80

60

80



<210>
<211>
<212>
<213>

<220>
<223>

<400>

139
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

139

gcgegetecge tcgectcactg aggccgggecg accaaaggtc gcccgacgec atggeggect

cagtgagcga gcgagcgegce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

140
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

140

gcgecgctecge tcgctcactg aggeccgggecg accaaaggtc gcccgaagac cggtctgect

cagtgagcga gcgagcgegc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

141
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

141

gcgegetecge tcgectcactg aggccgggecg accaaaggtc gcccgacaca cgtgtggect

cagtgagcga gcgagcgegce

<210>
<211>
<212>
<213>

<220>
<223>

142
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic

64

60

80

60

80

60

80



oligonucleotide

<400> 142
gcgegetecge tcgectcactg aggccgggecg accaaaggtc gcccgacgac atgtcggect

cagtgagcga gcgagcgegce

<210> 143

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 143
gcgecgctecge tcgctcactg aggccgggecg accaaaggtc gcccgaagca cgtgetgect

cagtgagcga gcgagcgegc

<210> 144

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 144
gcgegetecge tcgectcactg aggccgggecg accaaaggtc gcccgaaacc cgggttgect

cagtgagcga gcgagcgegce

<210> 145

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 145
gcgecgctecge tcgctcactg aggeccgggecg accaaaggtc gcccgaagecc atggectgect

cagtgagcga gcgagcgegc

65

60
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80



<210> 146

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 146
gcgecgctecge tcgctcactg aggeccgggecg accaaaggtc gcccgacaac cggttggect

cagtgagcga gcgagcgegc

<210> 147

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 147
gcgegetecge tcgectcactg aggeccgggeg accaaaggtc gcccgacacc atggtggect

cagtgagcga gcgagcgegce

<210> 148

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 148
gcgecgctcge tcgctcactg aggeccgggecg accaaaggtc gcccgacgaa cgtteggect

cagtgagcga gcgagcgegc

<210> 149

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

66
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60

80

60

80



<400> 149
gcgecgctcge tcgctcactg aggccgggecg accaaaggtc gcccgacgca attgeggect

cagtgagcga gcgagcgegc

<210> 150

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 150
gcgegetecge tcgectcactg aggccgggeg accaaaggtc gcccgaaaac cggtttgect

cagtgagcga gcgagcgegce

<21e> 151

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 151
gcgecgctecge tcgctcactg aggccgggecg accaaaggtc gcccgaagaa cgttctgect

cagtgagcga gcgagcgegc

<210> 152

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 152
gcgegetecge tcgectcactg aggccgggecg accaaaggtc gcccgaagca attgetgect

cagtgagcga gcgagcgegce

<210> 153
67
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<211> 80
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 153
gcgegetecge tcgectcactg aggccgggeg accaaaggtc gcccgacaaa cgtttggect

cagtgagcga gcgagcgegce

<210> 154

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 154
gcgecgctecge tcgctcactg aggccgggecg accaaaggtc gcccgacgaa atttcggect

cagtgagcga gcgagcgegc

<210> 155

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 155
gcgegetecge tcgectcactg aggccgggecg accaaaggtc gcccgaagca attgetgect

cagtgagcga gcgagcgegce

<210> 156

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide
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<400> 156
gcgegetecge tcgectcactg aggccgggecg accaaaggtc gcccgaaacc atggttgect

cagtgagcga gcgagcgegce

<21e> 157

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 157
gcgecgctecge tcgctcactg aggccgggecg accaaaggtc gcccgacaac atgttggect

cagtgagcga gcgagcgegc

<210> 158

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 158
gcgegetecge tcgectcactg aggccgggeg accaaaggtc gcccgaagac atgtctgect

cagtgagcga gcgagcgegce

<210> 159

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 159
gcgecgctecge tcgctcactg aggeccgggeg accaaaggtc gcccgacaca attgtggect

cagtgagcga gcgagcgegc

<210> 160
<211> 80
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 160
gcgecgctcge tcgctcactg aggccgggecg accaaaggtc gcccgaaaaa cgttttgect

cagtgagcga gcgagcgegc

<210> 161

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 161
gcgegetecge tcgectcactg aggccgggeg accaaaggtc gcccgaaaac atgtttgect

cagtgagcga gcgagcgegce

<210> 162

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 162
gcgecgctcge tcgctcactg aggccgggecg accaaaggtc gcccgaaaca attgttgect

cagtgagcga gcgagcgegc

<210> 163

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 163
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gcgecgctecge tcgctcactg aggccgggecg accaaaggtc gcccgaagaa atttctgect

cagtgagcga gcgagcgegc

<210> 164

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 164
gcgegetecge tcgectcactg aggccgggcg accaaaggtc gcccgacaaa attttggect

cagtgagcga gcgagcgegce

<210> 165

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 165
gcgecgctecge tcgctcactg aggeccgggecg accaaaggtc gcccgaaaaa atttttgect

cagtgagcga gcgagcgegc

<210> 166

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 166
gcgegetecge tcgectcgetg aggeccgggeg accaaaggtc gcccgacgece cgggeggect

cagcgagcga gcgagcgegce

<210> 167
<211> 80
<212> DNA
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<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 167
gcgegetecge tcgctcaatg aggccgggecg accaaaggtc gcccgacgece cgggeggect

cattgagcga gcgagcgcgc

<210> 168

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 168
gcgecgctecge tcgctcaccg aggeccgggecg accaaaggtc gcccgacgec cgggeggect

cggtgagcga gcgagegcegc

<210> 169

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 169
gcgegetecge tcgectcacta aggccgggeg accaaaggtc gcccgacgece cgggeggect

tagtgagcga gcgagcgcgc

<210> 170

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 170
gcgecgctecge tcgctcactg gggecgggeg accaaaggtc gcccgacgec cgggeggecc
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cagtgagcga gcgagcgegce

<21e> 171

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 171
gcgecgctecge tcgctcactg aagccgggecg accaaaggtc gcccgacgec cgggeggett

cagtgagcga gcgagcgegc

<210> 172

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 172
gcgegetecge tcgectcactg agaccgggecg accaaaggtc gcccgacgece cgggeggtcet

cagtgagcga gcgagcgegce

<210> 173

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 173
gcgecgctecge tcgectcgatg aggccgggecg accaaaggtc gcccgacgec cgggeggect

catcgagcga gcgagcegegce

<210> 174

<211> 80

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 174
gcgecgctecge tcgectcgegg aggeccgggeg accaaaggtc gcccgacgec cgggeggect

ccgcgagega gcgagegegce

<210> 175

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 175
gcgegetecge tcgectcgecta aggeccgggeg accaaaggtc gcccgacgece cgggeggect

tagtgagcga gcgagcgcgc

<210> 176

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 176
gcgecgctecge tcgectcgetg gggecgggeg accaaaggtc gcccgacgec cgggeggecc

cagcgagcga gcgagcegegce

<210> 177

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 177
gcgegetecge tcgectcgetg aagccgggeg accaaaggtc gcccgacgece cgggeggett
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cagcgagcga gcgagcegegce

<210> 178

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 178
gcgegetecge tcgectcgetg agaccgggecg accaaaggtc gcccgacgece cgggeggtcet

cagcgagcga gcgagcgegce

<210> 179

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 179
gcgecgctcge tcgctcgagg aggeccgggeg accaaaggtc gcccgacgec cgggeggect

cctcgagcga gcgagegegce

<210> 180

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 180
gcgegetecge tcgectcgata aggccgggeg accaaaggtc gcccgacgec cgggeggect

tatcgagcga gcgagcgcgc

<21e> 181

<211> 80

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 181
gcgegetecge tcgectcgatg gggececgggeg accaaaggtc gcccgacgece cgggeggect

catcgagcga gcgagcgegce

<210> 182

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 182
gcgecgctecge tcgctcgatg aagccgggecg accaaaggtc gcccgacgecc cgggeggett

catcgagcga gcgagcegegce

<210> 183

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 183
gcgegetecge tcgectcgatg agaccgggcecg accaaaggtc gcccgacgece cgggeggtcet

catcgagcga gcgagcgegce

<210> 184

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 184
gcgecgctcge tcgctcgaga aggccgggeg accaaaggtc gcccgacgec cgggeggect

tctcgagcga gcgagcgcegc
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<210> 185

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 185
gcgegetege tcgetcgagg gggeegggeg accaaaggtc gcccgacgec cgggeggecc

cctcgagcga gcgagegegce

<210> 186

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 186
gcgegetecge tcgectcgagg aagccgggcecg accaaaggtc gcccgacgec cgggeggett

cctcgagcga gcgagcegegce

<21e> 187

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 187
gcgegetege tcgectcgagg gggeegggeg accaaaggtc gcccgacgece cgggeggecc

cctcgagcga gcgagegegce

<210> 188

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
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<223>

<400>

Description of Artificial Sequence: Synthetic
oligonucleotide

188

gcgecgctecge tcgctcgagg aagccgggecg accaaaggtc gcccgacgec cgggeggett

cctcgagcga gcgagegegce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

189
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

189

gcgegetecge tcgectcgagg agaccgggcecg accaaaggtc gcccgacgece cgggeggtcet

cctcgagcga gcgagcegegce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

190

80

DNA

Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

190

gcgegetege tcgectcgaga gggeegggeg accaaaggtc gcccgacgece cgggeggecc

tctcgagcga gcgagcgcegc

<210>

<400>

000

<210>

<400>

000

<210>

191

191

192

192

193
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<400> 193
000
<210> 194
<400> 194
000
<210> 195
<400> 195
000
<210> 196
<400> 196
000
<210> 197
<400> 197
000
<210> 198
<400> 198
000
<210> 199
<400> 199

000

<210> 200

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide
<400> 200
gcgecgctcge tcgctcgaga aagccgggeg accaaaggtc gcccgacgec cgggeggett 60
tctcgagcga gcgagcgcegc 80
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<21e> 201

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 201
gcgecgctcge tcgctcgaga agaccgggeg accaaaggtc gcccgacgecc cgggeggect

tctcgagcga gcgagcgcegc

<210> 202

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 202
gcgegetecge tcgectcgaga gagccgggceg accaaaggtc gcccgacgec cgggeggcetc

tctcgagcga gcgagcgcegc

<210> 203

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 203
gcgecgctcge tcgctcgaga ggaccgggeg accaaaggtc gcccgacgec cgggeggtcec

tctcgagcga gcgagcgcegc

<210> 204

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
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<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 204
gcgecgctcge tcgctcgaga gaaccgggeg accaaaggtc gcccgacgec cgggeggttc

tctcgagcga gcgagcgcegc

<210> 205

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 205
gcgegetecge tcgctcaaga gaaccgggcecg accaaaggtc gcccgacgec cgggeggttc

tcttgagcga gcgagcgcegc

<210> 206

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 206
gcgecgctcge tcgctcacga gaaccgggeg accaaaggtc gcccgacgec cgggeggttc

tcgtgagcga gcgagcgcegc

<210> 207

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

oligonucleotide

<400> 207
gcgegetecge tcgectcacta gaaccgggeg accaaaggtc gcccgacgec cgggeggttc

tagtgagcga gcgagcgcgc
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

208
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

208

gcgegetecge tcgectcactg gaaccgggeg accaaaggtc gcccgacgec cgggeggttc

cagtgagcga gcgagcgegce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

209
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

209

gcgecgctecge tcgctcactg aaaccgggecg accaaaggtc gcccgacgecc cgggeggttt

cagtgagcga gcgagcgegc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

210
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

210

gcgegetege tegetcgegg gggeegggeg accaaaggtc gcccgacgece cgggeggecc

ccgcgagega gcgagcegegce

<210>
<211>
<212>
<213>

<220>
<223>

211
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
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oligonucleotide

<400> 211
gcgegetecge tcgctcaata aaaccgggecg accaaaggtc gcccgacgece cgggeggttt

tattgagcga gcgagcgcgc

<21e> 212

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 212
gcgecgctecge tcgctcactg aggccaggecg accaaaggtc gecctgacgecc cgggeggect

cagtgagcga gcgagcgegc

<210> 213

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 213
gcgegetecge tcgectcactg aggccgageg accaaaggtc gctcgacgecc cgggeggect

cagtgagcga gcgagcgegc

<210> 214

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

oligonucleotide

<400> 214
gcgecgctecge tcgctcactg aggccggacg accaaaggtc gtccgacgecc cgggeggect

cagtgagcga gcgagcgegc
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<210> 215

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 215
gcgecgctcge tcgctcactg aggccgggag accaaaggtc tcccgacgecc cgggeggect

cagtgagcga gcgagcgegc

<210> 216

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 216
gcgegetecge tcgectcactg aggccgggca accaaaggtt gcccgacgecc cgggeggect

cagtgagcga gcgagcgegce

<21e> 217

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 217
gcgecgctcge tcgctcactg aggeccgggeg gccaaaggec gecccgacgec cgggeggect

cagtgagcga gcgagcgegc

<210> 218

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide
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<400> 218
gcgecgctecge tcgctcactg aggccgggecg aacaaagttc gcccgacgecc cgggeggect

cagtgagcga gcgagcgegc

<210> 219

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 219
gcgegetecge tcgectcactg aggccgggeg acaaaatgtc gcccgacgec cgggeggect

cagtgagcga gcgagcgegce

<210> 220

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 220
gcgecgctecge tcgctcactg aggccaagecg accaaaggtc gecttgacgcc cgggeggect

cagtgagcga gcgagcgegc

<210> 221

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 221
gcgegetecge tcgectcactg aggccaaacg accaaaggtc gtttgacgcc cgggeggect

cagtgagcga gcgagcgegce

<210> 222
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<211> 80
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 222
gcgegetecge tcgctcactg aggccaaaag accaaaggtc ttttgacgcc cgggeggect

cagtgagcga gcgagcgegce

<210> 223

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 223
gcgecgctcge tcgctcactg aggccaaaaa accaaaggtt ttttgacgcc cgggeggect

cagtgagcga gcgagcgegc

<210> 224

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 224
gcgegetecge tcgctcactg aggccaaaaa gccaaaggct ttttgacgcc cgggeggect

cagtgagcga gcgagcgegce

<210> 225

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide
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<400> 225
gcgegetecge tcgctcactg aggccaaaaa gacaaagtct ttttgacgcc cgggeggect

cagtgagcga gcgagcgegce

<210> 226

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 226
gcgecgctcge tcgctcactg aggccaaaaa gaaaaattct ttttgacgcc cgggeggect

cagtgagcga gcgagcgegc

<210> 227

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 227
gcgecgetcecge tcgctcactg aggccaaaaa aaaaaatttt ttttgacgcc cgggecggect

cagtgagcga gcgagcgegce

<21e> 228

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 228
gcgecgctcge tcgctcactg aggccgaaaa aaaaaatttt tttcgacgcc cgggeggect

cagtgagcga gcgagcgegc

<210> 229
<211> 80
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 229
gcgecgctcge tcgctcactg aggccggaaa gaaaaattct ttccgacgcc cgggeggect

cagtgagcga gcgagcgegc

<210> 230

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 230
gcgegetecge tcgectcactg aggccgggaa gaaaaattct tcccgacgecc cgggeggect

cagtgagcga gcgagcgegce

<21e> 231

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 231
gcgecgctcge tcgctcactg aggccgggca gaaaaattct gcccgacgecc cgggeggect

cagtgagcga gcgagcgegc

<210> 232

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 232
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gcgecgctecge tcgctcactg aggeccgggecg gaaaaattcc gcccgacgeec cgggeggect

cagtgagcga gcgagcgegc

<210> 233

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 233
gcgegetecge tcgectcactg aggccgggcg aaaaaatttc gcccgacgec cgggeggect

cagtgagcga gcgagcgegce

<210> 234

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 234
gcgecgctcge tcgctcactg aggccaggecg accaaaggtc gecctgacacc cgggtggect

cagtgagcga gcgagcgegc

<210> 235

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 235
gcgegetecge tcgectcactg aggccaggecg accaaaggtc gcctgacgecc atggeggect

cagtgagcga gcgagcgegce

<210> 236
<211> 80
<212> DNA
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<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 236
gcgegetecge tcgectcactg aggccaggecg accaaaggtc gcctgacgac atgtcggect

cagtgagcga gcgagcgegce

<21e> 237

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 237
gcgecgctecge tcgctcactg aggccaggecg accaaaggtc gcctgacgaa cgttceggect

cagtgagcga gcgagcgegc

<210> 238

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 238
gcgegetecge tcgectcactg aggccaggcecg accaaaggtc gcctgaagca attgetgect

cagtgagcga gcgagcgegce

<210> 239

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 239
gcgecgctecge tcgctcactg aggeccgggeg gccaaaggec gecccgacacc cgggtggect
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cagtgagcga gcgagcgegce

<210> 240

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 240
gcgecgctcge tcgctcactg aggeccgggeg gccaaaggec gecccgacgec atggeggect

cagtgagcga gcgagcgegc

<210> 241

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 241
gcgegetecge tcgectcactg aggccgggcg gccaaaggcec gcccgacgac atgtcecggect

cagtgagcga gcgagcgegce

<210> 242

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 242
gcgecgctecge tcgctcactg aggeccgggecg gccaaaggec gcccgacgaa cgtteggect

cagtgagcga gcgagcgegc

<210> 243

<211> 80

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 243
gcgecgctecge tcgctcactg aggeccgggecg gccaaaggec gecccgaagca attgetgect

cagtgagcga gcgagcgegc

<210> 244

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 244
gcgegetecge tcgectcactg aggccgggeg acaaaatgtc gcccgacacc cgggtggect

cagtgagcga gcgagcgegce

<210> 245

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 245
gcgecgctecge tcgctcactg aggeccgggeg acaaaatgtc gcccgacgecc atggeggect

cagtgagcga gcgagcgegc

<210> 246

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 246
gcgegetecge tcgectcactg aggccgggecg acaaaatgtc gcccgacgac atgtcggect
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cagtgagcga gcgagcgegc

<210> 247

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 247
gcgegetecge tcgectcactg aggccgggecg acaaaatgtc gcccgacgaa cgttecggect

cagtgagcga gcgagcgegce

<210> 248

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 248
gcgecgctcge tcgctcactg aggccgggecg acaaaatgtc gcccgaagca attgectgect

cagtgagcga gcgagcgegc

<210> 249

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 249
gcgecgetecge tcgctcactg aggccaaaag accaaaggtc ttttgacacc cgggtggect

cagtgagcga gcgagcgegce

<210> 250

<211> 80

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 250
gcgegetecge tcgctcactg aggccaaaag accaaaggtc ttttgacgcc atggcecggcect

cagtgagcga gcgagcgegce

<21e> 251

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 251
gcgecgctcge tcgctcactg aggccaaaag accaaaggtc ttttgacgac atgtcggect

cagtgagcga gcgagcgegc

<210> 252

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 252
gcgecgetecge tcgctcactg aggccaaaag accaaaggtc ttttgacgaa cgttcggect

cagtgagcga gcgagcgegce

<210> 253

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 253
gcgecgctcge tcgctcactg aggccaaaag accaaaggtc ttttgaagca attgctgect

cagtgagcga gcgagcgegc
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<210> 254

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 254
gcgecgctcge tcgctcactg aggccaaaaa aaaaaatttt ttttgacacc cgggtggect

cagtgagcga gcgagcgegc

<210> 255

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 255
gcgecgetecge tcgctcactg aggccaaaaa aaaaaatttt ttttgacgcc atggcggcect

cagtgagcga gcgagcgegce

<210> 256

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 256
gcgecgctcge tcgctcactg aggccaaaaa aaaaaatttt ttttgacgac atgtcggect

cagtgagcga gcgagcgegc

<210> 257

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
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<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 257
gcgecgctcge tcgctcactg aggccaaaaa aaaaaatttt ttttgacgaa cgttcggect

cagtgagcga gcgagcgegc

<210> 258

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 258
gcgecgetcecge tcgctcactg aggccaaaaa aaaaaatttt ttttgaagca attgctgcect

cagtgagcga gcgagcgegce

<210> 259

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 259
gcgecgctcge tcgctcactg aggccgggca gaaaaattct gcccgacacc cgggtggect

cagtgagcga gcgagcgegc

<210> 260

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

oligonucleotide

<400> 260
gcgegetecge tcgectcactg aggccgggca gaaaaattct gcccgacgec atggeggect

cagtgagcga gcgagcgegce

96

60

80

60

80

60

80

60

80



<210>
<211>
<212>
<213>

<220>
<223>

<400>

261
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

261

gcgegetecge tcgectcactg aggccgggca gaaaaattct gcccgacgac atgtcggect

cagtgagcga gcgagcgegce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

262
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

262

gcgecgctcge tcgctcactg aggccgggca gaaaaattct gcccgacgaa cgtteggect

cagtgagcga gcgagcgegc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

263
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

263

gcgegetecge tcgectcactg aggccgggca gaaaaattct gcccgaagca attgetgect

cagtgagcga gcgagcgegce

<210>
<211>
<212>
<213>

<220>
<223>

264
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
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oligonucleotide

<400> 264
gcgegetecge tcgctcacta aggccaggecg accaaaggtc gcctgacgecc cgggeggect

tagtgagcga gcgagcgcgc

<210> 265

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 265
gcgecgctecge tcgctcacta aggeccgggeg gccaaaggec gecccgacgec cgggeggect

tagtgagcga gcgagcgcgc

<210> 266

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 266
gcgegetecge tcgectcacta aggccgggeg acaaaatgtc gcccgacgece cgggeggect

tagtgagcga gcgagcgcgc

<210> 267

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

oligonucleotide

<400> 267
gcgecgctcge tcgctcacta aggccaaaag accaaaggtc ttttgacgcc cgggeggect

tagtgagcga gcgagcgcgc
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<210> 268

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 268
gcgecgctcge tcgctcacta aggccaaaaa aaaaaatttt ttttgacgcc cgggeggect

tagtgagcga gcgagcgcegc

<210> 269

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 269
gcgegetecge tcgctcacta aggccgggca gaaaaattct gcccgacgecc cgggeggect

tagtgagcga gcgagcgcgc

<210> 270

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 270
gcgecgctecge tcgctcgatg gggccaggeg accaaaggtc gecctgacgecc cgggeggect

catcgagcga gcgagcgegc

<210> 271

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide
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<400> 271
gcgecgctecge tcgectcgatg gggeccgggeg gccaaaggec gecccgacgec cgggeggect

catcgagcga gcgagcgegc

<210> 272

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 272
gcgegetecge tcgectcgatg gggececgggeg acaaaatgtc gcccgacgece cgggeggect

catcgagcga gcgagcgegce

<210> 273

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 273
gcgecgctcge tcgctcgatg gggccaaaag accaaaggtc ttttgacgcc cgggeggect

catcgagcga gcgagcegegc

<210> 274

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 274
gcgegetecge tcgectcgatg gggccaaaaa aaaaaatttt ttttgacgcc cgggeggect

catcgagcga gcgagcgegce

<210> 275
100

60

80

60

80

60

80

60

80



<211> 80
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 275
gcgegetecge tcgectcgatg gggeccgggca gaaaaattct gcccgacgece cgggeggect

catcgagcga gcgagcgegce

<210> 276

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 276
gcgecgctcge tcgctcgaga gaaccaggecg accaaaggtc gecctgacgecc cgggeggttc

tctcgagcga gcgagcgcegc

<210> 277

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 277
gcgegetecge tcgectcgaga gaaccgggecg gccaaaggcec gcccgacgec cgggeggttce

tctcgagcga gcgagcgcegc

<210> 278

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide
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<400> 278
gcgegetecge tcgectcgaga gaaccgggeg acaaaatgtc gcccgacgece cgggeggttc

tctcgagcga gcgagcgcegc

<210> 279

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 279
gcgecgctcge tcgctcgaga gaaccaaaag accaaaggtc ttttgacgcc cgggeggttc

tctcgagcga gcgagcgcegc

<210> 280

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 280
gcgecgetcecge tcgctcgaga gaaccaaaaa aaaaaatttt ttttgacgcc cgggeggttc

tctcgagcga gcgagcgcegc

<21e> 281

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 281
gcgecgctcge tcgctcgaga gaaccgggca gaaaaattct gcccgacgecc cgggeggttc

tctcgagcga gcgagcgcegc

<210> 282
<211> 80
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 282
gcgecgectecge tcgectcgegg gggccaggeg accaaaggtc gecctgacgecc cgggeggecc

ccgcgagega gcgagegegce

<210> 283

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 283
gcgegetege tegetcgegg gggeegggeg gccaaaggec geccgacgee cgggeggecc

ccgcgagega gcgagcegegce

<210> 284

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 284
gcgecgctecge tcgectcgegg gggecgggeg acaaaatgtc gcccgacgec cgggeggecc

ccgecgagega gcgagegegce

<210> 285

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 285
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gcgecgctecge tcgectcgegg gggccaaaag accaaaggtc ttttgacgcc cgggeggecc

ccgcgagega gcgagegegce

<210> 286

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 286
gcgegetecge tcgectcgegg gggccaaaaa aaaaaatttt ttttgacgcc cgggeggecc

ccgcgagega gcgagegegce

<21e> 287

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 287
gcgecgctecge tcgectcgegg gggecgggca gaaaaattct gcccgacgeec cgggeggecc

ccgcgagega gcgagegegce

<210> 288

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 288
gcgegetcecge tcgctcaata aaaccaggcg accaaaggtc gcctgacgcc cgggeggttt

tattgagcga gcgagcgcgc

<210> 289
<211> 80
<212> DNA
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<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 289
gcgegetecge tcgctcaata aaaccgggecg gccaaaggcc gcccgacgec cgggeggttt

tattgagcga gcgagcgcgc

<210> 290

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 290
gcgecgctcge tcgctcaata aaaccgggecg acaaaatgtc gcccgacgecc cgggeggttt

tattgagcga gcgagcgcgc

<210> 291

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 291
gcgecgetcge tcgctcaata aaaccaaaag accaaaggtc ttttgacgcc cgggeggttt

tattgagcga gcgagcgcgc

<210> 292

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 292
gcgecgctcge tcgctcaata aaaccaaaaa aaaaaatttt ttttgacgcc cgggeggttt
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tattgagcga gcgagcgcgc

<210> 293

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 293
gcgecgctcge tcgctcaata aaaccgggca gaaaaattct gcccgacgecc cgggeggttt

tattgagcga gcgagcgcgc

<210> 294

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 294
gcgegetecge tcgectcacta aggccgggeg accaaaggtc gcccgacacc cgggtggect

tagtgagcga gcgagcgcgc

<210> 295

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 295
gcgecgctecge tcgctcacta aggeccgggecg accaaaggtc gcccgacgec atggeggect

tagtgagcga gcgagcgcgc

<210> 296

<211> 80

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 296
gcgecgctcge tcgctcacta aggeccgggecg accaaaggtc gcccgacgac atgtcggect

tagtgagcga gcgagcgcgc

<210> 297

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 297
gcgegetecge tcgectcacta aggccgggeg accaaaggtc gcccgacgaa cgttecggect

tagtgagcga gcgagcgcgc

<210> 298

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 298
gcgecgctcge tcgctcacta aggeccgggeg accaaaggtc gcccgaagca attgetgect

tagtgagcga gcgagcgcgc

<210> 299

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 299
gcgegetecge tcgectcgatg gggececgggeg accaaaggtc gcccgacacc cgggtggect
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catcgagcga gcgagcegegce

<210> 300

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 300
gcgegetecge tcgectcgatg gggececgggeg accaaaggtc gcccgacgec atggeggect

catcgagcga gcgagcgegce

<21e> 301

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 301
gcgecgctecge tcgectcgatg gggeccgggeg accaaaggtc gcccgacgac atgtcggect

catcgagcga gcgagcegegc

<210> 302

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 302
gcgegetecge tcgectcgatg gggececgggeg accaaaggtc gcccgacgaa cgtteggect

catcgagcga gcgagcgegce

<210> 303

<211> 80

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 303
gcgegetecge tcgectcgatg gggececgggeg accaaaggtc gcccgaagca attgetgect

catcgagcga gcgagcgegce

<210> 304

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 304
gcgecgctcge tcgctcgaga gaaccgggeg accaaaggtc gcccgacacc cgggtggttc

tctcgagcga gcgagcgcegc

<210> 305

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 305
gcgegetecge tcgectcgaga gaaccgggeg accaaaggtc gcccgacgec atggeggttc

tctcgagcga gcgagcgcegc

<210> 306

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 306
gcgecgctcge tcgctcgaga gaaccgggeg accaaaggtc gcccgacgac atgtcggttc

tctcgagcga gcgagcgcegc
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<21e> 307

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 307
gcgecgctcge tcgctcgaga gaaccgggeg accaaaggtc gcccgacgaa cgtteggttc

tctcgagcga gcgagcgcegc

<210> 308

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 308
gcgegetecge tcgectcgaga gaaccgggcecg accaaaggtc gcccgaagca attgetgttc

tctcgagcga gcgagcgcegc

<210> 309

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 309
gcgecgectecge tcgectcgegg gggecgggeg accaaaggtc gcccgacacc cgggtggecc

ccgcgagega gcgagegegce

<210> 310

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
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<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 310
gcgecgectecge tcgectcgegg gggecgggeg accaaaggtc gecccgacgec atggeggecc

ccgcgagega gcgagegegce

<210> 311

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 311
gcgegetecge tcgectcgegg gggeecgggcg accaaaggtc gecccgacgac atgtcecggcecc

ccgcgagega gcgagcegegce

<21e> 312

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 312
gcgecgectecge tcgectcgegg gggecgggcg accaaaggtc gcccgacgaa cgtteggecc

ccgcgagega gcgagegegce

<210> 313

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

oligonucleotide

<400> 313
gcgegetecge tcgetcgegg gggeecgggcg accaaaggtc gcccgaagca attgetgecc

ccgcgagega gcgagcegegce
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

314
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

314

gcgecgetecge tcgctcaata aaaccgggcecg accaaaggtc gcccgacacc cgggtggttt

tattgagcga gcgagcgcgc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

315
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

315

gcgecgctcge tcgctcaata aaaccgggecg accaaaggtc gcccgacgecc atggeggttt

tattgagcga gcgagcgcgc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

316
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

316

gcgecgetcecge tcgctcaata aaaccgggecg accaaaggtc gcccgacgac atgtcggttt

tattgagcga gcgagcgcgc

<210>
<211>
<212>
<213>

<220>
<223>

317
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
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oligonucleotide

<400> 317
gcgegetecge tcgctcaata aaaccgggcecg accaaaggtc gcccgacgaa cgttcecggttt

tattgagcga gcgagcgcgc

<21e> 318

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 318
gcgecgctcge tcgctcaata aaaccgggecg accaaaggtc gcccgaagca attgetgttt

tattgagcga gcgagcgcgc

<210> 319

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 319
gcgegetecge tcgctcacta aggccaggecg accaaaggtc gcctgacacc cgggtggect

tagtgagcga gcgagcgcgc

<210> 320

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

oligonucleotide

<400> 320
gcgecgctcge tcgctcacta aggccaggecg accaaaggtc gecctgacgecc atggeggect

tagtgagcga gcgagcgcgc
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<21e> 321

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 321
gcgecgctcge tcgctcacta aggccaggecg accaaaggtc gecctgacgac atgtcggect

tagtgagcga gcgagcgcegc

<210> 322

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 322
gcgegetecge tcgctcacta aggccaggecg accaaaggtc gcctgacgaa cgttecggect

tagtgagcga gcgagcgcgc

<210> 323

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 323
gcgecgctcge tcgctcacta aggccaggecg accaaaggtc gcctgaagca attgectgect

tagtgagcga gcgagcgcgc

<210> 324

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

114

60

80

60

80

60

80



<400> 324
gcgecgctecge tcgctcacta aggeccgggeg gccaaaggec gecccgacacc cgggtggect

tagtgagcga gcgagcgcgc

<210> 325

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 325
gcgegetecge tcgectcacta aggccgggeg gccaaaggcec gcccgacgec atggeggect

tagtgagcga gcgagcgcgc

<210> 326

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 326
gcgecgctecge tcgctcacta aggeccgggeg gccaaaggec gecccgacgac atgtcggect

tagtgagcga gcgagcgcgc

<210> 327

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 327
gcgegetecge tcgectcacta aggccgggeg gccaaaggcc gcccgacgaa cgtteggect

tagtgagcga gcgagcgcgc

<210> 328
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<211> 80
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 328
gcgegetecge tcgectcacta aggccgggecg gccaaaggcc gcccgaagca attgetgect

tagtgagcga gcgagcgcgc

<210> 329

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 329
gcgecgctcge tcgctcacta aggeccgggecg acaaaatgtc gcccgacacc cgggtggect

tagtgagcga gcgagcgcgc

<210> 330

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 330
gcgegetecge tcgectcacta aggccgggeg acaaaatgtc gcccgacgece atggeggect

tagtgagcga gcgagcgcgc

<21e> 331

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide
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<400> 331
gcgegetecge tcgectcacta aggccgggeg acaaaatgtc gcccgacgac atgtcggect

tagtgagcga gcgagcgcgc

<210> 332

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 332
gcgecgctcge tcgctcacta aggeccgggecg acaaaatgtc gcccgacgaa cgttceggect

tagtgagcga gcgagcgcgc

<210> 333

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 333
gcgegetecge tcgectcacta aggccgggeg acaaaatgtc gcccgaagca attgetgect

tagtgagcga gcgagcgcgc

<210> 334

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 334
gcgecgctcge tcgctcacta aggccaaaag accaaaggtc ttttgacacc cgggtggect

tagtgagcga gcgagcgcgc

<210> 335
<211> 80
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 335
gcgecgctcge tcgctcacta aggccaaaag accaaaggtc ttttgacgcc atggecggect

tagtgagcga gcgagcgcgc

<210> 336

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 336
gcgecgetecge tcgctcacta aggccaaaag accaaaggtc ttttgacgac atgtcggcect

tagtgagcga gcgagcgcgc

<21e> 337

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 337
gcgecgctcge tcgctcacta aggccaaaag accaaaggtc ttttgacgaa cgttcggect

tagtgagcga gcgagcgcgc

<210> 338

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 338
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gcgecgctcge tcgctcacta aggccaaaag accaaaggtc ttttgaagca attgctgect

tagtgagcga gcgagcgcgc

<210> 339

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 339
gcgecgetecge tcgctcacta aggccaaaaa aaaaaatttt ttttgacacc cgggtggect

tagtgagcga gcgagcgcgc

<210> 340

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 340
gcgecgctcge tcgctcacta aggccaaaaa aaaaaatttt ttttgacgcc atggecggect

tagtgagcga gcgagcgcgc

<210> 341

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 341
gcgecgetcecge tcgctcacta aggccaaaaa aaaaaatttt ttttgacgac atgtcggcect

tagtgagcga gcgagcgcgc

<210> 342
<211> 80
<212> DNA
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<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 342
gcgecgetecge tcgctcacta aggccaaaaa aaaaaatttt ttttgacgaa cgttcggcect

tagtgagcga gcgagcgcgc

<210> 343

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 343
gcgecgctcge tcgctcacta aggccaaaaa aaaaaatttt ttttgaagca attgctgect

tagtgagcga gcgagcgcgc

<210> 344

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 344
gcgegetecge tcgctcacta aggccgggca gaaaaattct gcccgacacc cgggtggect

tagtgagcga gcgagcgcgc

<210> 345

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 345
gcgecgctcge tcgctcacta aggccgggca gaaaaattct gcccgacgecc atggeggect
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tagtgagcga gcgagcgcgc

<210> 346

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 346
gcgecgctcge tcgctcacta aggccgggca gaaaaattct gcccgacgac atgtcggect

tagtgagcga gcgagcgcgc

<210> 347

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 347
gcgecgetecge tcgctcacta aggccgggca gaaaaattct gcccgacgaa cgttcecggect

tagtgagcga gcgagcgcgc

<210> 348

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 348
gcgecgctcge tcgctcacta aggccgggca gaaaaattct gcccgaagca attgectgect

tagtgagcga gcgagcgcgc

<210> 349

<211> 80

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 349
gcgecgctecge tcgctcgatg gggccaggeg accaaaggtc gecctgacacc cgggtggect

catcgagcga gcgagcegegc

<210> 350

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 350
gcgegetecge tcgectcgatg gggccaggeg accaaaggtc gcecctgacgece atggeggect

catcgagcga gcgagcgegce

<21e> 351

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 351
gcgecgctecge tcgectcgatg gggccaggeg accaaaggtc gecctgacgac atgtcggect

catcgagcga gcgagcegegc

<210> 352

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 352
gcgegetecge tcgectcgatg gggccaggeg accaaaggtc gcctgacgaa cgttcecggect
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catcgagcga gcgagcegegce

<210> 353

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 353
gcgegetecge tcgectcgatg gggccaggeg accaaaggtc gcctgaagca attgetgect

catcgagcga gcgagcgegce

<210> 354

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 354
gcgecgectecge tcgectcgatg gggeccgggeg gccaaaggec gecccgacacc cgggtggect

catcgagcga gcgagcegegc

<210> 355

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 355
gcgegetecge tcgectcgatg gggececgggcg gccaaaggec gcccgacgec atggeggect

catcgagcga gcgagcgegce
<210> 356
<211> 80

<212> DNA
<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 356
gcgegetecge tcgectcgatg gggececgggeg gccaaaggec gcccgacgac atgtcecggect

catcgagcga gcgagcgegce

<21e> 357

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 357
gcgecgctecge tcgectcgatg gggeccgggeg gccaaaggec gecccgacgaa cgtteggect

catcgagcga gcgagcegegce

<210> 358

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 358
gcgegetecge tcgectcgatg gggececgggeg gccaaaggcec gcccgaagca attgetgect

catcgagcga gcgagcgegce

<210> 359

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 359
gcgecgctecge tcgectcgatg gggeccgggeg acaaaatgtc gcccgacacc cgggtggect

catcgagcga gcgagcegegc
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<210> 360

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 360
gcgecgctecge tcgectcgatg gggeccgggeg acaaaatgtc gcccgacgecc atggeggect

catcgagcga gcgagcegegce

<210> 361

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 361
gcgegetecge tcgectcgatg gggececgggeg acaaaatgtc gcccgacgac atgtcggect

catcgagcga gcgagcgegce

<210> 362

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 362
gcgecgctcge tcgectcgatg gggeccgggeg acaaaatgtc gcccgacgaa cgttceggect

catcgagcga gcgagcegegce

<210> 363

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
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<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 363
gcgecgctecge tcgectcgatg gggeccgggeg acaaaatgtc gcccgaagca attgetgect

catcgagcga gcgagcgegc

<210> 364

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 364
gcgegetecge tcgectcgatg gggccaaaag accaaaggtc ttttgacacc cgggtggect

catcgagcga gcgagcgegce

<210> 365

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 365
gcgecgctcge tcgctcgatg gggccaaaag accaaaggtc ttttgacgcc atggecggect

catcgagcga gcgagcegegce

<210> 366

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

oligonucleotide

<400> 366
gcgegetecge tcgectcgatg gggccaaaag accaaaggtc ttttgacgac atgtcggect

catcgagcga gcgagcgegce
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

367
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

367

gcgegetecge tcgectcgatg gggccaaaag accaaaggtc ttttgacgaa cgttcggect

catcgagcga gcgagcgegce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

368
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

368

gcgecgctcge tcgctcgatg gggccaaaag accaaaggtc ttttgaagca attgctgect

catcgagcga gcgagcegegce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

369
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

369

gcgegetecge tcgectcgatg gggccaaaaa aaaaaatttt ttttgacacc cgggtggect

catcgagcga gcgagcgegce

<210>
<211>
<212>
<213>

<220>
<223>

370
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
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oligonucleotide

<400> 370
gcgegetecge tcgectcgatg gggccaaaaa aaaaaatttt ttttgacgcc atggecggect

catcgagcga gcgagcgegce

<21e> 371

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 371
gcgecgctcge tcgctcgatg gggccaaaaa aaaaaatttt ttttgacgac atgtcggect

catcgagcga gcgagcegegce

<210> 372

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 372
gcgegetecge tcgectcgatg gggccaaaaa aaaaaatttt ttttgacgaa cgttcggect

catcgagcga gcgagcgegce

<210> 373

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 373
gcgecgctcge tcgctcgatg gggccaaaaa aaaaaatttt ttttgaagca attgctgect

catcgagcga gcgagcegegce
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<210> 374

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 374
gcgecgctecge tcgctcgatg gggeccgggca gaaaaattct gcccgacacc cgggtggect

catcgagcga gcgagcegegce

<210> 375

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 375
gcgegetecge tcgectcgatg gggeccgggca gaaaaattct gcccgacgec atggeggect

catcgagcga gcgagcgegce

<210> 376

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 376
gcgecgctecge tcgctcgatg gggeccgggca gaaaaattct gcccgacgac atgtcggect

catcgagcga gcgagcgegc

<210> 377

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide
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<400> 377
gcgecgctecge tcgctcgatg gggeccgggca gaaaaattct gcccgacgaa cgtteggect

catcgagcga gcgagcgegc

<210> 378

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 378
gcgegetecge tcgectcgatg gggeccgggca gaaaaattct gcccgaagca attgetgect

catcgagcga gcgagcgegce

<210> 379

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 379
gcgecgctcge tcgctcgaga gaaccaggecg accaaaggtc gecctgacacc cgggtggttc

tctcgagcga gcgagcgcegc

<210> 380

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 380
gcgegetecge tcgectcgaga gaaccaggcecg accaaaggtc gcctgacgece atggeggttc

tctcgagcga gcgagcgcegc

<210> 381
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<211> 80
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 381
gcgegetecge tcgectcgaga gaaccaggcg accaaaggtc gcctgacgac atgtcggttc

tctcgagcga gcgagcgcegc

<210> 382

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 382
gcgecgctcge tcgctcgaga gaaccaggecg accaaaggtc gcctgacgaa cgtteggttc

tctcgagcga gcgagcgcegc

<210> 383

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 383
gcgegetecge tcgectcgaga gaaccaggcg accaaaggtc gcctgaagca attgetgttc

tctcgagcga gcgagcgcegc

<210> 384

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide
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<400> 384
gcgegetecge tcgectcgaga gaaccgggecg gccaaaggcc gcccgacacc cgggtggttce

tctcgagcga gcgagcgcegc

<210> 385

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 385
gcgecgctcge tcgctcgaga gaaccgggeg gccaaaggec gecccgacgec atggeggttc

tctcgagcga gcgagcgcegc

<210> 386

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 386
gcgegetecge tcgectcgaga gaaccgggecg gccaaaggcec gcccgacgac atgtceggttc

tctcgagcga gcgagcgcegc

<21e> 387

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 387
gcgecgctecge tcgctcgaga gaaccgggeg gccaaaggec gecccgacgaa cgtteggttc

tctcgagcga gcgagcgcegc

<210> 388
<211> 80
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 388
gcgecgctcge tcgctcgaga gaaccgggeg gccaaaggec gecccgaagca attgetgttc

tctcgagcga gcgagcgcegc

<210> 389

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 389
gcgegetecge tcgectcgaga gaaccgggcecg acaaaatgtc gcccgacacc cgggtggttc

tctcgagcga gcgagcgcegc

<210> 390

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 390
gcgecgctecge tcgctcgaga gaaccgggeg acaaaatgtc gcccgacgecc atggeggttc

tctcgagcga gcgagcgcegc

<210> 391

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 391

133

60

80

60

80

60

80



gcgecgctcge tcgctcgaga gaaccgggecg acaaaatgtc gcccgacgac atgtcggttc

tctcgagcga gcgagcgcegc

<210> 392

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 392
gcgegetecge tcgectcgaga gaaccgggcecg acaaaatgtc gcccgacgaa cgtteggttc

tctcgagcga gcgagcgcegc

<210> 393

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 393
gcgecgctcge tcgctcgaga gaaccgggeg acaaaatgtc gcccgaagca attgectgttc

tctcgagcga gcgagcgcegc

<210> 394

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 394
gcgegetecge tcgectcgaga gaaccaaaag accaaaggtc ttttgacacc cgggtggttc

tctcgagcga gcgagcgcegc

<210> 395
<211> 80
<212> DNA
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<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 395
gcgegetcecge tcgectcgaga gaaccaaaag accaaaggtc ttttgacgcc atggeggttc

tctcgagcga gcgagcgcegc

<210> 396

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 396
gcgecgctcge tcgctcgaga gaaccaaaag accaaaggtc ttttgacgac atgtcggttc

tctcgagcga gcgagcgcegc

<210> 397

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 397
gcgegetecge tcgctcgaga gaaccaaaag accaaaggtc ttttgacgaa cgttcggttc

tctcgagcga gcgagcgcegc

<210> 398

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 398
gcgecgctcge tcgctcgaga gaaccaaaag accaaaggtc ttttgaagca attgctgttc
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tctcgagcga gcgagcgcegc

<210> 399

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 399
gcgecgctcge tcgctcgaga gaaccaaaaa aaaaaatttt ttttgacacc cgggtggttc

tctcgagcga gcgagcecgcegc

<210> 400
<211> 80
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 400
gcgecgetcecge tcgctcgaga gaaccaaaaa aaaaaatttt ttttgacgcc atggecggttc

tctcgagcga gcgagcgcegc

<210> 401

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 401
gcgecgctcge tcgctcgaga gaaccaaaaa aaaaaatttt ttttgacgac atgtcggttc

tctcgagcga gcgagcgcegc

<210> 402

<211> 80

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 402
gcgecgctcge tcgctcgaga gaaccaaaaa aaaaaatttt ttttgacgaa cgttcggttc

tctcgagcga gcgagcgcegc

<210> 403

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 403
gcgecgetecge tcgctcgaga gaaccaaaaa aaaaaatttt ttttgaagca attgectgttc

tctcgagcga gcgagcgcegc

<210> 404

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 404
gcgecgctcge tcgctcgaga gaaccgggca gaaaaattct gcccgacacc cgggtggttc

tctcgagcga gcgagcgcegc

<210> 405

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 405
gcgegetecge tcgectcgaga gaaccgggca gaaaaattct gcccgacgecc atggeggttc
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tctcgagcga gcgagcgcegc

<210> 406

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 406
gcgegetecge tcgectcgaga gaaccgggca gaaaaattct gcccgacgac atgtcggttc

tctcgagcga gcgagcgcegc

<210> 407

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 407
gcgecgctcge tcgctcgaga gaaccgggca gaaaaattct gcccgacgaa cgtteggttc

tctcgagcga gcgagcgcegc

<210> 408

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 408
gcgecgetecge tcgectcgaga gaaccgggca gaaaaattct gcccgaagca attgetgttc

tctcgagcga gcgagcgcegc

<210> 409

<211> 80

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 409
gcgegetecge tcgectcgegg gggeccaggeg accaaaggtc gecctgacacc cgggtggecc

ccgcgagega gcgagcegegce

<210> 410

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 410
gcgecgectecge tcgectcgegg gggccaggeg accaaaggtc gecctgacgecc atggeggecc

ccgcgagega gcgagegegce

<210> 411

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 411
gcgegetecge tcgetcgegg gggccaggeg accaaaggtc gecctgacgac atgtcecggcecc

ccgcgagega gcgagcegegce

<210> 412

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 412
gcgecgcectecge tcgectcgegg gggccaggeg accaaaggtc gecctgacgaa cgtteggecc

ccgcgagega gcgagegegce
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<210> 413

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 413
gcgecgectecge tcgectcgegg gggccaggeg accaaaggtc gecctgaagca attgetgecc

ccgcgagega gcgagegegce

<210> 414

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 414
gcgegetege tegetcgegg gggeegggeg gccaaaggec gceccgacacc cgggtggecc

ccgcgagcga gcgagegegce

<210> 415

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 415
gcgegetege tegetcgegg gggeegggeg gecaaaggec geccgacgec atggeggecc

ccgcgagega gcgagegegce

<210> 416

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
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<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 416
gcgecgectecge tcgectcgegg gggecgggeg gccaaaggec geccgacgac atgtcggecc

ccgcgagega gcgagegegce

<210> 417

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 417
gcgegetecge tcgectcgegg gggecgggcg gccaaaggec gcccgacgaa cgtteggecc

ccgcgagega gcgagcegegce

<210> 418

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 418
gcgecgectecge tcgectcgegg gggecgggecg gccaaaggec geccgaageca attgetgecc

ccgcgagega gcgagegegce

<210> 419

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

oligonucleotide

<400> 419
gcgegetecge tcgetcgegg gggeecgggcg acaaaatgtc gcccgacacc cgggtggecc

ccgcgagega gcgagcegegce
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

420
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

420

gcgegetecge tcgectcgegg gggeecgggcg acaaaatgtc gecccgacgec atggeggecc

ccgcgagega gcgagegegce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

421
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

421

gcgecgectecge tcgectcgegg gggecgggcg acaaaatgtc gcccgacgac atgtcggecc

ccgcgagega gcgagegegce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

422
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
oligonucleotide

422

gcgegetecge tcgetcgegg gggecgggcg acaaaatgtc gcccgacgaa cgtteggecc

ccgcgagega gcgagcegegce

<210>
<211>
<212>
<213>

<220>
<223>

423
80
DNA
Artificial Sequence

Description of Artificial Sequence: Synthetic
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oligonucleotide

<400> 423
gcgegetecge tcgectcgegg gggeecgggcg acaaaatgtc gcccgaageca attgetgcecc

ccgcgagega gcgagcegegce

<210> 424

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 424
gcgecgectecge tcgectcgegg gggccaaaag accaaaggtc ttttgacacc cgggtggecc

ccgcgagega gcgagegegce

<210> 425

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 425
gcgegetecge tcgectcgegg gggccaaaag accaaaggtc ttttgacgcc atggeggcecc

ccgcgagega gcgagcegegce

<210> 426

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 426
gcgecgctecge tcgectcgegg gggccaaaag accaaaggtc ttttgacgac atgtcggcecc

ccgcgagega gcgagegegce

143

60

80

60

80

60

80

60

80



210> 427

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 427
gcgecgctecge tcgectcgegg gggccaaaag accaaaggtc ttttgacgaa cgttcggecc

ccgcgagega gecgagegegce

<210> 428

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 428
gcgegetecge tcgectcgegg gggccaaaag accaaaggtc ttttgaagca attgetgcecc

ccgcgagega gcgagcegegce

<210> 429

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 429
gcgecgectcge tcgectcgegg gggccaaaaa aaaaaatttt ttttgacacc cgggtggecc

ccgcgagega gcgagegegce

<210> 430

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide
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<400> 430
gcgecgctcge tcgectcgegg gggccaaaaa aaaaaatttt ttttgacgcc atggecggcecc

ccgcgagega gecgagegegce

<210> 431

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 431
gcgegetecge tcgectcgegg gggccaaaaa aaaaaatttt ttttgacgac atgtcggcecc

ccgcgagega gcgagcegegce

<210> 432

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 432
gcgecgectcge tcgectcgegg gggccaaaaa aaaaaatttt ttttgacgaa cgttcggecc

ccgcgagega gcgagegegce

<210> 433

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 433
gcgegetecge tcgectcgegg gggccaaaaa aaaaaatttt ttttgaagca attgetgcecc

ccgcgagega gcgagcegegce

<210> 434
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<211> 80
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 434
gcgegetecge tcgectcgegg gggecgggca gaaaaattct gecccgacacc cgggtggecc

ccgcgagega gcgagcegegce

<210> 435

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 435
gcgecgctecge tcgectcgegg gggecgggca gaaaaattct gcccgacgec atggeggecc

ccgcgagega gecgagegegce

<210> 436
<211> 80
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 436
gcgegetecge tcgectcgegg gggecgggca gaaaaattct gecccgacgac atgtcggcecc

ccgcgagega gcgagcegegce

<210> 437

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide
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<400> 437
gcgegetecge tcgectcgegg gggecgggca gaaaaattct gecccgacgaa cgtteggecc

ccgcgagega gcgagcegegce

<210> 438

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 438
gcgecgectecge tcgectcgegg gggecgggca gaaaaattct gcccgaagca attgetgecc

ccgcgagega gcgagegegce

<210> 439

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 439
gcgecgetcge tcgctcaata aaaccaggcg accaaaggtc gcctgacacc cgggtggttt

tattgagcga gcgagcgcgc

<210> 440

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 440
gcgecgctcge tcgctcaata aaaccaggcg accaaaggtc gcctgacgcc atggeggttt

tattgagcga gcgagcgcgc

<210> 441
<211> 80
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 441
gcgecgctcge tcgctcaata aaaccaggcg accaaaggtc gcctgacgac atgtcggttt

tattgagcga gcgagcgcgc

<210> 442

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 442
gcgecgetcge tcgctcaata aaaccaggcg accaaaggtc gcctgacgaa cgttcggttt

tattgagcga gcgagcgcgc

<210> 443

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 443
gcgecgctcge tcgctcaata aaaccaggcg accaaaggtc gcctgaagca attgectgttt

tattgagcga gcgagcgcgc

<210> 444

<211> 80

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 444
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gcgecgctcge tcgctcaata aaaccgggecg gccaaaggcec gcccgacacc cgggtggttt

tattgagcga gcgagcgcgc

<210> 445

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 445
gcgecgetcecge tcgctcaata aaaccgggecg gccaaaggcc gcccgacgec atggeggttt

tattgagcga gcgagcgcgc

<210> 446

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 446
gcgecgctcge tcgctcaata aaaccgggecg gccaaaggcec gecccgacgac atgtcggttt

tattgagcga gcgagcgcgc

<210> 447

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 447
gcgecgetecge tcgctcaata aaaccgggcecg gccaaaggcc gcccgacgaa cgtteggttt

tattgagcga gcgagcgcgc

<210> 448
<211> 80
<212> DNA
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<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 448
gcgegetcecge tcgctcaata aaaccgggcecg gccaaaggcc gcccgaagca attgetgttt

tattgagcga gcgagcgcgc

<210> 449

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 449
gcgecgctcge tcgctcaata aaaccgggecg acaaaatgtc gcccgacacc cgggtggttt

tattgagcga gcgagcgcgc

<210> 450
<211> 80
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 450
gcgecgetcecge tcgctcaata aaaccgggcecg acaaaatgtc gcccgacgecc atggeggttt

tattgagcga gcgagcgcgc

<210> 451

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 451
gcgecgctcge tcgctcaata aaaccgggecg acaaaatgtc gcccgacgac atgtcggttt
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tattgagcga gcgagcgcgc

<210> 452

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 452
gcgecgctcge tcgctcaata aaaccgggecg acaaaatgtc gcccgacgaa cgtteggttt

tattgagcga gcgagcgcgc

<210> 453

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 453
gcgecgetcecge tcgctcaata aaaccgggcecg acaaaatgtc gcccgaagca attgetgttt

tattgagcga gcgagcgcgc

<210> 454

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 454
gcgecgctcge tcgctcaata aaaccaaaag accaaaggtc ttttgacacc cgggtggttt

tattgagcga gcgagcgcgc

<210> 455

<211> 80

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 455
gcgecgctcge tcgctcaata aaaccaaaag accaaaggtc ttttgacgcc atggecggttt

tattgagcga gcgagcgcgc

<210> 456

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 456
gcgecgetcge tcgctcaata aaaccaaaag accaaaggtc ttttgacgac atgtcggttt

tattgagcga gcgagcgcgc

<210> 457

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 457
gcgecgctcge tcgctcaata aaaccaaaag accaaaggtc ttttgacgaa cgttcggttt

tattgagcga gcgagcgcgc

<210> 458

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 458
gcgecgetcge tcgctcaata aaaccaaaag accaaaggtc ttttgaagca attgectgttt
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tattgagcga gcgagcgcgc

<210> 459

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 459
gcgecgectcge tcgctcaata aaaccaaaaa aaaaaatttt ttttgacacc cgggtggttt

tattgagcga gcgagcgcgc

<210> 460

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 460
gcgecgctcge tcgctcaata aaaccaaaaa aaaaaatttt ttttgacgcc atggecggttt

tattgagcga gcgagcgcgc

<210> 461

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 461
gcgecgectecge tcgctcaata aaaccaaaaa aaaaaatttt ttttgacgac atgtcggttt

tattgagcga gcgagcgcgc

<210> 462

<211> 80

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 462
gcgecgectcge tcgctcaata aaaccaaaaa aaaaaatttt ttttgacgaa cgttcggttt

tattgagcga gcgagcgcgc

<210> 463

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 463
gcgecgctcge tcgctcaata aaaccaaaaa aaaaaatttt ttttgaagca attgctgttt

tattgagcga gcgagcgcgc

<210> 464

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 464
gcgecgetcecge tcgctcaata aaaccgggca gaaaaattct gcccgacacc cgggtggttt

tattgagcga gcgagcgcgc

<210> 465

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 465
gcgecgctcge tcgctcaata aaaccgggca gaaaaattct gcccgacgecc atggeggttt

tattgagcga gcgagcgcgc
154
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<210> 466

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 466
gcgecgctcge tcgctcaata aaaccgggca gaaaaattct gcccgacgac atgtcggttt

tattgagcga gcgagcgcgc

<210> 467

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 467
gcgecgetcecge tcgctcaata aaaccgggca gaaaaattct gcccgacgaa cgttcggttt

tattgagcga gcgagcgcgc

<210> 468

<211> 80

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 468
gcgecgctcge tcgctcaata aaaccgggca gaaaaattct gcccgaagca attgectgttt

tattgagcga gcgagcgcgc

<210> 469
<211> 120
<212> DNA
<213> Artificial Sequence

<220>
155
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<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 469
aggaacccct agtgatggag ttggccactc cctctctgeg cgectcgetcg ctcactgagg

cgcacgcccg ggtttcccgg gecggectcag tgagcgageg agcgecgecage tgcctgeagg

<210> 470
<211> 122
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 470
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectcg ctcactgagg

ccgacgcccg ggectttgeccec gggeggectc agtgagecgag cgagecgegeca gectgectgea

g8

<210> 471
<211> 129
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 471
aggaacccct agtgatggag ttggccactc cctctctgeg cgectcgetcg ctcactgagg

ccgggegacc aaaggtcgec cgacgecccgg gegectcagt gagecgagega gegegeaget

gcctgcagg

<210> 472
<211> 101
<212> DNA
<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 472
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aggaacccct agtgatggag ttggccactc cctctctgeg cgectcgetcg ctcactgagg

ctttgcctca gtgagcgagc gagcgcgcag ctgecctgecag g

<210> 473
<211> 139
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 473
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectcg ctcactgagg

ccgggcgaca aagtcgecccg acgecccggge tttgeccecggg cggecctcagt gagecgagcega
gcgcgecaget gectgeagg

<210> 474

<211> 137

<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 474
aggaacccct agtgatggag ttggccactc cctctctgeg cgectcgetcg ctcactgagg

ccgggcgaaa atcgcccgac gecccgggett tgcccgggeg gectcagtga gecgagegage
gcgcagctge ctgcagg

<210> 475

<211> 135

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

polynucleotide

<400> 475
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectcg ctcactgagg

ccgggcgaaa cgcccgacge ccgggetttg ccecgggegge ctcagtgage gagcgagegc
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gcagctgcct gcagg

<210> 476
<211> 133
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 476
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectcg ctcactgagg

ccgggcaaag cccgacgecc gggetttgec cgggeggect cagtgagecga gcgagcegegc
agctgcctge agg

<210> 477

<211> 139

<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 477
aggaacccct agtgatggag ttggccactc cctctctgeg cgectcgetcg ctcactgagg

ccgggecgacc aaaggtcgecc cgacgecccgg gtttcccggg cggectcagt gagcgagcega
gcgecgcaget gecctgcagg

<210> 478

<211> 137

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

polynucleotide

<400> 478
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectecg ctcactgagg

ccgggcgacc aaaggtcgecc cgacgecccgg tttcecgggeg gecctcagtga gecgagegagc

gcgcagctge ctgcagg
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<210> 479
<211> 135
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 479
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectecg ctcactgagg

ccgggcgacc aaaggtcgecc cgacgecccgt ttcgggegge ctcagtgage gagcgagcegc
gcagctgecct gcagg

<210> 480

<211> 133

<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 480
aggaacccct agtgatggag ttggccactc cctctctgeg cgectcgetcg ctcactgagg

ccgggecgacc aaaggtcgcecc cgacgccctt tgggecggect cagtgagcga gcgagegcegce
agctgcctge agg

<210> 481

<211> 131

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic

polynucleotide

<400> 481
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectecg ctcactgagg

ccgggcgacc aaaggtcgecc cgacgecttt ggecggectca gtgagcgage gagcgcegceag

ctgcctgcag g

<210> 482
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<211> 129
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 482
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectcg ctcactgagg

ccgggcgacc aaaggtcgecc cgacgetttg cggecctcagt gagcgagecga gecgegecaget

gcctgcagg

<210> 483
<211> 127
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 483
aggaacccct agtgatggag ttggccactc cctctctgeg cgectcgetcg ctcactgagg

ccgggecgacc aaaggtcgcecc cgacgtttcg gecctcagtga gcgagecgage gecgcagetge

ctgcagg

<210> 484
<211> 120
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 484
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccgggaaacc cgggegtgeg

cctcagtgag cgagcgagcg cgcagagagg gagtggccaa ctccatcact aggggttcct
<210> 485
<211> 122

<212> DNA
<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 485
cctgcaggca gctgecgeget cgectcgectca ctgaggeccgt cgggegacct ttggtcgcecc

ggcctcagtg agcgagcgag cgcgcagaga gggagtggec aactccatca ctaggggttc

ct

<210> 486
<211> 122
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 486
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccgggcaaag cccgggegtce

ggcctcagtg agcgagcgag cgcgcagaga gggagtggec aactccatca ctaggggttc

ct

<210> 487
<211> 129
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 487
cctgcaggca gctgecgeget cgectcgectca ctgaggecgec cgggegtecgg gecgacctttg

gtcgcccgge ctcagtgagec gagcgagcge gcagagaggg agtggccaac tccatcacta

ggggttcct

<210> 488
<211> 101
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
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polynucleotide

<400> 488
cctgcaggca gctgecgeget cgectcgectca ctgaggcaaa gcctcagtga gcgagcecgagc

gcgcagagag ggagtggcca actccatcac taggggttcc t

<210> 489
<211> 139
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 489
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccgggcaaag cccgggegtce

gggcgacttt gtcgcccgge ctcagtgagc gagcgagecge gcagagaggg agtggccaac

tccatcacta ggggttcct

<210> 490
<211> 137
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 490
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccgggcaaag cccgggegtce

gggcgatttt cgcccggect cagtgagcga gcgagecgege agagagggag tggccaactc

catcactagg ggttcct

<210> 491
<211> 135
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 491
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccgggcaaag cccgggegtce
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gggcgtttcg cccggectca gtgagcgage gagcgcgcag agagggagtg gccaactcca

tcactagggg ttcct

<210> 492
<211> 133
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 492
cctgcaggca gctgecgeget cgectcgetca ctgaggeccge ccgggcaaag cccgggegtce

gggctttgcc cggecctcagt gagcgagcga gcgcgcagag agggagtgge caactccatc

actaggggtt cct

<210> 493
<211> 139
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 493
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccgggaaacc cgggegtegg

gcgacctttg gtcgecccgge ctcagtgagec gagcgagcge gcagagaggg agtggccaac

tccatcacta ggggttcct

<210> 494
<211> 137
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 494
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccggaaaccg ggegtegggc

gacctttggt cgcccggect cagtgagcga gcgagcgecge agagagggag tggccaactc
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catcactagg ggttcct

<210> 495
<211> 135
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 495
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccgaaacggg cgtcgggcega

cctttggtcg cccggectca gtgagcgage gagcgcgcag agagggagtg gccaactcca

tcactagggg ttcct

<210> 496
<211> 133
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 496
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge ccaaagggeg tcgggcegacc

tttggtcgcc cggcctcagt gagcgagcga gcgecgcagag agggagtgge caactccatc

actaggggtt cct

<210> 497
<211> 131
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 497
cctgcaggca gctgecgeget cgectcgectca ctgaggeccge caaaggegtc gggcegacctt

tggtcgcccg gecctcagtga gcgagcgage gcgcagagag ggagtggcca actccatcac

taggggttcc t
164
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<210> 498
<211> 129
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 498
cctgcaggca gctgegeget cgectcgectca ctgaggeccge aaagecgtcgg gcgacctttg

gtcgcccgge ctcagtgagec gagcgagecgce gcagagaggg agtggccaac tccatcacta

ggggttcct

<210> 499
<211> 127
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 499
cctgcaggca gctgecgeget cgectcgectca ctgaggeccga aacgtcggge gacctttggt

cgcccggect cagtgagcga gcgagecgege agagagggag tggccaactc catcactagg

ggttcct

<210> 500

<211> 43

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 500
gcccgetggt ttccageggg ctgecgggecc gaaacgggec cgc

<210> 501

<211> 28

<212> DNA

<213> Artificial Sequence
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<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 501
cgggcccgtg cgggecccaaa gggeecgc

<210> 502

<211> 28

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 502
gcccgggecac gececegggttt ccecgggeg

<210> 503

<211> 22

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 503
cgtgcgggcc caaagggccc gc

<210> 504

<211> 21

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 504
cgggcgacca aaggtcgeccc g

<210> 505

<211> 20

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 505
cgccecggget ttgcccgggc 20

<210> 506

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 506
cgggcgacca aaggtcgccc gacgcccggg ctttgeeccgg gc 42

<210> 507

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 507
cgggcgacca aaggtcgccc g 21

<210> 508

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 508
cgcccggget ttgccecgggc 20

<210> 509

<211> 34

<212> DNA

<213> Artificial Sequence

<220>
167



<223> Description of Artificial Sequence:

oligonucleotide

<400> 509
cgggcgacca aaggtcgccc gacgeccggg cggc

<210> 510

<211> 21

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 510
cgggcgacca aaggtcgeccc g

<21e> 511

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 511
cgcccggget ttgccecgggc

<210> 512

<211> 30

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 512
cggggcccga cgeccecggget ttgeccegggce

<210> 513

<211> 21

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:
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oligonucleotide

<400> 513
cgggcgacca aaggtcgeccc g

<210> 514

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 514
cgcccggget ttgcececgggc

<210> 515

<211> 29

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 515
cgggcccgac gecececgggett tgeccegggc

<210> 516

<211> 21

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 516
cgggcgacca aaggtcgecc g

<210> 517

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide
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<400> 517
cgcccggget ttgccecgggc 20

<210> 518

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 518
gcccgggcaa ageccegggceg 20

<21e> 519

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 519
cgggcgacct ttggtcgeccc g 21

<210> 520

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 520
gcccgggcaa ageccecgggeg tcgggegacc tttggtcgece cg 42

<21e> 521

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide

170



<400> 521
gcccgggcaa agcccgggcg

<210> 522

<211> 21

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 522
cgggcgacct ttggtcgeccc g

<210> 523

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 523
gcccgggcaa agcccgggcg

<210> 524

<211> 21

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 524
cgggcgacct ttggtcgeccc g

<210> 525

<211> 34

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 525

171

Synthetic

Synthetic

Synthetic

Synthetic

20

21

20

21



gccgececggg cgacgggega cctttggteg ccecg

<210> 526

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide

<400> 526
gcccgggcaa agcccgggcg

<21e> 527

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide

<400> 527
cgggcgacct ttggtcgeccc g

<210> 528

<211> 31

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide

<400> 528
gcccgggegt cgggecgacct ttggtcgece g

<210> 529

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
oligonucleotide

<400> 529
cgggcgacct ttggtcgeccc g

172

Synthetic

Synthetic

Synthetic

Synthetic

34

20

21

31

21



<210> 530

<400> 530
000

<21e> 531

<211> 16

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 531
gcgecgectecge tcgctce

<210> 532

<211> 8

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 532
actgaggc

<210> 533

<400> 533
000

<210> 534

<400> 534
000

<210> 535

<211> 8

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic

173

16



oligonucleotide

<400> 535
gcctcagt

<210> 536

<211> 16

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 536
gagcgagcga gegegc

<210> 537

<400> 537
000

<210> 538
<211> 165
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 538
aggaacccct agtgatggag ttggccactc cctctctgeg cgctcgectcg ctcactgagg

ccgceccggge aaageccggg cgtegggega cctttggtcg ccecggectca gtgagegagce

gagcgcgcag agagggagtg gccaactcca tcactagggg ttcct

<210> 539
<211> 140
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polynucleotide

<400> 539
cccctagtga tggagttggc cactccctct ctgegegetc getcgectcac tgaggecgcec

174

16

60

120

165

60



cgggcaaagc ccgggegtcg ggecgaccttt ggtcgecccgg cctcagtgag cgagcgagceg

cgcagagaga tcactagggg

<210> 540

<211> 91

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 540
gcgecgctcge tcgctcactg aggeccgeccg ggcaaagecc gggegtecggg cgacctttgg

tcgcccggec tcagtgagecg agcgagegeg ¢

<210> 541

<211> 91

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 541
gcgegetecge tcgectcactg aggeccgggeg accaaaggtc gcccgacgece cgggetttge

ccgggeggee tcagtgagecg agcgagegeg ¢

<210> 542

<211> 8

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 542
ttaattaa

<210> 543

<211> 80

<212> DNA

<213> Artificial Sequence

175

120

140

60

91

60

91



<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 543
cgcgcgageg agcgagtgac tccggecccge tggtttccag cgggetgegg gecccgecgga

gtcactcgct cgctcgegeg

<210> 544

<211> 52

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 544
gcgecgetecge tcgectcactg aggecctttge ctcagtgagec gagcgagecge gc

<210> 545

<211> 79

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 545
gcgecgctcge tcgctcactg aggecgecccgg gegtcgggeg acctttggtc gecccggectc

agtgagcgag cgagcgcgc

<210> 546

<211> 77

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 546
gcgegetecge tcgctcactg aggccgggeg accaaaggtc gcccgacgtt tcggectcag

tgagcgagcg agcgcegc

176

60

80

52

60

79

60

77



<210> 547

<211> 77

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Synthetic
oligonucleotide

<400> 547
gcgegetecge tcgctcactg aggccgaaac gtcgggecgac ctttggtcge ccggectcag 60

tgagcgagcg agcgcgc 77

<210> 548
<400> 548
000

<210> 549
<400> 549
000

<210> 550
<400> 550
000

<210> 551
<400> 551
000

<210> 552
<400> 552
000

<210> 553
<400> 553

000

<210> 554
177



<400> 554
000

<210> 555
<400> 555
000

<210> 556
<400> 556
000

<210> 557
<400> 557

000

<210> 558
<211> 312
<212> PRT
<213> Artificial Sequence

<220>

<223> Description of Artificial

polypeptide

<400> 558
Met Glu Leu Val Gly Trp Leu
1 5

Gln Trp Ile Gln Glu Asp Gln
20

Ser Asn Ser Arg Ser Gln Ile
35

Ile Met Ala Leu Thr Lys Ser
50 55

Pro Pro Ala Asp Ile Lys Thr
65 70

Val

Ala

Lys

40

Ala

Asn

Sequence: Synthetic

Asp Arg Gly Ile Thr
10

Ser Tyr Ile Ser Phe
25

Ala Ala Leu Asp Asn
45

Pro Asp Tyr Leu Val
60

Arg Ile Tyr Arg Ile
75

178

Ser

Asn

30

Ala

Gly

Leu

Glu

15

Ala

Gly

Pro

Glu

Lys

Ala

Lys

Ala

Leu
80



Asn

Gln

Thr

Phe

Cys

145

Lys

Val

Ile

Thr

Glu

225

Glu

Ala

Pro

Ala

Gly

Lys

Thr

Tyr

130

Val

Val

Asp

Val

Thr

210

Leu

Val

His

Asp

Asp

Tyr

Arg

Gly

115

Gly

Asp

Val

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Glu

Phe

100

Lys

Cys

Lys

Glu

Lys

180

Ser

Glu

Arg

Glu

Phe

260

Ala

Ser

Pro

85

Gly

Thr

Val

Met

Ser

165

Cys

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Ala

Lys

Asn

Asn

Val

150

Ala

Lys

Thr

Gln

Leu

230

Phe

Val

Lys

Ser

Tyr

Arg

Ile

Trp

135

Ile

Lys

Ser

Asn

Gln

215

Glu

Arg

Arg

Ser

Asp

Ala

Asn

Ala

120

Thr

Trp

Ala

Ser

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Gly

Thr

105

Glu

Asn

Trp

Ile

Ala

185

Cys

Leu

Asp

Ala

Gly

265

Pro

Glu

Ser

90

Ile

Ala

Glu

Glu

Leu

170

Gln

Ala

Gln

Phe

Gln

250

Gly

Lys

Gly

Val

Trp

Ile

Asn

Glu

155

Gly

Ile

Val

Asp

Gly

235

Asp

Ala

Arg

Ala

179

Phe

Leu

Ala

Phe

140

Gly

Gly

Asp

Ile

Arg

220

Lys

His

Asn

Ala

Pro

Leu

Phe

His

125

Pro

Lys

Ser

Pro

Asp

205

Met

Val

Val

Lys

Cys

285

Val

Gly

Gly

110

Ala

Phe

Met

Lys

Thr

190

Gly

Phe

Thr

Thr

Arg

270

Pro

Asp

Trp

95

Pro

Val

Asn

Thr

Val

175

Pro

Asn

Lys

Lys

Glu

255

Pro

Ser

Phe

Ala

Ala

Pro

Asp

Ala

160

Arg

Val

Ser

Phe

Gln

240

Val

Ala

Val

Ala



290

295

Asp Leu Ala Arg Gly Gln Pro Leu

305

<210> 559
<211> 312
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 559
Met Glu Leu Val Gly

1

Gln

Ser

Ile

Pro

65

Asn

Thr

Thr

Phe

Trp

Asn

Met

50

Val

Gly

Lys

Thr

Tyr
130

Ile

Ser

35

Ser

Glu

Tyr

Lys

Gly

115

Gly

Gln

20

Arg

Leu

Asp

Asp

Phe

100

Lys

Cys

5

Glu

Ser

Thr

Ile

Pro

85

Gly

Thr

Val

310

Trp

Asp

Gln

Lys

Ser

70

Gln

Lys

Asn

Asn

Leu

Gln

Ile

Thr

55

Ser

Tyr

Arg

Ile

Trp
135

Val

Ala

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

300

Sequence: Synthetic

Asp

Ser

25

Ala

Pro

Arg

Ala

Thr

105

Glu

Asn

Lys

10

Tyr

Ala

Asp

Ile

Ser

90

Ile

Ala

Glu

Gly Ile

Ile Ser

Leu Asp

Tyr Leu

60

Tyr Lys

75

Val Phe

Trp Leu

Ile Ala

Asn Phe
140

180

Thr

Phe

Asn

45

Val

Ile

Leu

Phe

His

125

Pro

Ser

Asn

30

Ala

Gly

Leu

Gly

Gly

110

Thr

Phe

Glu

15

Ala

Gly

Gln

Glu

Trp

95

Pro

Val

Asn

Lys

Ala

Lys

Gln

Leu

80

Ala

Ala

Pro

Asp



Cys

145

Lys

Val

Ile

Thr

Glu

225

Glu

Glu

Pro

Ala

Arg
305

<210>
<211>
<212>
<213>

Val

Val

Asp

Val

Thr

210

Leu

Val

His

Ser

Gln

290

Leu

<220>

<223>

Asp

Val

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Ala

560
311
PRT
Artificial Sequence

Lys

Glu

Lys

180

Ser

Glu

Arg

Asp

Phe

260

Ala

Ser

Arg

Met

Ser

165

Cys

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Gly

polypeptide

Val

150

Ala

Lys

Thr

Gln

Leu

230

Phe

Val

Ile

Ser

His
310

Ile

Lys

Ser

Asn

Gln

215

Asp

Arg

Lys

Ser

Asp

295

Ser

Trp

Ala

Ser

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Leu

Trp

Ile

Ala

185

Leu

Asp

Ala

Gly

265

Pro

Glu

Glu

Leu

170

Gln

Ala

Gln

Phe

Lys

250

Gly

Lys

Ala

Glu

155

Gly

Ile

Val

Asp

Gly

235

Asp

Ala

Arg

Ser

181

Gly

Gly

Asp

Ile

Arg

220

Lys

His

Lys

Val

Ile
300

Lys

Ser

Pro

Asp

205

Met

Val

Val

Lys

Arg

285

Asn

Description of Artificial Sequence: Synthetic

Met

Lys

Thr

190

Gly

Phe

Thr

Val

Arg

270

Glu

Tyr

Thr

Val

175

Pro

Asn

Lys

Lys

Glu

255

Pro

Ser

Ala

Ala

160

Arg

Val

Ser

Phe

Gln

240

Val

Ala

Val

Asp



<400> 560
Met Glu Leu

1

Gln

Ser

Ile

Pro

65

Asn

Gln

Thr

Phe

Cys

145

Lys

Val

Ile

Trp

Asn

Met

50

Pro

Gly

Lys

Thr

Tyr

130

Val

Val

Asp

Val

Ile

Ser

35

Ser

Glu

Tyr

Lys

Gly

115

Gly

Asp

Val

Gln

Thr
195

Val

Gln

20

Arg

Leu

Asp

Asp

Phe

100

Lys

Cys

Lys

Glu

Lys

180

Ser

Gly

Glu

Ser

Thr

Ile

Pro

85

Gly

Thr

Val

Met

Ser

165

Cys

Asn

Trp

Asp

Gln

Lys

Thr

70

Gln

Lys

Asn

Asn

Val

150

Ala

Lys

Thr

Leu

Gln

Ile

Thr

55

Lys

Tyr

Arg

Ile

Trp

135

Ile

Lys

Ser

Asn

Val

Ala

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

Trp

Ala

Ser

Met
200

Asp

Ser

25

Ala

Pro

Arg

Ala

Thr

105

Glu

Asn

Trp

Ile

Ala

185

Cys

Arg

10

Tyr

Ala

Asp

Ile

Ser

90

Ile

Ala

Glu

Glu

Leu

170

Gln

Ala

Gly

Ile

Leu

Tyr

Tyr

75

Val

Trp

Ile

Asn

Glu

155

Gly

Ile

Val

182

Ile

Ser

Asp

Leu

60

Gln

Phe

Leu

Ala

Phe

140

Gly

Gly

Glu

Ile

Thr

Phe

Asn

45

Val

Ile

Leu

Phe

His

125

Pro

Lys

Ser

Pro

Asp
205

Ser

Asn

30

Ala

Gly

Leu

Gly

Gly

110

Ala

Phe

Met

Lys

Thr

190

Gly

Glu

15

Ala

Ser

Ser

Glu

Trp

95

Pro

Val

Asn

Thr

Val

175

Pro

Asn

Lys

Ala

Lys

Asn

Leu

80

Ala

Ala

Pro

Asp

Ala

160

Arg

Val

Ser



Thr

Glu

225

Glu

Ala

Ser

Ala

Leu
305

<210>
<211>
<212>
<213>

Thr
210

Leu

Val

His

Asn

Gln

290

Ala

<220>

<223>

Phe

Thr

Lys

Glu

Asp

275

Pro

Arg

561
311
PRT
Artificial Sequence

Glu

Arg

Asp

Phe

260

Ala

Thr

Gly

His

Arg

Phe

245

Tyr

Asp

Thr

Gln

polypeptide

<400> 561
Met Glu Leu Val Gly Trp Leu Val

1

5

Gln

Leu

230

Phe

Val

Val

Ser

Pro
310

Gln

215

Asp

Arg

Arg

Ser

Asp

295

Phe

Pro

His

Trp

Lys

Glu

280

Ala

Description of Artificial

Gln Trp Ile Gln Glu Asp Gln Ala

20

Ser Asn Ser Arg Ser Gln Ile Lys

35

40

Ile Met Ser Leu Thr Lys Thr Ala

50

55

Leu

Asp

Ala

Gly

265

Pro

Glu

Gln

Phe

Ser

250

Gly

Lys

Ala

Asp

Gly

235

Asp

Ala

Arg

Pro

Arg

220

Lys

His

Lys

Glu

Ala
300

Met

Val

Val

Lys

Cys

285

Asp

Sequence: Synthetic

Asp Arg Gly Ile Thr

10

Ser Tyr Ile Ser Phe

25

Ala Ala Leu Asp Asn

45

Pro Asp Tyr Leu Val

183

60

Phe

Thr

Thr

Arg

270

Thr

Tyr

Glu

Lys

Asp

255

Pro

Ser

Ala

Phe

Gln

240

Val

Ala

Leu

Asp

Ser Glu Lys

15

Asn Ala Ala

30

Ala Ser Lys

Gly Ser Asn



Pro

65

Asn

Gln

Thr

Phe

Cys

145

Lys

Val

Ile

Thr

Glu

225

Glu

Ala

Pro

Gly

Lys

Thr

Tyr

130

Val

Val

Asp

Val

Thr

210

Leu

Val

His

Glu

Tyr

Lys

Gly

115

Gly

Asp

Val

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

Asp

Phe

100

Lys

Cys

Lys

Glu

Lys

180

Ser

Glu

Arg

Asp

Phe
260

Ile

Pro

85

Gly

Thr

Val

Met

Ser

165

Cys

Asn

His

Arg

Phe

245

Tyr

Thr

70

Gln

Lys

Asn

Asn

Val

150

Ala

Lys

Thr

Gln

Leu

230

Phe

Val

Lys

Tyr

Arg

Ile

Trp

135

Ile

Lys

Ser

Asn

Gln

215

Asp

Arg

Arg

Asn

Ala

Asn

Ala

120

Thr

Trp

Ala

Ser

Met

200

Pro

His

Trp

Lys

Arg

Ala

Thr

105

Glu

Asn

Trp

Ile

Ala

185

Cys

Leu

Asp

Ala

Gly
265

Ile

Ser

90

Ile

Ala

Glu

Glu

Leu

170

Gln

Ala

Gln

Phe

Ser

250

Gly

Tyr

75

Val

Trp

Ile

Asn

Glu

155

Gly

Ile

Val

Asp

Gly

235

Asp

Ala

184

Gln

Phe

Leu

Ala

Phe

140

Gly

Gly

Glu

Ile

Arg

220

Lys

His

Lys

Ile

Leu

Phe

His

125

Pro

Lys

Ser

Pro

Asp

205

Met

Val

Val

Lys

Leu

Gly

Gly

110

Ala

Phe

Met

Lys

Thr

190

Gly

Phe

Thr

Thr

Arg
270

Glu

Trp

95

Pro

Val

Asn

Thr

Val

175

Pro

Asn

Lys

Lys

Asp

255

Pro

Leu

80

Ala

Ala

Pro

Asp

Ala

160

Arg

Val

Ser

Phe

Gln

240

Val

Ala



Ser Asn Asp Ala Asp Val Ser Glu Pro Lys Arg Gln Cys Thr Ser Leu

275

280

285

Ala Gln Pro Thr Thr Ser Asp Ala Glu Ala Pro Ala Asp Tyr Ala Asp

290

295

Leu Ala Arg Gly Gln Pro Phe

305

<210> 562
<211> 311
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 562
Met Glu Leu Val Gly

1

Gln

Ser

Ile

Pro

65

Asn

Gln

Thr

Trp

Asn

Met

50

Pro

Gly

Lys

Thr

Ile

Ser

35

Ser

Glu

Tyr

Lys

Gly
115

Gln

20

Arg

Leu

Asp

Asp

Phe

100

Lys

5

Glu

Ser

Thr

Ile

Pro

85

Gly

Thr

310

Trp

Asp

Gln

Lys

Ser

70

Gln

Lys

Asn

Leu

Gln

Ile

Thr

55

Ser

Tyr

Arg

Ile

Val

Ala

Lys

40

Ala

Asn

Ala

Asn

Ala
120

300

Sequence: Synthetic

Asp

Ser

25

Ala

Pro

Arg

Ala

Thr

105

Glu

Arg Gly
10

Tyr Ile

Ala Leu

Asp Tyr

Ile Tyr
75

Ser Val
90

Ile Trp

Ala Ile

185

Ile

Ser

Asp

Leu

60

Arg

Phe

Leu

Ala

Thr

Phe

Asn

45

Val

Ile

Leu

Phe

His
125

Ser

Asn

30

Ala

Gly

Leu

Gly

Gly

110

Ala

Glu

15

Ala

Ser

Gln

Glu

Trp

95

Pro

Val

Lys

Ala

Lys

Asn

Met

80

Ala

Ala

Pro



Phe

Cys

145

Lys

Val

Ile

Thr

Glu

225

Glu

Thr

Pro

Ala

Leu
305

Tyr

130

Val

Val

Asp

Val

Thr

210

Leu

Val

His

Asn

Gln

290

Ala

Gly

Asp

Val

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Arg

<210> 563
<211> 329
<212> PRT
<213> Artificial Sequence

Cys

Lys

Glu

Lys

180

Ser

Glu

Lys

Asp

Phe

260

Ala

Ser

Gly

Val

Met

Ser

165

Cys

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Gln

Asn

Val

150

Ala

Lys

Thr

Gln

Leu

230

Phe

Val

Ile

Ser

Pro
310

Trp

135

Ile

Lys

Ser

Asn

Gln

215

Glu

Arg

Arg

Ser

Asp

295

Leu

Thr

Trp

Ala

Ser

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Asn

Trp

Ile

Ala

185

Cys

Leu

Asp

Ala

Gly

265

Pro

Glu

Glu

Glu

Leu

170

Gln

Ala

Gln

Phe

Ser

250

Gly

Lys

Ala

Asn

Glu

155

Gly

Ile

Val

Asp

Gly

235

Asp

Ala

Arg

Pro

186

Phe

140

Gly

Gly

Asp

Ile

Arg

220

Lys

His

Arg

Ala

Val
300

Pro

Lys

Ser

Pro

Asp

205

Met

Val

Val

Lys

Cys

285

Asp

Phe

Met

Lys

Thr

190

Gly

Phe

Thr

Thr

Arg

270

Pro

Tyr

Asn

Thr

Val

175

Pro

Asn

Lys

Lys

Glu

255

Pro

Ser

Ala

Asp

Ala

160

Arg

Val

Ser

Phe

Gln

240

Val

Ala

Val

Asp



<220>
<223> Description of Artificial
polypeptide

<400> 563
Met Ala Leu Val Asn

1

Gln

Gly

Ile

Val

65

Asn

Gln

Thr

Phe

Cys

145

Lys

Val

Trp

Asn

Met

50

Pro

Gly

Arg

Thr

Tyr

130

Val

Val

Asp

Ile

Ser

35

Ser

Glu

Tyr

Ser

Gly

115

Gly

Asp

Val

Gln

Gln

20

Arg

Leu

Asp

Asp

Phe

100

Lys

Cys

Lys

Glu

Lys
180

5

Glu

Ser

Thr

Ile

Pro

85

Asn

Thr

Val

Met

Ser

165

Cys

Trp

Asn

Gln

Lys

Ser

70

Ala

Lys

Asn

Asn

Leu

150

Ala

Lys

Leu

Gln

Ile

Ser

55

Lys

Tyr

Arg

Ile

Trp

135

Ile

Lys

Ser

Val

Glu

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

Trp

Ala

Ser

Sequence: Synthetic

Glu

Ser

25

Ala

Val

Arg

Gly

Thr

105

Glu

Asn

Trp

Ile

Val
185

His

10

Tyr

Ala

Asp

Ile

Ser

90

Val

Ala

Glu

Glu

Leu

170

Gln

Gly Ile

Leu Ser

Leu Asp

Tyr Leu
60

Trp Gln
75

Ile Leu

Trp Leu

Ile Ala

Asn Phe

140

Glu Gly
155

Gly Gly

Ile Asp

187

Thr

Phe

Asn

45

Val

Ile

Tyr

Tyr

His

125

Pro

Lys

Ser

Ser

Ser

Asn

30

Ala

Gly

Phe

Gly

Gly

110

Thr

Phe

Met

Lys

Thr
190

Glu
15

Ser

Thr

Ser

Glu

Trp

95

Pro

Val

Asn

Thr

Val

175

Pro

Lys

Thr

Lys

Ser

Met

80

Cys

Ala

Pro

Asp

Asn

160

Arg

Val



Ile

Thr

Glu

225

Glu

Thr

Glu

Lys

Arg

305

Trp

Val

Thr

210

Leu

Val

His

Lys

Ser

290

Ser

Asn

Thr

195

Phe

Thr

Lys

Glu

Ser

275

Leu

Ser

Ser

<210> 564
<211> 312
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 564
Met Glu Leu Val Gly Trp Leu Val Asp Arg Gly Ile Thr Ser Glu Lys

1

Ser

Glu

Lys

Asp

Phe

260

Leu

Glu

Asp

Leu

Asn

His

Arg

Phe

245

Lys

Lys

Lys

Val

Val
325

5

Thr

Gln

Leu

230

Phe

Val

Arg

Arg

Thr

310

Gly

Asn

Gln

215

Pro

Ala

Pro

Pro

Ala

295

Val

Pro

Met

200

Pro

Pro

Trp

Arg

Leu

280

Arg

Asp

Ser

Gln Trp Ile Gln Glu Asp Gln Ala

20

Cys

Leu

Asp

Ala

Glu

265

Gly

Leu

Pro

Trp

Val

Glu

Phe

Lys

250

Leu

Asp

Ser

Ala

Val

Asp

Gly

235

Val

Ala

Val

Phe

Pro
315

Val

Arg

220

Lys

Asn

Gly

Thr

Val

300

Leu

Asp

205

Met

Ile

Gln

Thr

Asn

285

Pro

Arg

Sequence: Synthetic

10

Phe

Thr

Val

Lys

270

Thr

Glu

Pro

Asn

Lys

Lys

Pro

255

Gly

Ser

Thr

Leu

15

Ser

Phe

Gln

240

Val

Ala

Tyr

Pro

Asn
320

Ser Tyr Ile Ser Phe Asn Ala Ala

25

188

30



Ser

Ile

Pro

65

Asn

Gln

Thr

Phe

Cys

145

Lys

Val

Ile

Thr

Glu
225

Asn

Met

50

Pro

Gly

Lys

Thr

Tyr

130

Val

Val

Asp

Val

Thr

210

Leu

Ser

35

Ala

Ala

Tyr

Arg

Gly

115

Gly

Asp

Val

Gln

Thr

195

Phe

Thr

Arg

Leu

Asp

Asp

Phe

100

Lys

Cys

Lys

Glu

Lys

180

Ser

Glu

Arg

Ser

Thr

Ile

Pro

85

Gly

Thr

Val

Met

Ser

165

Cys

Asn

His

Arg

Gln

Lys

Lys

70

Ala

Lys

Asn

Asn

Val

150

Ala

Lys

Thr

Gln

Leu
230

Ile

Ser

55

Thr

Tyr

Arg

Ile

Trp

135

Ile

Lys

Ser

Asn

Gln

215

Glu

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

Trp

Ala

Ser

Met

200

Pro

His

Ala

Pro

Arg

Gly

Thr

105

Glu

Asn

Trp

Ile

Ala

185

Leu

Asp

Ala

Asp

Ile

Ser

90

Ile

Ala

Glu

Glu

Leu

170

Gln

Ala

Gln

Phe

Leu

Tyr

Tyr

75

Val

Trp

Ile

Asn

Glu

155

Gly

Ile

Val

Asp

Gly
235

189

Asp

Leu

60

Arg

Phe

Leu

Ala

Phe

140

Gly

Gly

Asp

Ile

Arg

220

Lys

Asn

45

Val

Ile

Leu

Phe

His

125

Pro

Lys

Ser

Pro

Asp

205

Met

Val

Ala

Gly

Leu

Gly

Gly

110

Ala

Phe

Met

Lys

Thr

190

Gly

Phe

Thr

Gly

Pro

Glu

Trp

95

Pro

Val

Asn

Thr

Val

175

Pro

Asn

Lys

Lys

Lys

Ala

Leu

80

Ala

Ala

Pro

Asp

Ala

160

Arg

Val

Ser

Phe

Gln
240



Glu

Ala

Pro

Ala

Asp
305

<210>
<211>
<212>
<213>

Val

His

Asp

Asp

290

Leu

<220>

<223>

Lys

Glu

Asp

275

Pro

Ala

565
312
PRT
Artificial Sequence

Glu

Phe

260

Ala

Ser

Arg

Phe

245

Tyr

Asp

Thr

Gly

polypeptide

<400> 565
Met Glu Leu Val Gly

1

Gln

Ser

Ile

Leu

65

Asn

Trp

Asn

Met

50

Pro

Gly

Ile

Ser

35

Ala

Ala

Tyr

Gln

20

Arg

Leu

Asp

Asp

5

Glu

Ser

Thr

Ile

Pro
85

Phe

Val

Lys

Ser

Gln
310

Trp

Asp

Gln

Lys

Lys

70

Ala

Arg

Arg

Ser

Asp

295

Pro

Leu

Gln

Ile

Ser

55

Thr

Tyr

Trp

Lys

Glu

280

Ala

Leu

Description of Artificial

Val

Ala

Lys

40

Ala

Asn

Ala

Ala Gln Asp
250

Gly Gly Ala
265

His

Asn

Pro Lys Arg Ala

Glu Gly Ala

Pro
300

Val

Lys

Cys

285

Val

Sequence: Synthetic

Asp Arg Gly
10

Ser Tyr Ile
25

Ala Ala Leu

Pro Asp Tyr

Arg Ile Tyr
75

Gly Ser Val
90

190

Ile

Ser

Asp

Leu

60

Arg

Phe

Thr

Phe

Asn

45

Val

Ile

Leu

Thr

Arg

270

Pro

Asp

Ser

Asn

30

Ala

Gly

Leu

Gly

Glu

255

Pro

Ser

Phe

Glu

15

Ala

Gly

Pro

Glu

Trp
95

Val

Ala

Val

Ala

Lys

Ala

Lys

Ser

Leu

80

Ala



Gln

Thr

Phe

Cys

145

Lys

Val

Ile

Thr

Glu

225

Glu

Ala

Pro

Ala

Lys

Thr

Tyr

130

Val

Val

Asp

Val

Thr

210

Leu

Val

His

Asp

Asp
290

Lys

Gly

115

Gly

Asp

Val

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Phe

100

Lys

Cys

Lys

Glu

Lys

180

Ser

Glu

Arg

Glu

Phe

260

Ala

Ser

Gly

Thr

Val

Met

Ser

165

Cys

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Lys

Asn

Asn

Val

150

Ala

Lys

Thr

Gln

Leu

230

Phe

Val

Ile

Ser

Arg

Ile

Trp

135

Ile

Lys

Ser

Asn

Gln

215

Glu

Arg

Arg

Ser

Asp
295

Asn

Ala

120

Thr

Trp

Ala

Ser

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Thr

105

Glu

Asn

Trp

Ile

Ala

185

Cys

Leu

Asp

Ala

Gly

265

Pro

Glu

Ile

Ala

Glu

Glu

Leu

170

Gln

Ala

Gln

Phe

Ser

250

Gly

Lys

Gly

Trp

Ile

Asn

Glu

155

Gly

Ile

Val

Asp

Gly

235

Asp

Ala

Arg

Ala

191

Leu

Ala

Phe

140

Gly

Gly

Asp

Ile

Arg

220

Lys

His

Ser

Ala

Pro
300

Phe

His

125

Pro

Lys

Ser

Pro

Asp

205

Met

Val

Val

Lys

Cys

285

Val

Gly

110

Ala

Phe

Met

Lys

Thr

190

Gly

Phe

Thr

Thr

Arg

270

Pro

Asp

Pro

Val

Asn

Thr

Val

175

Pro

Asn

Lys

Lys

Glu

255

Pro

Ser

Phe

Ala

Pro

Asp

Ala

160

Arg

Val

Ser

Phe

Gln

240

Val

Ala

Val

Ala



Asp Leu Ala Arg Gly Gln Pro Leu

305

<210> 566
<211> 312
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 566
Met Glu Leu Val Gly Trp Leu

1

Gln

Ser

Ile

Leu

65

Asn

Gln

Thr

Phe

Cys
145

Trp

Asn

Met

50

Pro

Gly

Lys

Thr

Tyr

130

Val

Ile

Ser

35

Ala

Ala

Tyr

Lys

Gly

115

Gly

Asp

Gln

20

Arg

Leu

Asp

Asp

Phe

100

Lys

Cys

Lys

5

Glu

Ser

Thr

Ile

Pro

85

Gly

Thr

Val

Met

310

Asp

Gln

Lys

Thr

70

Ala

Lys

Asn

Asn

Val
150

Gln

Ile

Ser

55

Gln

Tyr

Arg

Ile

Trp

135

Ile

Val

Ala

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

Trp

Sequence: Synthetic

Asp

Ser

25

Ala

Pro

Arg

Gly

Thr

105

Glu

Asn

Trp

Arg Gly
10

Tyr Ile

Ala Leu

Asp Tyr

Ile Tyr

75

Ser Val
90

Ile Trp

Ala Ile

Glu Asn

Glu Glu
155

192

Ile

Ser

Asp

Leu

60

Arg

Phe

Leu

Ala

Phe

140

Gly

Thr

Phe

Asn

45

Val

Ile

Leu

Phe

His

125

Pro

Lys

Ser

Asn

30

Ala

Gly

Leu

Gly

Gly

110

Ala

Phe

Met

Glu

15

Ala

Gly

Pro

Ala

Trp

95

Pro

Val

Asn

Thr

Lys

Ala

Lys

Ser

Leu

80

Ala

Ala

Pro

Asp

Ala
160



Lys

Val

Ile

Thr

Glu

225

Glu

Ala

Pro

Ala

Asp
305

<210>
<211>
<212>
<213>

Val

Asp

Val

Thr

210

Leu

Val

His

Asp

Asp

290

Leu

<220>

<223>

Val

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Ala

567
311
PRT
Artificial Sequence

Glu

Lys

180

Ser

Glu

Arg

Glu

Phe

260

Ala

Ser

Arg

Ser

165

Cys

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Gly

polypeptide

<220>

Ala

Lys

Thr

Gln

Leu

230

Phe

Val

Lys

Ser

Gln
310

Lys

Ser

Asn

Gln

215

Glu

Arg

Arg

Ser

Asp

295

Pro

Ala

Ser

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Leu

Ile

Ala

185

Cys

Leu

Asp

Ala

Gly

265

Pro

Glu

Leu

170

Gln

Ala

Gln

Phe

Ser

250

Gly

Lys

Gly

Gly

Ile

Val

Asp

Gly

235

Asp

Ala

Arg

Ala

193

Gly

Asp

Ile

Arg

220

Lys

His

Ser

Ala

Pro
300

Ser

Pro

Asp

205

Met

Val

Val

Lys

Cys

285

Val

Description of Artificial Sequence: Synthetic

Lys

Thr

190

Gly

Phe

Thr

Thr

Arg

270

Pro

Asp

Val

175

Pro

Asn

Lys

Lys

Glu

255

Pro

Ser

Phe

Arg

Val

Ser

Phe

Gln

240

Val

Ala

Val

Ala



<221> MOD_RES
<222> (63)..(63)
<223> Any amino acid

<220>

<221> MOD_RES

222> (290)..(290)
<223> Any amino acid

<400> 567
Met Glu Leu Val Gly Trp Leu Val Asp Arg Gly Ile Thr Ser Glu Lys
1 5 10 15

Gln Trp Ile Gln Glu Asp Gln Ala Ser Tyr Ile Ser Phe Asn Ala Ala
20 25 30

Ser Asn Ser Arg Ser Gln Ile Lys Ala Ala Leu Asp Asn Ala Gly Lys
35 40 45

Ile Met Ala Leu Thr Lys Ser Ala Pro Asp Tyr Leu Val Gly Xaa Ser
50 55 60

Pro Pro Glu Asp Ile Ser Thr Asn Arg Ile Tyr Arg Ile Leu Ala Leu
65 70 75 80

Asn Gly Tyr Asp Pro Ala Tyr Ala Gly Ser Val Phe Leu Gly Trp Ala
85 90 95

Gln Lys Lys Phe Gly Lys Arg Asn Thr Ile Trp Leu Phe Gly Pro Ala
100 105 110

Thr Thr Gly Lys Thr Asn Ile Ala Glu Ala Ile Ala His Ala Val Pro
115 120 125

Phe Tyr Gly Cys Val Asn Trp Thr Asn Glu Asn Phe Pro Phe Asn Asp
130 135 140

Cys Val Asp Lys Met Val Ile Trp Trp Glu Glu Gly Lys Met Thr Ala
145 150 155 160

Lys Val Val Glu Ser Ala Lys Ala Ile Leu Gly Gly Ser Lys Val Arg
165 170 175

194



Val

Ile

Thr

Glu

225

Glu

Ala

Pro

Ala

Leu
305

Asp

Val

Thr

210

Leu

Val

His

Asp

Xaa

290

Ala

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Arg

<210> 568
<211> 399
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 568
Met Glu Leu Val Gly Trp Leu Val Asp Arg Gly Ile Thr Ser Glu Lys

1

Lys

180

Ser

Glu

Arg

Glu

Phe

260

Ala

Ser

Gly

Cys

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Gln

5

Lys

Thr

Gln

Leu

230

Phe

Val

Lys

Ser

Pro
310

Ser

Asn

Gln

215

Glu

Arg

Arg

Ser

Asp

295

Leu

Ser

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Gln Trp Ile Gln Glu Asp Gln Ala

20

Ala

185

Cys

Leu

Asp

Ala

Gly

265

Pro

Glu

Gln

Ala

Gln

Phe

Ser

250

Gly

Lys

Ala

Ile

Val

Asp

Gly

235

Asp

Ala

Arg

Pro

Asp

Ile

Arg

220

Lys

His

Lys

Ala

Val
300

Pro

Asp

205

Met

Val

Val

Lys

Cys

285

Asp

Sequence: Synthetic

10

Thr

190

Gly

Phe

Thr

Thr

Arg

270

Pro

Phe

Pro

Asn

Lys

Lys

Glu

255

Pro

Ser

Ala

15

Val

Ser

Phe

Gln

240

Val

Ala

Val

Asp

Ser Tyr Ile Ser Phe Asn Ala Ala

25

195

30



Ser

Ile

Pro

65

Asn

Gln

Thr

Phe

Cys

145

Lys

Val

Ile

Thr

Glu
225

Asn

Met

50

Pro

Gly

Lys

Thr

Tyr

130

Val

Val

Asp

Val

Thr

210

Leu

Ser

35

Ala

Ala

Tyr

Arg

Gly

115

Gly

Asp

Val

Gln

Thr

195

Phe

Thr

Arg

Leu

Asp

Glu

Phe

100

Lys

Cys

Lys

Glu

Lys

180

Ser

Glu

Arg

Ser

Thr

Ile

Pro

85

Gly

Thr

Val

Met

Ser

165

Cys

Asn

His

Arg

Gln

Lys

Lys

70

Ala

Lys

Asn

Asn

Val

150

Ala

Lys

Thr

Gln

Leu
230

Ile

Ser

55

Thr

Tyr

Arg

Ile

Trp

135

Ile

Lys

Ser

Asn

Gln

215

Glu

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

Trp

Ala

Ser

Met

200

Pro

His

Ala

Pro

Arg

Gly

Thr

105

Glu

Asn

Trp

Ile

Ala

185

Leu

Asp

Ala

Asp

Ile

Ser

90

Ile

Ala

Glu

Glu

Leu

170

Gln

Ala

Gln

Phe

Leu

Tyr

Tyr

75

Val

Trp

Ile

Asn

Glu

155

Gly

Ile

Val

Asp

Gly
235

196

Asp

Leu

60

Arg

Phe

Leu

Ala

Phe

140

Gly

Gly

Asp

Ile

Arg

220

Lys

Asn

45

Val

Ile

Leu

Phe

His

125

Pro

Lys

Ser

Pro

Asp

205

Met

Val

Ala

Gly

Leu

Gly

Gly

110

Ala

Phe

Met

Lys

Thr

190

Gly

Phe

Thr

Gly

Pro

Glu

Trp

95

Pro

Val

Asn

Thr

Val

175

Pro

Asn

Lys

Lys

Lys

Ala

Leu

80

Ala

Ala

Pro

Asp

Ala

160

Arg

Val

Ser

Phe

Gln
240



Glu

Ala

Pro

Ala

Asp

305

Leu

Cys

Ser

Ala

Cys
385

<210>
<211>
<212>
<213>

Val

His

Asp

Asp

290

Arg

Phe

Phe

Glu

Ile

370

Asp

<220>

<223>

Lys

Glu

Asp

275

Pro

Tyr

Pro

Thr

Ser

355

His

Leu

569
397
PRT
Artificial Sequence

Glu

Phe

260

Ala

Ser

Gln

Cys

His

340

Gln

His

Val

Phe

245

Tyr

Asp

Thr

Asn

Lys

325

Gly

Pro

Leu

Asn

polypeptide

<400> 569
Met Glu Leu Val Gly Trp Leu Val Asp Lys Gly Ile Thr Ser Glu Lys

1

5

Phe

Val

Lys

Ser

Lys

310

Thr

Thr

Val

Leu

Val
390

Arg

Arg

Ser

Asp

295

Cys

Cys

Arg

Val

Gly

375

Asp

Trp

Lys

Glu

280

Ala

Ser

Glu

Asp

Arg

360

Arg

Leu

Ala

Gly

265

Pro

Glu

Arg

Arg

Cys

345

Lys

Ala

Asp

Gln

250

Gly

Lys

Gly

His

Met

330

Ser

Arg

Pro

Asp

10

Asp

Ala

Arg

Ala

Ala

315

Asn

Glu

Thr

Glu

Cys
395

197

His

Asn

Ala

Pro

300

Gly

Gln

Cys

Tyr

Ile

380

Val

Val

Lys

Cys

285

Val

Met

Asn

Phe

Arg

365

Ala

Ser

Description of Artificial Sequence: Synthetic

Thr

Arg

270

Pro

Asp

Leu

Phe

Pro

350

Lys

Cys

Glu

Glu

255

Pro

Ser

Phe

Gln

Asn

335

Leu

Ser

Gln

15

Val

Ala

Val

Ala

Met

320

Ile

Val

Cys

Ala



Gln

Ser

Ile

Pro

65

Asn

Thr

Thr

Phe

Cys

145

Lys

Val

Ile

Thr

Trp

Asn

Met

50

Val

Gly

Lys

Thr

Tyr

130

Val

Val

Asp

Val

Thr
210

Ile

Ser

35

Ser

Glu

Tyr

Lys

Gly

115

Gly

Asp

Val

Gln

Thr

195

Phe

Gln

20

Arg

Leu

Asp

Asp

Phe

100

Lys

Cys

Lys

Glu

Lys

180

Ser

Glu

Glu

Ser

Thr

Ile

Pro

85

Gly

Thr

Val

Met

Ser

165

Cys

Asn

His

Asp

Gln

Lys

Ser

70

Gln

Lys

Asn

Asn

Val

150

Ala

Lys

Thr

Gln

Gln

Ile

Thr

55

Ser

Tyr

Arg

Ile

Trp

135

Ile

Lys

Ser

Asn

Gln
215

Ala

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

Trp

Ala

Ser

Met

200

Pro

Ser

25

Ala

Pro

Arg

Ala

Thr

105

Glu

Asn

Trp

Ile

Ala

185

Cys

Leu

Tyr

Ala

Asp

Ile

Ser

90

Ile

Ala

Glu

Glu

Leu

170

Gln

Ala

Gln

Ile

Leu

Tyr

Tyr

75

Val

Trp

Ile

Asn

Glu

155

Gly

Ile

Val

Asp

198

Ser

Asp

Leu

60

Lys

Phe

Leu

Ala

Phe

140

Gly

Gly

Asp

Ile

Arg
220

Phe

Asn

45

Val

Ile

Leu

Phe

His

125

Pro

Lys

Ser

Pro

Asp

205

Met

Asn

30

Ala

Gly

Leu

Gly

Gly

110

Thr

Phe

Met

Lys

Thr

190

Gly

Phe

Ala

Gly

Gln

Glu

Trp

95

Pro

Val

Asn

Thr

Val

175

Pro

Asn

Lys

Ala

Lys

Gln

Leu

80

Ala

Ala

Pro

Asp

Ala

160

Arg

Val

Ser

Phe



Glu

225

Glu

Glu

Pro

Ala

Arg

305

Phe

Phe

Ser

Ile

Leu
385

<210>
<211>
<212>
<213>

Leu

Val

His

Ser

Gln

290

Tyr

Pro

Thr

Gln

His

370

Val

<220>

<223>

Thr

Lys

Glu

Asp

275

Pro

Gln

Cys

His

Pro

355

His

Asn

570
400
PRT
Artificial Sequence

Arg

Asp

Phe

260

Ala

Ser

Asn

Arg

Gly

340

Val

Ile

Val

Arg

Phe

245

Tyr

Asp

Thr

Lys

Gln

325

Gln

Ser

Met

Asp

polypeptide

Leu

230

Phe

Val

Ile

Ser

Cys

310

Cys

Lys

Val

Gly

Leu
390

Asp

Arg

Lys

Ser

Asp

295

Ser

Glu

Asp

Val

Lys

375

Asp

His

Trp

Lys

Glu

280

Ala

Arg

Arg

Cys

Lys

360

Val

Asp

Asp

Ala

Gly

265

Pro

Glu

His

Met

Leu

345

Lys

Pro

Cys

Phe

Lys

250

Gly

Lys

Ala

Val

Asn

330

Glu

Ala

Asp

Ile

Gly

235

Asp

Ala

Arg

Ser

Gly

315

Gln

Cys

Tyr

Ala

Phe
395

199

Lys

His

Lys

Val

Ile

300

Met

Asn

Phe

Gln

Cys

380

Glu

Val

Val

Lys

Arg

285

Asn

Asn

Ser

Pro

Lys

365

Thr

Gln

Description of Artificial Sequence: Synthetic

Thr

Val

Arg

270

Glu

Tyr

Leu

Asn

Val

350

Leu

Ala

Lys

Glu

255

Pro

Ser

Ala

Met

Ile

335

Ser

Cys

Cys

Gln

240

Val

Ala

Val

Asp

Leu

320

Cys

Glu

Tyr

Asp



<400> 570
Met Glu Leu

1

Gln

Ser

Ile

Pro

65

Asn

Gln

Thr

Phe

Cys

145

Lys

Val

Ile

Trp

Asn

Met

50

Pro

Gly

Lys

Thr

Tyr

130

Val

Val

Asp

Val

Ile

Ser

35

Ser

Glu

Tyr

Lys

Gly

115

Gly

Asp

Val

Gln

Thr
195

Val

Gln

20

Arg

Leu

Asp

Asp

Phe

100

Lys

Cys

Lys

Glu

Lys

180

Ser

Gly

Glu

Ser

Thr

Ile

Pro

85

Gly

Thr

Val

Met

Ser

165

Cys

Asn

Trp

Asp

Gln

Lys

Thr

70

Gln

Lys

Asn

Asn

Val

150

Ala

Lys

Thr

Leu

Gln

Ile

Thr

55

Lys

Tyr

Arg

Ile

Trp

135

Ile

Lys

Ser

Asn

Val

Ala

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

Trp

Ala

Ser

Met
200

Asp

Ser

25

Ala

Pro

Arg

Ala

Thr

105

Glu

Asn

Trp

Ile

Ala

185

Cys

Arg

10

Tyr

Ala

Asp

Ile

Ser

90

Ile

Ala

Glu

Glu

Leu

170

Gln

Ala

Gly

Ile

Leu

Tyr

Tyr

75

Val

Trp

Ile

Asn

Glu

155

Gly

Ile

Val

200

Ile

Ser

Asp

Leu

60

Gln

Phe

Leu

Ala

Phe

140

Gly

Gly

Glu

Ile

Thr

Phe

Asn

45

Val

Ile

Leu

Phe

His

125

Pro

Lys

Ser

Pro

Asp
205

Ser

Asn

30

Ala

Gly

Leu

Gly

Gly

110

Ala

Phe

Met

Lys

Thr

190

Gly

Glu

15

Ala

Ser

Ser

Glu

Trp

95

Pro

Val

Asn

Thr

Val

175

Pro

Asn

Lys

Ala

Lys

Asn

Leu

80

Ala

Ala

Pro

Asp

Ala

160

Arg

Val

Ser



Thr

Glu

225

Glu

Ala

Ser

Ala

Arg

305

Phe

Phe

Glu

Cys

Ala
385

Thr

210

Leu

Val

His

Asn

Gln

290

Tyr

Pro

Thr

Ser

Pro

370

Cys

Phe

Thr

Lys

Glu

Asp

275

Pro

Gln

Cys

His

Gln

355

Ile

Asp

<210> 571
<211> 400
<212> PRT
<213> Artificial Sequence

Glu

Arg

Asp

Phe

260

Ala

Thr

Asn

Lys

Gly

340

Pro

His

Leu

His

Arg

Phe

245

Tyr

Asp

Thr

Lys

Thr

325

Gln

Val

His

Ala

Gln

Leu

230

Phe

Val

Val

Ser

Cys

310

Cys

Arg

Ser

Ile

Asn
390

Gln

215

Asp

Arg

Arg

Ser

Asp

295

Ser

Glu

Asp

Val

Leu

375

Val

Pro

His

Trp

Lys

Glu

280

Ala

Arg

Arg

Cys

Val

360

Gly

Asp

Leu

Asp

Ala

Gly

265

Pro

Glu

His

Met

Gly

345

Lys

Arg

Leu

Gln

Phe

Ser

250

Gly

Lys

Ala

Val

Asn

330

Glu

Lys

Ala

Asp

Asp

Gly

235

Asp

Ala

Arg

Pro

Gly

315

Gln

Cys

Lys

Pro

Asp
395

201

Arg

220

Lys

His

Lys

Glu

Ala

300

Met

Ile

Phe

Thr

Glu

380

Cys

Met

Val

Val

Lys

Cys

285

Asp

Asn

Ser

Pro

Tyr

365

Ile

Val

Phe

Thr

Thr

Arg

270

Thr

Tyr

Leu

Asn

Gly

350

Gln

Ala

Ser

Glu

Lys

Asp

255

Pro

Ser

Ala

Met

Val

335

Met

Lys

Cys

Glu

Phe

Gln

240

Val

Ala

Leu

Asp

Leu

320

Cys

Ser

Leu

Ser

Gln
400



<220>
<223> Description of Artificial
polypeptide

<400> 571
Met Glu Leu Val Gly Trp Leu

1

Gln

Ser

Ile

Pro

65

Asn

Gln

Thr

Phe

Cys

145

Lys

Val

Trp

Asn

Met

50

Pro

Gly

Lys

Thr

Tyr

130

Val

Val

Asp

Ile

Ser

35

Ser

Glu

Tyr

Lys

Gly

115

Gly

Asp

Val

Gln

Gln

20

Arg

Leu

Asp

Asp

Phe

100

Lys

Cys

Lys

Glu

Lys
180

5

Glu

Ser

Thr

Ile

Pro

85

Gly

Thr

Val

Met

Ser

165

Cys

Asp

Gln

Lys

Thr

70

Gln

Lys

Asn

Asn

Val

150

Ala

Lys

Gln

Ile

Thr

55

Lys

Tyr

Arg

Ile

Trp

135

Ile

Lys

Ser

Val

Ala

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

Trp

Ala

Ser

Sequence: Synthetic

Ser

25

Ala

Pro

Arg

Ala

Thr

105

Glu

Asn

Trp

Ile

Ala
185

Arg

10

Tyr

Ala

Asp

Ile

Ser

90

Ile

Ala

Glu

Glu

Leu

170

Gln

Gly Ile

Ile Ser

Leu Asp

Tyr Leu
60

Tyr Gln
75

Val Phe

Trp Leu

Ile Ala

Asn Phe

140

Glu Gly
155

Gly Gly

Ile Glu

202

Thr

Phe

Asn

45

Val

Ile

Leu

Phe

His

125

Pro

Lys

Ser

Pro

Ser

Asn

30

Ala

Gly

Leu

Gly

Gly

110

Ala

Phe

Met

Lys

Thr
190

Glu

15

Ala

Ser

Ser

Glu

Trp

95

Pro

Val

Asn

Thr

Val

175

Pro

Lys

Ala

Lys

Asn

Leu

80

Ala

Ala

Pro

Asp

Ala

160

Arg

Val



Ile

Thr

Glu

225

Glu

Ala

Ser

Ala

Arg

305

Phe

Phe

Glu

Cys

Ala
385

Val

Thr

210

Leu

Val

His

Asn

Gln

290

Tyr

Pro

Thr

Ser

Pro

370

Cys

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Gln

Cys

His

Gln

355

Ile

Asp

Ser

Glu

Arg

Asp

Phe

260

Ala

Thr

Asn

Lys

Gly

340

Pro

His

Leu

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Lys

Thr

325

Gln

Val

His

Ala

Thr

Gln

Leu

230

Phe

Val

Val

Ser

Cys

310

Cys

Arg

Ser

Ile

Asn
390

Asn

Gln

215

Asp

Arg

Arg

Ser

Asp

295

Ser

Glu

Asp

Val

Leu

375

Val

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Arg

Arg

Cys

Val

360

Gly

Asp

Cys

Leu

Asp

Ala

Gly

265

Pro

Glu

His

Met

Gly

345

Lys

Arg

Leu

Ala

Gln

Phe

Ser

250

Gly

Lys

Ala

Val

Asn

330

Glu

Lys

Ala

Asp

Val

Asp

Gly

235

Asp

Ala

Arg

Pro

Gly

315

Gln

Cys

Lys

Pro

Asp
395

203

Ile

Arg

220

Lys

His

Lys

Gln

Ala

300

Met

Ile

Phe

Thr

Glu

380

Cys

Asp

205

Met

Val

Val

Lys

Cys

285

Asp

Asn

Ser

Pro

Tyr

365

Ile

Val

Gly

Phe

Thr

Thr

Arg

270

Thr

Tyr

Leu

Asn

Gly

350

Gln

Ala

Ser

Asn

Lys

Lys

Asp

255

Pro

Ser

Ala

Met

Val

335

Met

Lys

Cys

Glu

Ser

Phe

Gln

240

Val

Ala

Leu

Asp

Leu

320

Cys

Ser

Leu

Ser

Gln
400



<210> 572
<211> 399
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 572
Met Glu Leu Val Gly Trp Leu

1

Gln

Ser

Ile

Pro

65

Asn

Gln

Thr

Phe

Cys

145

Lys

Trp

Asn

Met

50

Pro

Gly

Lys

Thr

Tyr

130

Val

Val

Ile

Ser

35

Ser

Glu

Tyr

Lys

Gly

115

Gly

Asp

Val

Gln

20

Arg

Leu

Asp

Asp

Phe

100

Lys

Cys

Lys

Glu

5

Glu

Ser

Thr

Ile

Pro

85

Gly

Thr

Val

Met

Ser
165

Asp

Gln

Lys

Ser

70

Gln

Lys

Asn

Asn

Val

150

Ala

Gln

Ile

Thr

55

Ser

Tyr

Arg

Ile

Trp

135

Ile

Lys

Val

Ala

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

Trp

Ala

Sequence: Synthetic

Asp

Ser

25

Ala

Pro

Arg

Ala

Thr

105

Glu

Asn

Trp

Ile

Arg Gly Ile

10

Tyr

Ala

Asp

Ile

Ser

90

Ile

Ala

Glu

Glu

Leu
170

Ile

Leu

Tyr

Tyr

75

Val

Trp

Ile

Asn

Glu

155

Gly

204

Ser

Asp

Leu

60

Arg

Phe

Leu

Ala

Phe

140

Gly

Gly

Thr

Phe

Asn

45

Val

Ile

Leu

Phe

His

125

Pro

Lys

Ser

Ser

Asn

30

Ala

Gly

Leu

Gly

Gly

110

Ala

Phe

Met

Lys

Glu

15

Ala

Ser

Gln

Glu

Trp

95

Pro

Val

Asn

Thr

Val
175

Lys

Ala

Lys

Asn

Met

80

Ala

Ala

Pro

Asp

Ala

160

Arg



Val

Ile

Thr

Glu

225

Glu

Thr

Pro

Ala

Arg

305

Phe

Phe

Ser

Pro

Asp

Val

Thr

210

Leu

Val

His

Asn

Gln

290

Tyr

Pro

Thr

Gln

Ile
370

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Gln

Cys

His

Pro

355

His

Lys

180

Ser

Glu

Lys

Asp

Phe

260

Ala

Ser

Asn

Arg

Gly

340

Val

His

Cys

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Lys

Gln

325

Val

Ser

Ile

Lys

Thr

Gln

Leu

230

Phe

Val

Ile

Ser

Cys

310

Cys

Met

Val

Met

Ser

Asn

Gln

215

Glu

Arg

Arg

Ser

Asp

295

Ser

Glu

Asp

Val

Gly
375

Ser

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Arg

Arg

Cys

Arg

360

Arg

Ala

185

Cys

Leu

Asp

Ala

Gly

265

Pro

Glu

His

Met

Ala

345

Lys

Ala

Gln

Ala

Gln

Phe

Ser

250

Gly

Lys

Ala

Val

Asn

330

Glu

Arg

Pro

Ile

Val

Asp

Gly

235

Asp

Ala

Arg

Pro

Gly

315

Gln

Cys

Thr

Glu

205

Asp

Ile

Arg

220

Lys

His

Arg

Ala

Val

300

Met

Asn

Phe

Tyr

Val
380

Pro

Asp

205

Met

Val

Val

Lys

Cys

285

Asp

Asn

Val

Pro

Gln

365

Ala

Thr

190

Gly

Phe

Thr

Thr

Arg

270

Pro

Tyr

Leu

Asp

Val

350

Lys

Cys

Pro

Asn

Lys

Lys

Glu

255

Pro

Ser

Ala

Met

Ile

335

Ser

Leu

Ser

Val

Ser

Phe

Gln

240

Val

Ala

Val

Asp

Leu

320

Cys

Glu

Cys

Ala



Cys Glu Leu Ala Asn Val Asp Leu Asp Asp Cys Asp Met Glu Gln

385

<210>
<211>
<212>
<213>

<220>

<223>

573
390
PRT
Artificial Sequence

polypeptide

<400> 573
Met Ala Leu Val Asn

1

Gln

Gly

Ile

Val

65

Asn

Gln

Thr

Phe

Cys
145

Trp

Asn

Met

50

Pro

Gly

Arg

Thr

Tyr

130

Val

Ile

Ser

35

Ser

Glu

Tyr

Ser

Gly

115

Gly

Asp

Gln

20

Arg

Leu

Asp

Asp

Phe

100

Lys

Cys

Lys

5

Glu

Ser

Thr

Ile

Pro

85

Asn

Thr

Val

Met

390

Trp

Asn

Gln

Lys

Ser

70

Ala

Lys

Asn

Asn

Leu
150

Leu

Gln

Ile

Ser

55

Lys

Tyr

Arg

Ile

Trp

135

Ile

Description of Artificial

Val

Glu

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

Trp

395

Sequence: Synthetic

Glu

Ser

25

Ala

Val

Arg

Gly

Thr

105

Glu

Asn

Trp

His

10

Tyr

Ala

Asp

Ile

Ser

90

Val

Ala

Glu

Glu

Gly

Leu

Leu

Tyr

Trp

75

Ile

Trp

Ile

Asn

Glu
155

206

Ile

Ser

Asp

Leu

60

Gln

Leu

Leu

Ala

Phe

140

Gly

Thr

Phe

Asn

45

Val

Ile

Tyr

Tyr

His

125

Pro

Lys

Ser

Asn

30

Ala

Gly

Phe

Gly

Gly

110

Thr

Phe

Met

Glu

15

Ser

Thr

Ser

Glu

Trp

95

Pro

Val

Asn

Thr

Lys

Thr

Lys

Ser

Met

80

Cys

Ala

Pro

Asp

Asn
160



Lys

Val

Ile

Thr

Glu

225

Glu

Thr

Glu

Lys

Arg

305

Trp

Asn

Asn

Val

Asp

Val

Thr

210

Leu

Val

His

Lys

Ser

290

Ser

Asn

Ile

Gly

Val

Gln

Thr

195

Phe

Thr

Lys

Glu

Ser

275

Leu

Ser

Ser

Ser

Cys
355

Glu

Lys

180

Ser

Glu

Lys

Asp

Phe

260

Leu

Glu

Asp

Arg

Asn

340

Ile

Ser

165

Cys

Asn

His

Arg

Phe

245

Lys

Lys

Lys

Val

Tyr

325

Lys

Cys

Ala

Lys

Thr

Gln

Leu

230

Phe

Val

Arg

Arg

Thr

310

Asp

Cys

His

Lys

Ser

Asn

Gln

215

Pro

Ala

Pro

Pro

Ala

295

Val

Cys

Asp

Asn

Ala

Ser

Met

200

Pro

Pro

Trp

Arg

Leu

280

Arg

Asp

Lys

Glu

Val
360

Ile

Val

185

Cys

Leu

Asp

Ala

Glu

265

Gly

Leu

Pro

Cys

Cys

345

Thr

Leu

170

Gln

Val

Glu

Phe

Lys

250

Leu

Asp

Ser

Ala

Asp

330

Glu

His

Gly

Ile

Val

Asp

Gly

235

Val

Ala

Val

Phe

Pro

315

Tyr

Tyr

Cys

207

Gly

Asp

Val

Arg

220

Lys

Asn

Gly

Thr

Val

300

Leu

His

Leu

Gln

Ser

Ser

Asp

205

Met

Ile

Gln

Thr

Asn

285

Pro

Arg

Ala

Asn

Ile
365

Lys

Thr

190

Gly

Phe

Thr

Val

Lys

270

Thr

Glu

Pro

Gln

Arg

350

Cys

Val

175

Pro

Asn

Lys

Lys

Pro

255

Ser

Thr

Leu

Phe

335

Gly

His

Arg

Val

Ser

Phe

Gln

240

Val

Ala

Tyr

Pro

Asn

320

Asp

Lys

Gly



Ile Pro Pro Trp Glu Lys Glu Asn Leu Ser Asp Phe Gly Asp Phe Asp

370

Asp Ala Asn Lys Glu Gln

385

<210>
<211>
<212>
<213>

<220>

<223>

574
399
PRT
Artificial Sequence

polypeptide

<400> 574
Met Glu Leu Val Gly Trp Leu

1

Gln

Ser

Ile

Pro

65

Asn

Gln

Thr

Phe

Trp

Asn

Met

50

Pro

Gly

Lys

Thr

Tyr
130

Ile

Ser

35

Ala

Ala

Tyr

Arg

Gly

115

Gly

Gln

20

Arg

Leu

Asp

Asp

Phe

100

Lys

Cys

5

Glu

Ser

Thr

Ile

Pro

85

Gly

Thr

Val

390

Asp

Gln

Lys
70

Ala

Asn

Asn

375

Gln

Ile

Ser

55

Thr

Tyr

Arg

Ile

Trp
135

Description of Artificial

Val

Ala

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

380

Sequence: Synthetic

Ser

25

Ala

Pro

Arg

Gly

Thr

105

Glu

Asn

Arg

10

Tyr

Ala

Asp

Ile

Ser

90

Ile

Ala

Glu

Gly Ile

Ile Ser

Leu Asp

Tyr Leu

60

Tyr Arg

75

Val Phe

Trp Leu

Ile Ala

Asn Phe
140

208

Thr

Phe

Asn

45

Val

Ile

Leu

Phe

His

125

Pro

Ser

Asn

30

Ala

Gly

Leu

Gly

Gly

110

Ala

Phe

Glu

15

Ala

Gly

Pro

Glu

Trp

95

Pro

Val

Asn

Lys

Ala

Lys

Ala

Leu

80

Ala

Ala

Pro

Asp



Cys

145

Lys

Val

Ile

Thr

Glu

225

Glu

Ala

Pro

Ala

Asp

305

Leu

Cys

Val

Val

Asp

Val

Thr

210

Leu

Val

His

Asp

Asp

290

Arg

Phe

Phe

Asp

Val

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Tyr

Pro

Thr

Lys

Glu

Lys

180

Ser

Glu

Arg

Glu

Phe

260

Ala

Ser

Gln

Cys

His
340

Met

Ser

165

Cys

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Asn

Lys

325

Gly

Val

150

Ala

Lys

Thr

Gln

Leu

230

Phe

Val

Lys

Ser

Lys

310

Thr

Thr

Ile

Lys

Ser

Asn

Gln

215

Glu

Arg

Arg

Ser

Asp

295

Cys

Cys

Arg

Trp

Ala

Ser

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Ser

Glu

Asp

Trp

Ile

Ala

185

Cys

Leu

Asp

Ala

Gly

265

Pro

Glu

Arg

Arg

Cys
345

Glu

Leu

170

Gln

Ala

Gln

Phe

Gln

250

Gly

Lys

Gly

His

Met

330

Ser

Glu

155

Gly

Ile

Val

Asp

Gly

235

Asp

Ala

Arg

Ala

Ala

315

Asn

Glu

209

Gly

Gly

Asp

Ile

Arg

220

Lys

His

Asn

Ala

Pro

300

Gly

Gln

Cys

Lys

Ser

Pro

Asp

205

Met

Val

Val

Lys

Cys

285

Val

Met

Asn

Phe

Met

Lys

Thr

190

Gly

Phe

Thr

Thr

Arg

270

Pro

Asp

Leu

Phe

Pro
350

Thr

Val

175

Pro

Asn

Lys

Lys

Glu

255

Pro

Ser

Phe

Gln

Asn

335

Gly

Ala

160

Arg

Val

Ser

Phe

Gln

240

Val

Ala

Val

Ala

Met

320

Ile

Val



Ser Glu Ser Gln Pro Val Val Arg Lys Arg Thr Tyr Arg Lys Leu Cys

355 360

Ala Ile His His Leu Leu Gly Arg
370 375

Cys Asp Leu Val Asn Val Asp Leu
385 390

<210> 575
<211> 399
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 575
Met Glu Leu Val Gly Trp Leu Val
1 5

Gln Trp Ile Gln Glu Asp Gln Ala
20

Ser Asn Ser Arg Ser Gln Ile Lys
35 40

Ile Met Ala Leu Thr Lys Ser Ala
50 55

Leu Pro Ala Asp Ile Lys Thr Asn
65 70

Asn Gly Tyr Asp Pro Ala Tyr Ala
85

Gln Lys Lys Phe Gly Lys Arg Asn
100

Thr Thr Gly Lys Thr Asn Ile Ala
115 120

365

Ala Pro Glu Ile Ala

380

Asp Asp Cys Val Ser

395

Sequence: Synthetic

Asp

Ser

25

Ala

Pro

Arg

Gly

Thr

105

Glu

Arg

10

Tyr

Ala

Asp

Ile

Ser

90

Ile

Ala

Gly Ile

Ile Ser

Leu Asp

Tyr Leu

60

Tyr Arg

75

Val Phe

Trp Leu

Ile Ala

210

Thr

Phe

Asn

45

Val

Ile

Leu

Phe

His
125

Cys Ser Ala

Glu

Ser

Asn

30

Ala

Gly

Leu

Gly

Gly

110

Ala

Gln

Glu

15

Ala

Gly

Pro

Glu

Trp

95

Pro

Val

Lys

Ala

Lys

Ser

Leu

80

Ala

Ala

Pro



Phe

Cys

145

Lys

Val

Ile

Thr

Glu

225

Glu

Ala

Pro

Ala

Asp

305

Leu

Tyr

130

Val

Val

Asp

Val

Thr

210

Leu

Val

His

Asp

Asp

290

Arg

Phe

Gly

Asp

Val

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Tyr

Pro

Cys

Lys

Glu

Lys

180

Ser

Glu

Arg

Glu

Phe

260

Ala

Ser

Gln

Cys

Val

Met

Ser

165

Cys

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Asn

Lys
325

Asn

Val

150

Ala

Lys

Thr

Gln

Leu

230

Phe

Val

Ile

Ser

Lys

310

Thr

Trp

135

Ile

Lys

Ser

Asn

Gln

215

Glu

Arg

Arg

Ser

Asp

295

Cys

Cys

Thr

Trp

Ala

Ser

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Ser

Glu

Asn

Trp

Ile

Ala

185

Cys

Leu

Asp

Ala

Gly

265

Pro

Glu

Arg

Arg

Glu

Glu

Leu

170

Gln

Ala

Gln

Phe

Ser

250

Gly

Lys

Gly

His

Met
330

Asn

Glu

155

Gly

Ile

Val

Asp

Gly

235

Asp

Ala

Arg

Ala

Ala

315

Asn

211

Phe

140

Gly

Gly

Asp

Ile

Arg

220

Lys

His

Ser

Ala

Pro

300

Gly

Gln

Pro

Lys

Ser

Pro

Asp

205

Met

Val

Val

Lys

Cys

285

Val

Met

Asn

Phe

Met

Lys

Thr

190

Gly

Phe

Thr

Thr

Arg

270

Pro

Asp

Ile

Phe

Asn

Thr

Val

175

Pro

Asn

Lys

Lys

Glu

255

Pro

Ser

Phe

Gln

Asn
335

Asp

Ala

160

Arg

Val

Ser

Phe

Gln

240

Val

Ala

Val

Ala

Met

320

Ile



Cys

Ser

Ala

Cys
385

<210>
<211>
<212>
<213>

Phe

Glu

Ile

370

Asp

<220>

<223>

Thr

Ser

355

His

Leu

576
399
PRT
Artificial Sequence

His

340

Gln

His

Val

Gly Val Arg Asp

Pro Val val Arg

360

Leu Leu Gly Arg

375

Asn Val Asp Leu

polypeptide

<400> 576
Met Glu Leu Val Gly Trp Leu

1

Gln

Ser

Ile

Leu

65

Asn

Gln

Trp

Asn

Met

50

Pro

Gly

Lys

Ile

Ser

35

Ala

Ala

Tyr

Lys

Gln

20

Arg

Leu

Asp

Asp

Phe
100

5

Glu

Ser

Thr

Ile

Pro

85

Gly

390

Asp

Gln

Lys

Thr

70

Ala

Lys

Gln

Ile

Ser

55

Gln

Tyr

Arg

Description of Artificial

Val

Ala

Lys

40

Ala

Asn

Ala

Asn

Cys

345

Lys

Ala

Asp

Leu Glu Cys

Lys Thr Tyr

Pro Glu Ile

380

Asp Cys Val

395

Phe

Arg

365

Ala

Ser

Sequence: Synthetic

Asp

Ser

25

Ala

Pro

Arg

Gly

Thr
105

Arg Gly Ile

10

Tyr

Ala

Asp

Ile

Ser

90

Ile

Ile

Leu

Tyr

Tyr

75

Val

Trp

212

Ser

Asp

Leu

60

Arg

Phe

Leu

Thr

Phe

Asn

45

Val

Ile

Leu

Phe

Pro

350

Lys

Cys

Glu

Ser

Asn

30

Ala

Gly

Leu

Gly

Gly
110

Gly

Leu

Ser

Gln

Glu

15

Ala

Gly

Pro

Ala

Trp

95

Pro

Val

Cys

Ala

Lys

Ala

Lys

Ser

Leu

80

Ala

Ala



Thr

Phe

Cys

145

Lys

Val

Ile

Thr

Glu

225

Glu

Ala

Pro

Ala

Asp
305

Thr

Tyr

130

Val

Val

Asp

Val

Thr

210

Leu

Val

His

Asp

Asp

290

Arg

Gly

115

Gly

Asp

Val

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Tyr

Lys

Cys

Lys

Glu

Lys

180

Ser

Glu

Arg

Glu

Phe

260

Ala

Ser

Gln

Thr

Val

Met

Ser

165

Cys

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Asn

Asn

Asn

Val

150

Ala

Lys

Thr

Gln

Leu

230

Phe

Val

Lys

Ser

Lys
310

Ile

Trp

135

Ile

Lys

Ser

Asn

Gln

215

Glu

Arg

Arg

Ser

Asp

295

Cys

Ala

120

Thr

Trp

Ala

Ser

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Ser

Glu

Asn

Trp

Ile

Ala

185

Cys

Leu

Asp

Ala

Gly

265

Pro

Glu

Arg

Ala

Glu

Glu

Leu

170

Gln

Ala

Gln

Phe

Ser

250

Gly

Lys

Gly

His

Ile

Asn

Glu

155

Gly

Ile

Val

Asp

Gly

235

Asp

Ala

Arg

Ala

Ala
315

213

Ala

Phe

140

Gly

Gly

Asp

Ile

Arg

220

Lys

His

Ser

Ala

Pro

300

Gly

His

125

Pro

Lys

Ser

Pro

Asp

205

Met

Val

Val

Lys

Cys

285

Val

Met

Ala

Phe

Met

Lys

Thr

190

Gly

Phe

Thr

Thr

Arg

270

Pro

Asp

Leu

Val

Asn

Thr

Val

175

Pro

Asn

Lys

Lys

Glu

255

Pro

Ser

Phe

Gln

Pro

Asp

Ala

160

Arg

Val

Ser

Phe

Gln

240

Val

Ala

Val

Ala

Met
320



Leu

Cys

Ser

Ala

Phe

Phe

Glu

Ile

Pro Cys Lys

325

Thr His

340

Gly

Ser Gln Pro

355

His His Leu

370

Cys
385

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

Asp

Leu Val Asn

577
398
PRT

Thr

Val

Val

Leu

Val
390

Cys Glu Arg Met
330

Arg Asp Cys Ser

345

Val Arg Lys
360

Arg

Gly Arg Ala Pro

375

Asp Leu Asp Asp

Artificial Sequence

Asn

Glu

Thr

Glu

Cys
395

Gln

Cys

Tyr

Ile

380

Val

Asn

Phe

Arg

365

Ala

Ser

Description of Artificial Sequence: Synthetic

polypeptide

MOD_RES
(63)..(63)
Any amino acid

MOD_RES
(317)..(317)
Any amino acid

MOD_RES
(333)..(333)
Any amino acid

MOD_RES
(341)..(341)
Any amino acid

MOD_RES
(345)..(345)

214

Phe Asn
335

Pro Gly

350

Lys Leu

Cys Ser

Glu Gln

Ile

Val

Cys

Ala



<223> Any amino acid

<220>

<221> MOD_RES

<222> (356)..(356)
<223> Any amino acid

<220>

<221> MOD_RES

<222> (364)..(364)
<223> Any amino acid

<220>

<221> MOD_RES

<222> (368)..(368)
<223> Any amino acid

<400> 577

Met

1

Gln

Ser

Ile

Pro

65

Asn

Gln

Thr

Phe

Glu Leu Val Gly
5

Trp Ile Gln Glu
20

Asn Ser Arg Ser
35

Met Ala Leu Thr
50

Pro Glu Asp Ile

Gly Tyr Asp Pro
85

Lys Lys Phe Gly
100

Thr Gly Lys Thr
115

Tyr Gly Cys Val
130

Trp

Asp

Gln

Ser
70

Ala

Asn

Asn

Leu

Gln

Ile

Ser

55

Thr

Tyr

Arg

Ile

Trp
135

Val

Ala

Lys

40

Ala

Asn

Ala

Asn

Ala

120

Thr

Ser

25

Ala

Pro

Arg

Gly

Thr

105

Glu

Asn

Arg

10

Tyr

Ala

Asp

Ile

Ser

90

Ile

Ala

Glu

Ile

Leu

Tyr

Tyr

75

Val

Trp

Ile

Asn

215

Ile

Ser

Asp

Leu

60

Arg

Phe

Leu

Ala

Phe
140

Thr

Phe

Asn

45

Val

Ile

Leu

Phe

His

125

Pro

Ser

Asn

30

Ala

Gly

Leu

Gly

Gly

110

Ala

Phe

Glu

15

Ala

Gly

Xaa

Ala

Trp

95

Pro

Val

Asn

Lys

Ala

Lys

Ser

Leu

80

Ala

Ala

Pro

Asp



Cys

145

Lys

Val

Ile

Thr

Glu

225

Glu

Ala

Pro

Ala

Arg

305

Phe

Phe

Val

Val

Asp

Val

Thr

210

Leu

Val

His

Asp

Asp

290

Tyr

Pro

Thr

Asp

Val

Gln

Thr

195

Phe

Thr

Lys

Glu

Asp

275

Pro

Gln

Cys

His

Lys

Glu

Lys

180

Ser

Glu

Arg

Glu

Phe

260

Ala

Ser

Asn

Lys

Gly
340

Met

Ser

165

Cys

Asn

His

Arg

Phe

245

Tyr

Asp

Thr

Lys

Thr

325

Xaa

Val

150

Ala

Lys

Thr

Gln

Leu

230

Phe

Val

Lys

Ser

Cys

310

Cys

Arg

Ile

Lys

Ser

Asn

Gln

215

Glu

Arg

Arg

Ser

Asp

295

Ser

Glu

Asp

Trp

Ala

Ser

Met

200

Pro

His

Trp

Lys

Glu

280

Ala

Arg

Arg

Cys

Trp

Ile

Ala

185

Cys

Leu

Asp

Ala

Gly

265

Pro

Glu

His

Met

Xaa
345

Glu

Leu

170

Gln

Ala

Gln

Phe

Ser

250

Gly

Lys

Ala

Ala

Asn

330

Glu

Glu

155

Gly

Ile

Val

Asp

Gly

235

Asp

Ala

Arg

Pro

Gly

315

Gln

Cys

216

Gly

Gly

Asp

Ile

Arg

220

Lys

His

Lys

Ala

Val

300

Met

Asn

Phe

Lys

Ser

Pro

Asp

205

Met

Val

Val

Lys

Cys

285

Asp

Xaa

Xaa

Pro

Met

Lys

Thr

190

Gly

Phe

Thr

Thr

Arg

270

Pro

Phe

Gln

Asn

Gly
350

Thr

Val

175

Pro

Asn

Lys

Lys

Glu

255

Pro

Ser

Ala

Met

Ile

335

Val

Ala

160

Arg

Val

Ser

Phe

Gln

240

Val

Ala

Val

Asp

Leu

320

Cys

Ser



Glu Ser Gln Xaa Val Val Arg Lys Arg Thr Tyr Xaa Lys

355 360

Ile His His Leu Leu Gly Arg Ala
370 375

Asp Leu Val Asn Val Asp Leu Asp
385 390

<210> 578
<211> 536
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 578
Met Pro Gly Phe Tyr Glu Ile Val
1 5

Glu His Leu Pro Gly Ile Ser Asp
20

Lys Glu Trp Glu Leu Pro Pro Asp
35 40

Glu Gln Ala Pro Leu Thr Val Ala
50 55

Val Gln Trp Arg Arg Val Ser Lys
65 70

Gln Phe Glu Lys Gly Glu Ser Tyr
85

Thr Thr Gly Val Lys Ser Met Val
100

Arg Asp Lys Leu Val Gln Thr Ile
115 120

365

Pro Glu Ile Ala Cys

380

Asp Cys Val Ser Glu

395

Sequence: Synthetic

Ile

Ser

25

Ser

Glu

Ala

Phe

Leu

105

Tyr

Lys Vval
10

Phe Vval

Asp Met

Lys Leu

Pro Glu
75

His Leu
90

Gly Arg

Arg Gly

217

Pro

Ser

Asp

Gln

60

Ala

His

Phe

Ile

Ser

Trp

Leu

45

Arg

Leu

Ile

Leu

Glu
125

Leu Cys Xaa

Ser Ala Cys

Gln

Asp

Val

30

Asn

Asp

Phe

Leu

Ser

110

Pro

Leu

15

Ala

Leu

Phe

Phe

Val

95

Gln

Thr

Asp

Glu

Ile

Leu

Val

80

Glu

Ile

Leu



Pro

Asn

145

Thr

Ser

Leu

Pro

Met

225

Gln

Ser

Ile

Pro

Asn

305

Gln

Asn

130

Lys

Gln

Ala

Thr

Asn

210

Glu

Trp

Asn

Met

Pro

290

Gly

Lys

Trp

Val

Pro

Cys

His

195

Ser

Leu

Ile

Ser

Ala

275

Ala

Tyr

Arg

Phe

Val

Glu

Leu

180

Val

Asp

Val

Gln

Arg

260

Leu

Asp

Glu

Phe

Ala

Asp

Leu

165

Asn

Ser

Ala

Gly

Glu

245

Ser

Thr

Ile

Pro

Gly
325

Val

Glu

150

Gln

Leu

Gln

Pro

Trp

230

Asp

Gln

Lys

Lys

Ala

310

Lys

Thr

135

Cys

Trp

Ala

Thr

Val

215

Leu

Gln

Ile

Ser

Thr

295

Tyr

Arg

Lys

Tyr

Ala

Glu

Gln

200

Ile

Val

Ala

Lys

Ala

280

Asn

Ala

Asn

Thr

Ile

Trp

Arg

185

Glu

Arg

Asp

Ser

Ala

265

Pro

Arg

Gly

Thr

Arg

Pro

Thr

170

Lys

Gln

Ser

Arg

Tyr

250

Ala

Asp

Ile

Ser

Ile
330

Asn

Asn

155

Asn

Arg

Asn

Lys

Gly

235

Ile

Leu

Tyr

Tyr

Val

315

Trp

218

Gly

140

Tyr

Met

Leu

Lys

Thr

220

Ile

Ser

Asp

Leu

Arg

300

Phe

Leu

Ala

Leu

Glu

Val

Glu

205

Ser

Thr

Phe

Asn

Val

285

Ile

Leu

Phe

Gly

Leu

Glu

Ala

190

Asn

Ala

Ser

Asn

Ala

270

Gly

Leu

Gly

Gly

Gly

Pro

Tyr

175

Gln

Leu

Arg

Glu

Ala

255

Gly

Pro

Glu

Trp

Pro
335

Gly

Lys

160

Ile

His

Asn

Tyr

Lys

240

Ala

Lys

Ala

Leu

Ala

320

Ala



Thr

Phe

Cys

Lys

385

Val

Ile

Thr

Glu

Glu

465

Ala

Pro

Ala

Asp

Thr

Tyr

Val

370

Val

Asp

Val

Thr

Leu

450

Val

His

Asp

Asp

Leu
530

Gly

Gly

355

Asp

Val

Gln

Thr

Phe

435

Thr

Lys

Glu

Asp

Pro

515

Ala

<210> 579

Lys

340

Cys

Lys

Glu

Lys

Ser

420

Glu

Arg

Glu

Phe

Ala

500

Ser

Arg

Thr

Val

Met

Ser

Cys

405

Asn

His

Arg

Phe

Tyr

485

Asp

Thr

Gly

Asn

Asn

Val

Ala

390

Lys

Thr

Gln

Leu

Phe

470

Val

Lys

Ser

Gln

Ile

Trp

Ile

375

Ser

Asn

Gln

Glu

455

Arg

Arg

Ser

Asp

Pro
535

Ala

Thr

360

Trp

Ala

Ser

Met

Pro

440

His

Trp

Lys

Glu

Ala

520

Leu

Glu

345

Asn

Trp

Ile

Ala

Cys

425

Leu

Asp

Ala

Gly

Pro

505

Glu

Ala

Glu

Glu

Leu

Gln

410

Ala

Gln

Phe

Gln

Gly

490

Lys

Gly

Ile

Asn

Glu

Gly

395

Ile

Val

Asp

Gly

Asp

475

Ala

Arg

Ala

219

Ala

Phe

Gly

380

Gly

Asp

Ile

Arg

Lys

460

His

Asn

Ala

Pro

His

Pro

365

Lys

Ser

Pro

Asp

Met

445

Val

Val

Lys

Cys

Val
525

Ala

350

Phe

Met

Lys

Thr

Gly

430

Phe

Thr

Thr

Arg

Pro

510

Asp

Val

Asn

Thr

Val

Pro

415

Asn

Lys

Lys

Glu

Pro

495

Ser

Phe

Pro

Asp

Ala

Arg

400

Val

Ser

Phe

Gln

Val

480

Ala

Val

Ala



<211> 536
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 579
Met Pro Gly Phe Tyr

1

Glu

Lys

Glu

Thr

65

Gln

Thr

Arg

Pro

Asn

145

Thr

His

Glu

Gln

50

Glu

Phe

Thr

Glu

Asn

130

Lys

Gln

Leu

Trp

35

Ala

Trp

Glu

Gly

Lys

115

Trp

Val

Pro

Pro

20

Glu

Pro

Arg

Lys

Val

100

Leu

Phe

Val

Glu

5

Gly

Leu

Leu

Arg

Gly

85

Lys

Ile

Ala

Asp

Leu
165

Glu

Ile

Pro

Thr

Val

70

Glu

Ser

Gln

Val

Glu

150

Gln

Ile

Ser

Pro

Val

55

Ser

Ser

Met

Arg

Thr

135

Cys

Trp

Val

Asp

Asp

40

Ala

Lys

Tyr

Val

Ile

120

Lys

Tyr

Ala

Sequence: Synthetic

Ile

Ser

25

Ser

Glu

Ala

Phe

Leu

105

Tyr

Thr

Ile

Trp

Lys

10

Phe

Asp

Lys

Pro

His

90

Gly

Arg

Arg

Pro

Thr
170

Val

Val

Met

Leu

Glu

75

Met

Arg

Gly

Asn

Asn

155

Asn

220

Pro

Asn

Asp

Gln

60

Ala

His

Phe

Ile

Gly

140

Tyr

Met

Ser

Trp

Leu

45

Arg

Leu

Val

Leu

Glu

125

Ala

Leu

Glu

Asp

Val

30

Asn

Asp

Phe

Leu

Ser

110

Pro

Gly

Leu

Gln

Leu

15

Ala

Leu

Phe

Phe

Val

95

Gln

Thr

Gly

Pro

Tyr
175

Asp

Glu

Ile

Leu

Val

80

Glu

Ile

Leu

Gly

Lys

160

Leu



Ser

Leu

Pro

Met

225

Gln

Ser

Ile

Pro

Asn

305

Thr

Thr

Phe

Cys

Lys

Ala

Thr

Asn

210

Glu

Trp

Asn

Met

Val

290

Gly

Lys

Thr

Tyr

Val

370

Val

Cys

His

195

Ser

Leu

Ile

Ser

Ser

275

Glu

Tyr

Lys

Gly

Gly

355

Asp

Val

Leu

180

Val

Asp

Val

Gln

Arg

260

Leu

Asp

Asp

Phe

Lys

340

Cys

Lys

Glu

Asn

Ser

Ala

Gly

Glu

245

Ser

Thr

Ile

Pro

Gly

325

Thr

Val

Met

Ser

Leu

Gln

Pro

Trp

230

Asp

Gln

Lys

Ser

Gln

310

Lys

Asn

Asn

Val

Ala

Thr

Thr

Val

215

Leu

Gln

Ile

Thr

Ser

295

Tyr

Arg

Ile

Trp

Ile

375

Lys

Glu

Gln

200

Ile

Val

Ala

Lys

Ala

280

Asn

Ala

Asn

Ala

Thr

360

Trp

Ala

Arg
185

Glu

Arg

Ser

Ala

265

Pro

Arg

Ala

Thr

Glu

345

Asn

Trp

Ile

Lys

Gln

Ser

Lys

Tyr

250

Ala

Asp

Ile

Ser

Ile

330

Ala

Glu

Glu

Leu

Arg

Asn

Lys

Gly

235

Ile

Leu

Tyr

Tyr

Val

315

Trp

Ile

Asn

Glu

Gly

221

Leu

Lys

Thr

220

Ile

Ser

Asp

Leu

Lys

300

Phe

Leu

Ala

Phe

Gly

380

Gly

Val

Glu

205

Ser

Thr

Phe

Asn

Val

285

Ile

Leu

Phe

His

Pro

365

Lys

Ser

Ala

190

Asn

Ala

Ser

Asn

Ala

270

Gly

Leu

Gly

Gly

Thr

350

Phe

Met

Lys

Gln

Gln

Arg

Glu

Ala

255

Gly

Gln

Glu

Trp

Pro

335

Val

Asn

Thr

Val

His

Asn

Tyr

Lys

240

Ala

Lys

Gln

Leu

Ala

320

Ala

Pro

Asp

Ala

Arg



385

Val

Ile

Thr

Glu

Glu

465

Glu

Pro

Ala

Arg

Asp

Val

Thr

Leu

450

Val

His

Ser

Gln

Leu
530

Gln

Thr

Phe

435

Thr

Lys

Glu

Asp

Pro

515

Ala

<210> 580
<211> 535
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 580
Met Pro Gly Phe Tyr Glu Ile Val Leu Lys Val Pro Ser Asp Leu Asp

1

Lys

Ser

420

Glu

Arg

Asp

Phe

Ala

500

Ser

Arg

Cys

405

Asn

His

Arg

Phe

Tyr

485

Asp

Thr

Gly

5

390

Lys

Thr

Gln

Leu

Phe

470

Val

Ile

Ser

His

Ser

Asn

Gln

Asp

455

Arg

Lys

Ser

Asp

Ser
535

Ser

Met

Pro

440

His

Trp

Lys

Glu

Ala

520

Leu

Ala

Cys

425

Leu

Asp

Ala

Gly

Pro

505

Glu

Gln

410

Ala

Gln

Phe

Lys

Gly

490

Lys

Ala

10

395

Ile

Val

Asp

Gly

Asp

475

Ala

Arg

Ser

222

Asp

Ile

Arg

Lys

460

His

Lys

Val

Ile

Pro

Asp

Met

445

Val

Val

Lys

Arg

Asn
525

Thr

Gly

430

Phe

Thr

Val

Arg

Glu

510

Tyr

Pro

415

Asn

Lys

Lys

Glu

Pro

495

Ser

Ala

15

400

Val

Ser

Phe

Gln

Val

480

Ala

Val

Asp



Glu

Lys

Glu

Val

65

Gln

Thr

Lys

Pro

Asn

145

Thr

Ser

Leu

Pro

Met

Arg

Glu

Gln

50

Glu

Phe

Ile

Glu

Asn

130

Lys

Gln

Ala

Thr

Asn

210

Glu

Leu

Trp

35

Ala

Trp

Glu

Gly

Lys

115

Trp

Val

Pro

Cys

His

195

Ser

Leu

Pro

20

Asp

Pro

Arg

Lys

Val

100

Leu

Phe

Val

Glu

Leu

180

Val

Asp

Val

Gly

Val

Leu

Arg

Gly

85

Lys

Val

Ala

Asp

Leu

165

Asn

Ser

Ala

Gly

Ile

Pro

Thr

Val

70

Glu

Ser

Thr

Val

Asp

150

Gln

Leu

Gln

Pro

Trp

Ser

Pro

Val

55

Ser

Thr

Met

Arg

Thr

135

Cys

Trp

Ala

Thr

Val

215

Leu

Asn

Asp

40

Ala

Lys

Tyr

Val

Ile

120

Lys

Tyr

Ala

Glu

Gln

200

Ile

Val

Ser

25

Ser

Glu

Ala

Phe

Val

105

Thr

Ile

Trp

Arg

185

Glu

Arg

Asp

Phe

Asp

Lys

Pro

His

90

Gly

Arg

Arg

Pro

Thr

170

Lys

Gln

Ser

Arg

Val

Met

Leu

Glu

75

Leu

Arg

Gly

Asn

Asn

155

Asn

Arg

Asn

Lys

Gly

223

Asn

Asp

Gln

60

Ala

His

Tyr

Val

Gly

140

Tyr

Met

Leu

Lys

Thr

220

Ile

Trp

Pro

45

Arg

Leu

Val

Val

Glu

125

Ala

Leu

Asp

Val

Glu

205

Ser

Thr

Val

30

Asn

Glu

Phe

Leu

Ser

110

Pro

Gly

Leu

Gln

Ala

190

Asn

Ala

Ser

Ala

Leu

Phe

Phe

Ile

95

Gln

Gln

Gly

Pro

Tyr

175

Gln

Gln

Arg

Glu

Glu

Ile

Leu

Val

80

Glu

Ile

Leu

Gly

Lys

160

Leu

His

Asn

Tyr

Lys



225

Gln

Ser

Ile

Pro

Asn

305

Gln

Thr

Phe

Cys

Lys

385

Val

Ile

Thr

Trp

Asn

Met

Pro

290

Gly

Lys

Thr

Tyr

Val

370

Val

Asp

Val

Thr

Ile

Ser

Ser

275

Glu

Tyr

Lys

Gly

Gly

355

Asp

Val

Gln

Thr

Phe
435

Gln

Arg

260

Leu

Asp

Asp

Phe

Lys

340

Cys

Lys

Glu

Lys

Ser

420

Glu

Glu

245

Ser

Thr

Ile

Pro

Gly

325

Thr

Val

Met

Ser

Cys

405

Asn

His

230

Asp

Gln

Lys

Thr

Gln

310

Lys

Asn

Asn

Val

Ala

390

Lys

Thr

Gln

Gln

Ile

Thr

Lys

295

Tyr

Arg

Ile

Trp

Ile

375

Lys

Ser

Asn

Gln

Ala

Lys

Ala

280

Asn

Ala

Asn

Ala

Thr

360

Trp

Ala

Ser

Met

Pro
440

Ser

Ala

265

Pro

Arg

Ala

Thr

Glu

345

Asn

Trp

Ile

Ala

Cys

425

Leu

Tyr

250

Ala

Asp

Ile

Ser

Ile

330

Ala

Glu

Glu

Leu

Gln

410

Ala

Gln

235

Ile

Leu

Tyr

Tyr

Val

315

Trp

Ile

Asn

Glu

Gly

395

Ile

Val

Asp

224

Ser

Asp

Leu

Gln

300

Phe

Leu

Ala

Phe

Gly

380

Gly

Glu

Ile

Arg

Phe

Asn

Val

285

Ile

Leu

Phe

His

Pro

365

Lys

Ser

Pro

Asp

Met
445

Asn

Ala

270

Gly

Leu

Gly

Gly

Ala

350

Phe

Met

Lys

Thr

Gly

430

Phe

Ala

255

Ser

Ser

Glu

Trp

Pro

335

Val

Asn

Thr

Val

Pro

415

Asn

Glu

240

Ala

Lys

Asn

Leu

Ala

320

Ala

Pro

Asp

Ala

Arg

400

Val

Ser

Phe



Glu Leu
450

Glu Val

465

Ala His

Ser Asn

Ala Gln

Leu Ala
530

Thr

Lys

Glu

Asp

Pro

515

Arg

<21e> 581
<211> 535
<212> PRT
<213> Artificial Sequence

<220>

Arg

Asp

Phe

Ala

500

Thr

Gly

Arg

Phe

Tyr

485

Asp

Thr

Gln

Leu

Phe

470

Val

Val

Ser

Pro

Asp

455

Arg

Arg

Ser

Asp

Phe
535

His

Trp

Lys

Glu

Ala
520

<223> Description of Artificial
polypeptide

<400> 581
Met Pro Gly Phe Tyr Glu

1

Glu His

Lys Glu

Glu Gln

50

Val Glu

5

Leu Pro Gly Ile

20

Trp Glu Leu Pro

35

Ala Pro Leu Thr

Trp Arg Arg Val

Ile

Ser

Pro

Val

55

Ser

Val

Asn

Asp

40

Ala

Lys

Asp

Ala

Gly

Pro

505

Glu

Phe Gly Lys
460

Ser Asp His
475

Gly Ala Lys
490

Lys Arg Glu

Ala Pro Ala

Val

Val

Lys

Cys

Asp
525

Sequence: Synthetic

Leu

Ser

25

Ser

Glu

Ala

Lys Val Pro
10

Phe Val Asn

Asp Met Asp

Lys Leu Gln
60

Pro Glu Ala
225

Ser

Trp

Pro

45

Arg

Leu

Thr Lys

Thr Asp

Arg Pro
495

Thr Ser
510

Tyr Ala

Asp Leu
15

Val Ala

30

Asn Leu

Glu Phe

Phe Phe

Gln

Val

480

Ala

Leu

Asp

Asp

Glu

Ile

Leu

Val



65

Gln

Thr

Lys

Pro

Asn

145

Thr

Ser

Leu

Pro

Met

225

Gln

Ser

Ile

Phe

Ile

Glu

Asn

130

Lys

Gln

Ala

Thr

Asn

210

Glu

Trp

Asn

Met

Glu

Gly

Lys

115

Trp

Val

Pro

Cys

His

195

Ser

Leu

Ile

Ser

Ser
275

Lys

Val

100

Leu

Phe

Val

Glu

Leu

180

Val

Asp

Val

Gln

Arg

260

Leu

Gly

85

Lys

Val

Ala

Asp

Leu

165

Asn

Ser

Ala

Gly

Glu

245

Ser

Thr

70

Glu

Ser

Thr

Val

Asp

150

Gln

Leu

Gln

Pro

Trp

230

Asp

Gln

Lys

Thr

Met

Arg

Thr

135

Cys

Trp

Ala

Thr

Val

215

Leu

Gln

Ile

Thr

Tyr

Val

Ile

120

Lys

Tyr

Ala

Glu

Gln

200

Ile

Val

Ala

Lys

Ala
280

Phe

Val

105

Tyr

Thr

Ile

Trp

Arg

185

Glu

Arg

Asp

Ser

Ala

265

Pro

His

90

Gly

Arg

Arg

Pro

Thr

170

Lys

Gln

Ser

Arg

Tyr

250

Ala

Asp

75

Leu

Arg

Gly

Asn

Asn

155

Asn

Arg

Asn

Lys

Gly

235

Ile

Leu

Tyr

226

His

Tyr

Val

Gly

140

Tyr

Met

Leu

Lys

Thr

220

Ile

Ser

Asp

Leu

Val

Val

Glu

125

Ala

Leu

Asp

Val

Glu

205

Ser

Thr

Phe

Asn

Val
285

Leu

Ser

110

Pro

Gly

Leu

Gln

Ala

190

Asn

Ala

Ser

Asn

Ala

270

Gly

Ile

95

Gln

Gln

Gly

Pro

Tyr

175

Gln

Gln

Arg

Glu

Ala

255

Ser

Ser

80

Glu

Ile

Leu

Gly

Lys

160

Leu

His

Asn

Tyr

Lys

240

Ala

Lys

Asn



Pro

Asn

305

Gln

Thr

Phe

Cys

Lys

385

Val

Ile

Thr

Glu

Glu

465

Ala

Pro

290

Gly

Lys

Thr

Tyr

Val

370

Val

Asp

Val

Thr

Leu

450

Val

His

Glu

Tyr

Lys

Gly

Gly

355

Asp

Val

Gln

Thr

Phe

435

Thr

Lys

Glu

Asp

Asp

Phe

Lys

340

Cys

Lys

Glu

Lys

Ser

420

Glu

Arg

Asp

Phe

Ile

Pro

Gly

325

Thr

Val

Met

Ser

Cys

405

Asn

His

Arg

Phe

Tyr
485

Thr

Gln

310

Lys

Asn

Asn

Val

Ala

390

Lys

Thr

Gln

Leu

Phe

470

Val

Lys

295

Tyr

Arg

Ile

Trp

Ile

375

Lys

Ser

Asn

Gln

Asp

455

Arg

Arg

Asn

Ala

Asn

Ala

Thr

360

Trp

Ala

Ser

Met

Pro

440

His

Trp

Lys

Arg

Ala

Thr

Glu

345

Asn

Trp

Ile

Ala

Cys

425

Leu

Asp

Ala

Gly

Ile

Ser

Ile

330

Ala

Glu

Glu

Leu

Gln

410

Ala

Gln

Phe

Ser

Gly
490

Tyr

Val

315

Trp

Ile

Asn

Glu

Gly

395

Ile

Val

Asp

Gly

Asp

475

Ala

227

Gln

300

Phe

Leu

Ala

Phe

Gly

380

Gly

Glu

Ile

Arg

Lys

460

His

Lys

Ile

Leu

Phe

His

Pro

365

Lys

Ser

Pro

Asp

Met

445

Val

Val

Lys

Leu

Gly

Gly

Ala

350

Phe

Met

Lys

Thr

Gly

430

Phe

Thr

Thr

Arg

Glu

Trp

Pro

335

Val

Asn

Thr

Val

Pro

415

Asn

Lys

Lys

Asp

Pro
495

Leu

Ala

320

Ala

Pro

Asp

Ala

Arg

400

Val

Ser

Phe

Gln

Val

480

Ala



Ser Asn Asp Ala Asp Val Ser Glu Pro Lys Arg Gln Cys Thr Ser Leu

500

505

510

Ala Gln Pro Thr Thr Ser Asp Ala Glu Ala Pro Ala Asp Tyr Ala Asp

515

Leu Ala Arg Gly Gln Pro Phe

<210>
<211>
<212>
<213>

530

<220>

<223>

582
535
PRT
Artificial Sequence

polypeptide

<400> 582
Met Pro Gly Phe

1

Glu

Lys

Glu

Val

65

Gln

Thr

Lys

His

Glu

Gln

50

Glu

Phe

Val

Glu

Leu

Trp

35

Ala

Trp

Glu

Gly

Lys
115

Pro

20

Glu

Pro

Arg

Lys

Val

100

Leu

Tyr

5

Gly

Leu

Leu

Arg

Gly

85

Lys

Val

Glu

Ile

Pro

Thr

Val

70

Asp

Ser

Thr

535

Ile

Ser

Pro

Val

55

Ser

Ser

Met

Arg

520

Description of Artificial

Val

Asp

Asp

40

Ala

Lys

Tyr

Val

Ile
120

525

Sequence: Synthetic

Leu

Ser

25

Ser

Glu

Ala

Phe

Val

105

Tyr

Lys

10

Phe

Asp

Lys

Pro

His

90

Gly

Arg

Val Pro Ser

Val

Met

Leu

Glu

75

Leu

Arg

Gly

228

Ser

Asp

Gln

60

Ala

His

Tyr

Val

Trp

Leu

45

Arg

Leu

Ile

Val

Glu
125

Asp

Val

30

Asn

Glu

Phe

Leu

Ser

110

Pro

Leu

15

Ala

Leu

Phe

Phe

Val

95

Gln

Gln

Asp

Glu

Ile

Leu

Val

80

Glu

Ile

Leu



Pro

Asn

145

Thr

Ser

Leu

Pro

Met

225

Gln

Ser

Ile

Pro

Asn

305

Gln

Asn

130

Lys

Gln

Ala

Thr

Asn

210

Glu

Trp

Asn

Met

Pro

290

Gly

Lys

Trp

Val

Pro

Cys

His

195

Ser

Leu

Ile

Ser

Ser

275

Glu

Tyr

Lys

Phe

Val

Glu

Leu

180

Val

Asp

Val

Gln

Arg

260

Leu

Asp

Asp

Phe

Ala

Asp

Leu

165

Asn

Ser

Ala

Gly

Glu

245

Ser

Thr

Ile

Pro

Gly
325

Val

Asp

150

Gln

Leu

Gln

Pro

Trp

230

Asp

Gln

Lys

Ser

Gln

310

Lys

Thr

135

Cys

Trp

Ala

Thr

Val

215

Leu

Gln

Ile

Thr

Ser

295

Tyr

Arg

Lys

Tyr

Ala

Glu

Gln

200

Ile

Val

Ala

Lys

Ala

280

Asn

Ala

Asn

Thr

Ile

Trp

Arg

185

Glu

Arg

Asp

Ser

Ala

265

Pro

Arg

Ala

Thr

Arg

Pro

Thr

170

Lys

Gln

Ser

Arg

Tyr

250

Ala

Asp

Ile

Ser

Ile
330

Asn

Asn

155

Asn

Arg

Asn

Lys

Gly

235

Ile

Leu

Tyr

Tyr

Val

315

Trp

229

Gly

140

Tyr

Met

Leu

Lys

Thr

220

Ile

Ser

Asp

Leu

Arg

300

Phe

Leu

Ala

Leu

Asp

Val

Glu

205

Ser

Thr

Phe

Asn

Val

285

Ile

Leu

Phe

Gly

Leu

Gln

Ala

190

Asn

Ala

Ser

Asn

Ala

270

Gly

Leu

Gly

Gly

Gly

Pro

Tyr

175

Gln

Gln

Arg

Glu

Ala

255

Ser

Gln

Glu

Trp

Pro
335

Gly

Lys

160

Ile

His

Asn

Tyr

Lys

240

Ala

Lys

Asn

Met

Ala

320

Ala



Thr

Phe

Cys

Lys

385

Val

Ile

Thr

Glu

Glu

465

Thr

Pro

Ala

Leu

Thr

Tyr

Val

370

Val

Asp

Val

Thr

Leu

450

Val

His

Asn

Gln

Ala
530

Gly

Gly

355

Asp

Val

Gln

Thr

Phe

435

Thr

Lys

Glu

Asp

Pro

515

Arg

Lys

340

Cys

Lys

Glu

Lys

Ser

420

Glu

Lys

Asp

Phe

Ala

500

Ser

Gly

Thr

Val

Met

Ser

Cys

405

Asn

His

Arg

Phe

Tyr

485

Asp

Thr

Gln

Asn

Asn

Val

Ala

390

Lys

Thr

Gln

Leu

Phe

470

Val

Ile

Ser

Pro

Ile

Trp

Ile

375

Lys

Ser

Asn

Gln

Glu

455

Arg

Arg

Ser

Asp

Leu
535

Ala

Thr

360

Trp

Ala

Ser

Met

Pro

440

His

Trp

Lys

Glu

Ala
520

Glu

345

Asn

Trp

Ile

Ala

Cys

425

Leu

Asp

Ala

Gly

Pro

505

Glu

Ala

Glu

Glu

Leu

Gln

410

Ala

Gln

Phe

Ser

Gly

490

Lys

Ala

Ile

Asn

Glu

Gly

395

Ile

Val

Asp

Gly

Asp

475

Ala

Arg

Pro

230

Ala

Phe

Gly

380

Gly

Asp

Ile

Arg

Lys

460

His

Arg

Ala

Val

His

Pro

365

Lys

Ser

Pro

Asp

Met

445

Val

Val

Lys

Cys

Asp
525

Ala

350

Phe

Met

Lys

Thr

Gly

430

Phe

Thr

Thr

Arg

Pro

510

Tyr

Val

Asn

Thr

Val

Pro

415

Asn

Lys

Lys

Glu

Pro

495

Ser

Ala

Pro

Asp

Ala

Arg

400

Val

Ser

Phe

Gln

Val

480

Ala

Val

Asp



<210> 583
<211> 549
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 583
Met Ala Thr Phe

1

Glu

Gln

Glu

Tyr

65

Phe

Ser

Ala

Asp

Val

145

Glu

His

Ile

Gln

50

Glu

Glu

Gly

Gln

Trp

130

Asp

Leu

Leu

Trp

35

Pro

Trp

Lys

Ile

Leu

115

Val

Ser

Gln

Pro

20

Glu

Gln

Asn

Gly

Ser

100

Val

Ala

Gly

Trp

Tyr

5

Gly

Leu

Leu

Lys

Ser

85

Ser

Lys

Ile

Tyr

Ala
165

Glu

Ile

Pro

Thr

Phe

70

Glu

Met

Val

Thr

Ile

150

Trp

Val

Ser

Pro

Val

55

Ser

Tyr

Val

Val

Lys

135

Pro

Thr

Ile

Asp

Glu

40

Ala

Lys

Phe

Leu

Phe

120

Val

Ala

Asn

Sequence: Synthetic

Val

Ser

25

Ser

Asp

Gln

His

Gly

105

Gln

Tyr

Leu

Arg Val
10

Phe Vval

Asp Leu

Arg Ile

Glu Ser
75

Leu His
90

Arg Tyr

Gly Ile

Lys Gly

Leu Leu
155

Asp Glu
170

231

Pro

Asp

Asn

Arg

60

Lys

Thr

Val

Glu

Gly

140

Pro

Tyr

Phe

Trp

Leu

45

Arg

Phe

Leu

Ser

Pro

125

Ala

Lys

Lys

Asp

Val

30

Thr

Val

Phe

Val

Gln

110

Gln

Asn

Val

Leu

Val

15

Thr

Leu

Phe

Val

Glu

95

Ile

Ile

Lys

Gln

Ala
175

Glu

Gly

Val

Leu

Gln

80

Thr

Arg

Asn

Val

Pro

160

Ala



Leu

Ser

Asp

Asn

225

Glu

Ser

Thr

Ile

Pro

305

Asn

Thr

Val

Met

Asn

Ser

Pro

210

Trp

Asn

Gln

Lys

Ser

290

Ala

Lys

Asn

Asn

Leu
370

Leu

Gln

195

Val

Leu

Gln

Ile

Ser

275

Lys

Tyr

Arg

Ile

Trp

355

Ile

Glu

180

Arg

Ile

Val

Glu

Lys

260

Ala

Asn

Ala

Asn

Ala

340

Thr

Trp

Glu

Ser

Lys

Glu

Ser

245

Ala

Val

Arg

Gly

Thr

325

Glu

Asn

Trp

Arg

Gln

Ser

His

230

Tyr

Ala

Asp

Ile

Ser

310

Val

Ala

Glu

Glu

Lys

Glu

Lys

215

Gly

Leu

Leu

Tyr

Trp

295

Ile

Trp

Ile

Asn

Glu
375

Arg

Ala

200

Thr

Ile

Ser

Asp

Leu

280

Gln

Leu

Leu

Ala

Phe

360

Gly

Leu

185

Ala

Ser

Thr

Phe

Asn

265

Val

Ile

Tyr

Tyr

His

345

Pro

Lys

Val Ala

Ser Gln

Gln Lys

Ser Glu

235

Asn Ser

250

Ala Thr

Gly Ser

Phe Glu

Gly Trp

315

Gly Pro

330

Thr Val

Phe Asn

Met Thr

232

Gln

Arg

Tyr

220

Lys

Thr

Lys

Ser

Met

300

Cys

Ala

Pro

Asp

Asn
380

Phe

Glu

205

Met

Gln

Gly

Ile

Val

285

Asn

Gln

Thr

Phe

Cys

365

Lys

Leu

190

Phe

Ala

Trp

Asn

Met

270

Pro

Gly

Arg

Thr

Tyr

350

Val

Val

Ala

Ser

Leu

Ile

Ser

255

Ser

Glu

Tyr

Ser

Gly

335

Gly

Asp

Val

Glu

Ala

Val

Gln

240

Arg

Leu

Asp

Asp

Phe

320

Lys

Cys

Lys

Glu



Ser

385

Cys

Asn

His

Arg

Phe

465

Lys

Lys

Lys

Val

Val
545

<210>
<211>
<212>
<213>

Ala

Lys

Thr

Gln

Leu

450

Phe

Val

Arg

Arg

Thr

530

Gly

<220>

<223>

Lys

Ser

Asn

Gln

435

Pro

Ala

Pro

Pro

Ala

515

Val

Pro

584
536
PRT
Artificial Sequence

Ala

Ser

Met

420

Pro

Pro

Trp

Arg

Leu

500

Arg

Ser

Ile

Val

405

Cys

Leu

Asp

Ala

Glu

485

Gly

Leu

Pro

Trp

polypeptide

Leu

390

Gln

Val

Glu

Phe

Lys

470

Leu

Asp

Ser

Ala

Gly

Ile

Val

Asp

Gly

455

Val

Ala

Val

Phe

Pro
535

Gly

Asp

Val

Arg

440

Lys

Asn

Gly

Thr

Val

520

Leu

Ser

Ser

Asp

425

Met

Ile

Gln

Thr

Asn

505

Pro

Arg

Lys

Thr

410

Gly

Phe

Thr

Val

Lys

490

Thr

Glu

Pro

Val

395

Pro

Asn

Lys

Lys

Pro

475

Gly

Ser

Thr

Leu

233

Val

Ser

Phe

Gln

460

Val

Ala

Tyr

Pro

Asn
540

Val

Ile

Thr

Glu

445

Glu

Thr

Glu

Lys

Arg

525

Trp

Description of Artificial Sequence: Synthetic

Asp

Val

Thr

430

Leu

Val

His

Lys

Ser

510

Ser

Asn

Gln

Thr

415

Phe

Thr

Lys

Glu

Ser

495

Leu

Ser

Ser

Lys

400

Ser

Glu

Lys

Asp

Phe

480

Leu

Glu

Asp

Leu



<400> 584
Met Pro Gly Phe

1

Glu

Lys

Glu

Val

65

Gln

Thr

Arg

Pro

Asn

145

Thr

Ser

Leu

His

Glu

Gln

50

Gln

Phe

Thr

Asp

Asn

130

Lys

Gln

Ala

Thr

Leu

Trp

35

Ala

Trp

Glu

Gly

Lys

115

Trp

Val

Pro

Cys

His
195

Pro

20

Glu

Pro

Arg

Lys

Val

100

Leu

Phe

Val

Glu

Leu

180

Val

Tyr

Gly

Leu

Leu

Arg

Gly

85

Lys

Val

Ala

Asp

Leu

165

Asn

Ser

Glu

Ile

Pro

Thr

Val

70

Glu

Ser

Gln

Val

Glu

150

Gln

Leu

Gln

Ile

Ser

Pro

Val

55

Ser

Ser

Met

Thr

Thr

135

Cys

Trp

Ala

Thr

Val

Asp

Asp

40

Ala

Lys

Tyr

Val

Ile

120

Lys

Tyr

Ala

Glu

Gln
200

Ile

Ser

25

Ser

Glu

Ala

Phe

Leu

105

Tyr

Thr

Ile

Trp

Arg

185

Glu

Lys

10

Phe

Asp

Lys

Pro

His

90

Gly

Arg

Arg

Pro

Thr

170

Lys

Gln

Val

Val

Met

Leu

Glu

75

Leu

Arg

Gly

Asn

Asn

155

Asn

Arg

Asn

234

Pro

Asn

Asp

Gln

60

Ala

His

Phe

Ile

Gly

140

Tyr

Met

Leu

Lys

Ser

Trp

Leu

45

Arg

Leu

Ile

Leu

Glu

125

Ala

Leu

Glu

Val

Glu
205

Asp

Val

30

Asn

Asp

Phe

Leu

Ser

110

Pro

Gly

Leu

Glu

Ala

190

Asn

Leu

15

Ala

Leu

Phe

Phe

Val

95

Gln

Thr

Gly

Pro

Tyr

175

His

Leu

Asp

Glu

Ile

Leu

Val

80

Glu

Ile

Leu

Gly

Lys

160

Ile

Asp

Asn



Pro

Met

225

Gln

Ser

Ile

Pro

Asn

305

Gln

Thr

Phe

Cys

Lys

385

Val

Ile

Asn

210

Glu

Trp

Asn

Met

Pro

290

Gly

Lys

Thr

Tyr

Val

370

Val

Asp

Val

Ser

Leu

Ile

Ser

Ala

275

Ala

Tyr

Arg

Gly

Gly

355

Asp

Val

Gln

Thr

Asp

Val

Gln

Arg

260

Leu

Asp

Asp

Phe

Lys

340

Cys

Lys

Glu

Lys

Ser

Ala

Gly

Glu

245

Ser

Thr

Ile

Pro

Gly

325

Thr

Val

Met

Ser

Cys

405

Asn

Pro

Trp

230

Asp

Gln

Lys

Lys

Ala

310

Lys

Asn

Asn

Val

Ala

390

Lys

Thr

Val

215

Leu

Gln

Ile

Ser

Thr

295

Tyr

Arg

Ile

Trp

Ile

375

Lys

Ser

Asn

Ile

Val

Ala

Lys

Ala

280

Asn

Ala

Asn

Ala

Thr

360

Trp

Ala

Ser

Met

Arg

Asp

Ser

Ala

265

Pro

Arg

Gly

Thr

Glu

345

Asn

Trp

Ile

Ala

Cys

Ser

Arg

Tyr

250

Ala

Asp

Ile

Ser

Ile

330

Ala

Glu

Glu

Leu

Gln

410

Ala

Lys

Gly

235

Ile

Leu

Tyr

Tyr

Val

315

Trp

Ile

Asn

Glu

Gly

395

Ile

Val

235

Thr

220

Ile

Ser

Asp

Leu

Arg

300

Phe

Leu

Ala

Phe

Gly

380

Gly

Asp

Ile

Ser

Thr

Phe

Asn

Val

285

Ile

Leu

Phe

His

Pro

365

Lys

Ser

Pro

Asp

Ala

Ser

Asn

Ala

270

Gly

Leu

Gly

Gly

Ala

350

Phe

Met

Lys

Thr

Gly

Arg

Glu

Ala

255

Gly

Pro

Glu

Trp

Pro

335

Val

Asn

Thr

Val

Pro

415

Asn

Tyr

Lys

240

Ala

Lys

Ala

Leu

Ala

320

Ala

Pro

Asp

Ala

Arg

400

Val

Ser



Thr

Glu

Glu

465

Ala

Pro

Ala

Asp

<210>
<211>
<212>
<213>

Thr

Leu

450

Val

His

Asp

Asp

Leu
530

<220>

<223>

Phe

435

Thr

Lys

Glu

Asp

Pro

515

Ala

585
536
PRT
Artificial Sequence

420

Glu

Arg

Glu

Phe

Ala

500

Ser

Arg

His

Arg

Phe

Tyr

485

Asp

Thr

Gly

polypeptide

<400> 585
Met Pro Gly Phe Tyr Glu Ile Val

1

5

Gln

Leu

Phe

470

Val

Lys

Ser

Gln

Gln

Glu

455

Arg

Arg

Ser

Asp

Pro
535

Pro

440

His

Trp

Lys

Glu

Ala

520

Leu

Description of Artificial

Glu His Leu Pro Gly Ile Ser Asp

20

Lys Glu Trp Glu Leu Pro Pro Asp

35

40

425

Leu

Asp

Ala

Gly

Pro

505

Glu

Gln

Phe

Gln

Gly

490

Lys

Gly

Asp

Gly

Asp

475

Ala

Arg

Ala

Arg

Lys

460

His

Asn

Ala

Pro

Met

445

Val

Val

Lys

Cys

Val
525

Sequence: Synthetic

430

Phe

Thr

Thr

Arg

Pro

510

Asp

Lys

Lys

Glu

Pro

495

Ser

Phe

Phe

Gln

Val

480

Ala

Val

Ala

Ile Lys Val Pro Ser Asp Leu Asp

10

15

Ser Phe Val Asn Trp Val Ala Glu

25

30

Ser Asp Met Asp Leu Asn Leu Ile

236

45



Glu

Val

65

Gln

Thr

Arg

Pro

Asn

145

Thr

Ser

Leu

Pro

Met

225

Gln

Ser

Gln

50

Gln

Phe

Thr

Glu

Asn

130

Lys

Gln

Ala

Thr

Asn

210

Glu

Trp

Asn

Ala

Trp

Glu

Gly

Lys

115

Trp

Val

Pro

Cys

His

195

Ser

Leu

Ile

Ser

Pro

Arg

Lys

Val

100

Leu

Phe

Val

Glu

Leu

180

Val

Asp

Val

Gln

Arg

Leu

Arg

Gly

85

Lys

Val

Ala

Asp

Leu

165

Asn

Ser

Ala

Gly

Glu

245

Ser

Thr

Val

70

Glu

Ser

Gln

Val

Glu

150

Gln

Leu

Gln

Pro

Trp

230

Asp

Gln

Val

55

Ser

Ser

Met

Thr

Thr

135

Cys

Trp

Ala

Thr

Val

215

Leu

Gln

Ile

Ala

Lys

Tyr

Val

Ile

120

Lys

Tyr

Ala

Glu

Gln

200

Ile

Val

Ala

Lys

Glu

Ala

Phe

Leu

105

Tyr

Thr

Ile

Trp

Arg

185

Glu

Arg

Asp

Ser

Ala

Lys

Pro

His

90

Gly

Arg

Arg

Pro

Thr

170

Lys

Gln

Ser

Arg

Tyr

250

Ala

Leu

Glu

75

Leu

Arg

Gly

Asn

Asn

155

Asn

Arg

Asn

Lys

Gly

235

Ile

Leu

237

Gln

60

Ala

His

Phe

Val

Gly

140

Tyr

Met

Leu

Lys

Thr

220

Ile

Ser

Asp

Arg

Leu

Val

Leu

Glu

125

Ala

Leu

Glu

Val

Glu

205

Ser

Thr

Phe

Asn

Asp

Phe

Leu

Ser

110

Pro

Gly

Leu

Glu

Ala

190

Asn

Ala

Ser

Asn

Ala

Phe

Phe

Val

95

Gln

Thr

Gly

Pro

Tyr

175

Gln

Leu

Arg

Glu

Ala

255

Gly

Leu

Val

80

Glu

Ile

Leu

Gly

Lys

160

Ile

His

Asn

Tyr

Lys

240

Ala

Lys



Ile

Leu

Asn

305

Gln

Thr

Phe

Cys

Lys

385

Val

Ile

Thr

Glu

Glu
465

Met

Pro

290

Gly

Lys

Thr

Tyr

Val

370

Val

Asp

Val

Thr

Leu

450

Val

Ala

275

Ala

Tyr

Lys

Gly

Gly

355

Asp

Val

Gln

Thr

Phe

435

Thr

Lys

260

Leu

Asp

Asp

Phe

Lys

340

Cys

Lys

Glu

Lys

Ser

420

Glu

Arg

Glu

Thr

Ile

Pro

Gly

325

Thr

Val

Met

Ser

Cys

405

Asn

His

Arg

Phe

Lys

Lys

Ala

310

Lys

Asn

Asn

Val

Ala

390

Lys

Thr

Gln

Leu

Phe
470

Ser

Thr

295

Tyr

Arg

Ile

Trp

Ile

375

Lys

Ser

Asn

Gln

Glu

455

Arg

Ala

280

Asn

Ala

Asn

Ala

Thr

360

Trp

Ala

Ser

Met

Pro

440

His

Trp

265

Pro

Arg

Gly

Thr

Glu

345

Asn

Trp

Ile

Ala

Cys

425

Leu

Asp

Ala

Asp

Ile

Ser

Ile

330

Ala

Glu

Glu

Leu

Gln

410

Ala

Gln

Phe

Ser

Tyr

Tyr

Val

315

Trp

Ile

Asn

Glu

Gly

395

Ile

Val

Asp

Gly

Asp
475

238

Leu

Arg

300

Phe

Leu

Ala

Phe

Gly

380

Gly

Asp

Ile

Arg

Lys

460

His

Val

285

Ile

Leu

Phe

His

Pro

365

Lys

Ser

Pro

Asp

Met

445

Val

Val

270

Gly

Leu

Gly

Gly

Ala

350

Phe

Met

Lys

Thr

Gly

430

Phe

Thr

Thr

Pro

Glu

Trp

Pro

335

Val

Asn

Thr

Val

Pro

415

Asn

Lys

Lys

Glu

Ser

Leu

Ala

320

Ala

Pro

Asp

Ala

Arg

400

Val

Ser

Phe

Gln

Val
480



Ala His Glu Phe Tyr

485

Pro Asp Asp Ala Asp

500

Ala Asp Pro Ser Thr

515

Asp Leu Ala Arg Gly

<210>
<211>
<212>
<213>

530

<220>

<223>

586
538
PRT
Artificial Sequence

polypeptide

<400> 586
Met Pro Gly Phe

1

Glu

Lys

Glu

Val

65

Gln

Thr

His

Glu

Gln

50

Gln

Phe

Thr

Leu

Trp

35

Ala

Trp

Glu

Gly

Pro

20

Glu

Pro

Arg

Lys

Val

Tyr

5

Gly

Leu

Leu

Arg

Gly

85

Lys

Val Arg Lys

Ile Ser Glu

Ser Asp Ala

520

Gln Pro Leu

Glu

Ile

Pro

Thr

Val

70

Glu

Ser

535

Ile

Ser

Pro

Val

55

Ser

Ser

Met

Description of Artificial

Val

Asp

Asp

40

Ala

Lys

Val

Gly Gly Ala Ser Lys

490

Pro Lys Arg Ala Cys

505

Glu Gly Ala Pro Val

525

Sequence: Synthetic

Ile

Ser

25

Ser

Glu

Ala

Phe

Leu

Lys

10

Phe

Asp

Lys

Pro

His

90

Gly

Val

Val

Met

Leu

Glu

75

Leu

Arg

239

Pro

Asn

Asp

Gln

60

Ala

His

Phe

Ser

Trp

Arg

45

Arg

Leu

Val

Leu

Arg Pro Ala

495

Pro Ser Val

510

Asp Phe Ala

Asp

Val

30

Asn

Asp

Phe

Leu

Ser

Leu

15

Ala

Leu

Phe

Phe

Val

95

Gln

Asp

Glu

Ile

Leu

Val

80

Glu

Ile



Arg

Leu

Gly

145

Pro

Tyr

Gln

Leu

Arg

225

Glu

Ala

Gly

Pro

Ala
305

Glu

Pro

130

Gly

Lys

Ile

His

Asn

210

Tyr

Lys

Ala

Lys

Ser

290

Leu

Lys

115

Asn

Asn

Thr

Ser

Leu

195

Pro

Met

Gln

Ser

Ile

275

Leu

Asn

100

Leu

Trp

Lys

Gln

Ala

180

Thr

Asn

Glu

Trp

Asn

260

Met

Pro

Gly

Gly

Phe

Val

Pro

165

Cys

His

Ser

Leu

Ile

245

Ser

Ala

Ala

Tyr

Pro

Ala

Val

150

Glu

Leu

Val

Asp

Val

230

Gln

Arg

Leu

Asp

Asp
310

Asp

Val

135

Asp

Leu

Asn

Ser

Ala

215

Gly

Glu

Ser

Thr

Ile

295

Pro

His

120

Thr

Glu

Gln

Leu

Gln

200

Pro

Trp

Asp

Gln

Lys

280

Thr

Ala

105

Leu

Lys

Cys

Trp

Ala

185

Thr

Val

Leu

Gln

Ile

265

Ser

Gln

Tyr

Pro

Asp

Tyr

Ala

170

Glu

Gln

Ile

Val

Ala

250

Lys

Ala

Asn

Ala

Ala

Ala

Ile

155

Trp

Arg

Glu

Arg

Asp

235

Ser

Ala

Pro

Arg

Gly
315

240

Gly

Val

140

Pro

Thr

Lys

Gln

Ser

220

Arg

Tyr

Ala

Asp

Ile

300

Ser

Ser

125

Met

Asn

Asn

Arg

Asn

205

Lys

Gly

Ile

Leu

Tyr

285

Tyr

Val

110

Ser

Ala

Tyr

Met

Leu

190

Lys

Thr

Ile

Ser

Asp

270

Leu

Arg

Phe

Pro

Pro

Leu

Glu

175

Val

Glu

Ser

Thr

Phe

255

Asn

Val

Ile

Leu

Thr

Ala

Leu

160

Glu

Ala

Asn

Ala

Ser

240

Asn

Ala

Gly

Leu

Gly
320



Trp

Pro

Val

Asn

Thr

385

Val

Pro

Asn

Lys

Lys

465

Glu

Pro

Ser

Ala

Ala

Pro

Asp

370

Ala

Arg

Val

Ser

Phe

450

Gln

Val

Ala

Val

Gln

Thr

Phe

355

Cys

Lys

Val

Ile

Thr

435

Glu

Glu

Ala

Pro

Ala
515

Lys

Thr

340

Tyr

Val

Val

Asp

Val

420

Thr

Leu

Val

His

Asp

500

Asp

Lys

325

Gly

Gly

Asp

Val

Gln

405

Thr

Phe

Thr

Lys

Glu

485

Asp

Pro

Phe

Lys

Cys

Lys

Glu

390

Lys

Ser

Glu

Arg

Glu

470

Phe

Ala

Ser

Gly

Thr

Val

Met

375

Ser

Cys

Asn

His

Arg

455

Phe

Tyr

Asp

Thr

Lys

Asn

Asn

360

Val

Ala

Lys

Thr

Gln

440

Leu

Phe

Val

Lys

Ser
520

Arg

Ile

345

Trp

Ile

Lys

Ser

Asn

425

Gln

Glu

Arg

Arg

Ser

505

Asp

Asn Thr
330

Ala Glu

Thr Asn

Trp Trp

Ala Ile
395

Ser Ala
410

Met Cys

Pro Leu

His Asp

Trp Ala
475

Lys Gly
490

Glu Pro

Ala Glu

241

Ile

Ala

Glu

Glu

380

Leu

Gln

Ala

Gln

Phe

460

Ser

Gly

Lys

Gly

Trp

Ile

Asn

365

Glu

Gly

Ile

Val

Asp

445

Gly

Asp

Ala

Arg

Ala
525

Leu

Ala

350

Phe

Gly

Gly

Asp

Ile

430

Arg

Lys

His

Ser

Ala

510

Pro

Phe

335

His

Pro

Lys

Ser

Pro

415

Asp

Met

Val

Val

Lys

495

Cys

Val

Gly

Ala

Phe

Met

Lys

400

Thr

Gly

Phe

Thr

Thr

480

Arg

Pro

Asp



Phe Ala Asp Leu Ala Arg Gly Gln Pro Leu

530

<210> 587
<211> 623
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 587
Met Pro Gly Phe

1

Glu

Lys

Glu

Val

65

Gln

Thr

Arg

Pro

Asn
145

His

Glu

Gln

50

Gln

Phe

Thr

Asp

Asn

130

Lys

Leu

Trp

35

Ala

Trp

Glu

Gly

Lys

115

Trp

Val

Pro

20

Glu

Pro

Arg

Lys

Val

100

Leu

Phe

Val

Tyr

5

Gly

Leu

Leu

Arg

Gly

85

Lys

Val

Ala

Asp

Glu

Ile

Pro

Thr

Val

70

Glu

Ser

Gln

Val

Glu
150

535

Ile

Ser

Pro

Val

55

Ser

Ser

Met

Thr

Thr

135

Cys

Val

Asp

Asp

40

Ala

Lys

Tyr

Val

Ile

120

Lys

Tyr

Sequence: Synthetic

Ile

Ser

25

Ser

Glu

Ala

Phe

Leu

105

Tyr

Thr

Ile

Lys

10

Phe

Asp

Lys

Pro

His

90

Gly

Arg

Arg

Pro

Val

Val

Met

Leu

Glu

75

Leu

Arg

Gly

Asn

Asn
155

242

Pro

Ser

Asp

Gln

60

Ala

His

Phe

Ile

Gly

140

Tyr

Ser

Trp

Leu

45

Arg

Leu

Ile

Leu

Glu

125

Ala

Leu

Asp

Val

30

Asn

Asp

Phe

Leu

Ser

110

Pro

Gly

Leu

Leu

15

Ala

Leu

Phe

Phe

Val

95

Gln

Thr

Gly

Pro

Asp

Glu

Ile

Leu

Val

80

Glu

Ile

Leu

Gly

Lys
160



Thr

Ser

Leu

Pro

Met

225

Gln

Ser

Ile

Pro

Asn

305

Gln

Thr

Phe

Gln

Ala

Thr

Asn

210

Glu

Trp

Asn

Met

Pro

290

Gly

Lys

Thr

Tyr

Pro

Cys

His

195

Ser

Leu

Ile

Ser

Ala

275

Ala

Tyr

Arg

Gly

Gly
355

Glu

Leu

180

Val

Asp

Val

Gln

Arg

260

Leu

Asp

Glu

Phe

Lys

340

Cys

Leu

165

Asn

Ser

Ala

Gly

Glu

245

Ser

Thr

Ile

Pro

Gly

325

Thr

Val

Gln

Leu

Gln

Pro

Trp

230

Asp

Gln

Lys

Lys

Ala

310

Lys

Asn

Asn

Trp

Ala

Thr

Val

215

Leu

Gln

Ile

Ser

Thr

295

Tyr

Arg

Ile

Trp

Ala

Glu

Gln

200

Ile

Val

Ala

Lys

Ala

280

Asn

Ala

Asn

Ala

Thr
360

Trp

Arg

185

Glu

Arg

Ser

Ala

265

Pro

Arg

Gly

Thr

Glu

345

Asn

Thr

170

Lys

Gln

Ser

Arg

Tyr

250

Ala

Asp

Ile

Ser

Ile

330

Ala

Glu

Asn

Arg

Asn

Lys

Gly

235

Ile

Leu

Tyr

Tyr

Val

315

Trp

Ile

Asn

243

Met

Leu

Lys

Thr

220

Ile

Ser

Asp

Leu

Arg

300

Phe

Leu

Ala

Phe

Glu

Val

Glu

205

Ser

Thr

Phe

Asn

Val

285

Ile

Leu

Phe

His

Pro
365

Glu

Ala

190

Asn

Ala

Ser

Asn

Ala

270

Gly

Leu

Gly

Gly

Ala

350

Phe

Tyr

175

Gln

Leu

Arg

Glu

Ala

255

Gly

Pro

Glu

Trp

Pro

335

Val

Asn

Ile

His

Asn

Tyr

Lys

240

Ala

Lys

Ala

Leu

Ala

320

Ala

Pro

Asp



Cys

Lys

385

Val

Ile

Thr

Glu

Glu

465

Ala

Pro

Ala

Asp

Leu

545

Cys

Val

370

Val

Asp

Val

Thr

Leu

450

Val

His

Asp

Asp

Arg

530

Phe

Phe

Asp

Val

Gln

Thr

Phe

435

Thr

Lys

Glu

Asp

Pro

515

Tyr

Pro

Thr

Lys

Glu

Lys

Ser

420

Glu

Arg

Glu

Phe

Ala

500

Ser

Gln

Cys

His

Met

Ser

Cys

405

Asn

His

Arg

Phe

Tyr

485

Asp

Thr

Asn

Lys

Gly
565

Val

Ala

390

Lys

Thr

Gln

Leu

Phe

470

Val

Lys

Ser

Lys

Thr

550

Thr

Ile

375

Lys

Ser

Asn

Gln

Glu

455

Arg

Arg

Ser

Asp

Cys

535

Cys

Arg

Trp

Ala

Ser

Met

Pro

440

His

Trp

Lys

Glu

Ala

520

Ser

Glu

Asp

Trp

Ile

Ala

Cys

425

Leu

Asp

Ala

Gly

Pro

505

Glu

Arg

Arg

Cys

Glu

Leu

Gln

410

Ala

Gln

Phe

Gln

Gly

490

Lys

Gly

His

Met

Ser
570

Glu

Gly

395

Ile

Val

Asp

Gly

Asp

475

Ala

Arg

Ala

Ala

Asn

555

Glu

244

Gly

380

Gly

Asp

Ile

Arg

Lys

460

His

Asn

Ala

Pro

Gly

540

Gln

Cys

Lys

Ser

Pro

Asp

Met

445

Val

Val

Lys

Cys

Val

525

Met

Asn

Phe

Met

Lys

Thr

Gly

430

Phe

Thr

Thr

Arg

Pro

510

Asp

Leu

Phe

Pro

Thr

Val

Pro

415

Asn

Lys

Lys

Glu

Pro

495

Ser

Phe

Gln

Asn

Gly
575

Ala

Arg

400

Val

Ser

Phe

Gln

Val

480

Ala

Val

Ala

Met

Ile

560

Val



Ser Glu Ser Gln Pro Val Val Arg
580

Ala Ile His His Leu Leu Gly Arg
595 600

Cys Asp Leu Val Asn Val Asp Leu
610 615

<210> 588
<211> 621
<212> PRT
<213> Artificial Sequence

<220>
<223> Description of Artificial
polypeptide

<400> 588
Met Pro Gly Phe Tyr Glu Ile Val
1 5

Glu His Leu Pro Gly Ile Ser Asp
20

Lys Glu Trp Glu Leu Pro Pro Asp
35 40

Glu Gln Ala Pro Leu Thr Val Ala
50 55

Thr Glu Trp Arg Arg Val Ser Lys
65 70

Gln Phe Glu Lys Gly Glu Ser Tyr
85

Thr Thr Gly Val Lys Ser Met Val
100

Arg Glu Lys Leu Ile Gln Arg Ile
115 120

Lys Arg Thr Tyr Arg

585

Ala Pro Glu Ile Ala

605

Asp Asp Cys Val Ser

620

Sequence: Synthetic

Ile

Ser

25

Ser

Glu

Ala

Phe

Leu

105

Tyr

Lys

10

Phe

Asp

Lys

Pro

His

90

Gly

Arg

Val

Val

Met

Leu

Glu

75

Met

Arg

Gly

245

Pro

Asn

Asp

Gln

60

Ala

His

Phe

Ile

Ser

Trp

Leu

45

Arg

Leu

Val

Leu

Glu
125

Lys Leu Cys

590

Cys

Glu

Asp

Val

30

Asn

Asp

Phe

Leu

Ser

110

Pro

Ser

Gln

Leu

15

Ala

Leu

Phe

Phe

Val

95

Gln

Thr

Ala

Asp

Glu

Ile

Leu

Val

80

Glu

Ile

Leu



Pro

Asn

145

Thr

Ser

Leu

Pro

Met

225

Gln

Ser

Ile

Pro

Asn

305

Thr

Asn

130

Lys

Gln

Ala

Thr

Asn

210

Glu

Trp

Asn

Met

Val

290

Gly

Lys

Trp

Val

Pro

Cys

His

195

Ser

Leu

Ile

Ser

Ser

275

Glu

Tyr

Lys

Phe

Val

Glu

Leu

180

Val

Asp

Val

Gln

Arg

260

Leu

Asp

Asp

Phe

Ala

Asp

Leu

165

Asn

Ser

Ala

Gly

Glu

245

Ser

Thr

Ile

Pro

Gly
325

Val

Glu

150

Gln

Leu

Gln

Pro

Trp

230

Asp

Gln

Lys

Ser

Gln

310

Lys

Thr

135

Cys

Trp

Thr

Thr

Val

215

Leu

Gln

Ile

Thr

Ser

295

Tyr

Arg

Lys

Tyr

Ala

Glu

Gln

200

Ile

Val

Ala

Lys

Ala

280

Asn

Ala

Asn

Thr

Ile

Trp

Arg

185

Glu

Arg

Asp

Ser

Ala

265

Pro

Arg

Ala

Thr

Arg

Pro

Thr

170

Lys

Gln

Ser

Lys

Tyr

250

Ala

Asp

Ile

Ser

Ile
330

Asn

Asn

155

Asn

Arg

Asn

Lys

Gly

235

Ile

Leu

Tyr

Tyr

Val

315

Trp

246

Gly

140

Tyr

Met

Leu

Lys

Thr

220

Ile

Ser

Asp

Leu

Lys

300

Phe

Leu

Ala

Leu

Glu

Val

Glu

205

Ser

Thr

Phe

Asn

Val

285

Ile

Leu

Phe

Gly

Leu

Gln

Ala

190

Asn

Ala

Ser

Asn

Ala

270

Gly

Leu

Gly

Gly

Gly

Pro

Tyr

175

Gln

Gln

Arg

Glu

Ala

255

Gly

Gln

Glu

Trp

Pro
335

Gly

Lys

160

Leu

His

Asn

Tyr

Lys

240

Ala

Lys

Gln

Leu

Ala

320

Ala



Thr

Phe

Cys

Lys

385

Val

Ile

Thr

Glu

Glu

465

Glu

Pro

Ala

Arg

Phe

Thr

Tyr

Val

370

Val

Asp

Val

Thr

Leu

450

Val

His

Ser

Gln

Tyr

530

Pro

Gly

Gly

355

Asp

Val

Gln

Thr

Phe

435

Thr

Lys

Glu

Asp

Pro

515

Gln

Cys

Lys

340

Cys

Lys

Glu

Lys

Ser

420

Glu

Arg

Asp

Phe

Ala

500

Ser

Asn

Arg

Thr

Val

Met

Ser

Cys

405

Asn

His

Arg

Phe

Tyr

485

Asp

Thr

Lys

Gln

Asn

Asn

Val

Ala

390

Lys

Thr

Gln

Leu

Phe

470

Val

Ile

Ser

Cys

Cys

Ile

Trp

Ile

375

Ser

Asn

Gln

Asp

455

Arg

Lys

Ser

Asp

Ser

535

Glu

Ala

Thr

360

Trp

Ala

Ser

Met

Pro

440

His

Trp

Lys

Glu

Ala

520

Arg

Arg

Glu

345

Asn

Trp

Ile

Ala

Cys

425

Leu

Asp

Ala

Gly

Pro

505

Glu

His

Met

Ala

Glu

Glu

Leu

Gln

410

Ala

Gln

Phe

Lys

Gly

490

Lys

Ala

Val

Asn

Ile

Asn

Glu

Gly

395

Ile

Val

Asp

Gly

Asp

475

Ala

Arg

Ser

Gly

Gln

247

Ala

Phe

Gly

380

Gly

Asp

Ile

Arg

Lys

460

His

Lys

Val

Ile

Met

540

Asn

His

Pro

365

Lys

Ser

Pro

Asp

Met

445

Val

Val

Lys

Arg

Asn

525

Asn

Ser

Thr

350

Phe

Met

Lys

Thr

Gly

430

Phe

Thr

Val

Arg

Glu

510

Tyr

Leu

Asn

Val

Asn

Thr

Val

Pro

415

Asn

Lys

Lys

Glu

Pro

495

Ser

Ala

Met

Ile

Pro

Asp

Ala

Arg

400

Val

Ser

Phe

Gln

Val

480

Ala

Val

Asp

Leu

Cys



545

550

Phe Thr His Gly Gln Lys Asp Cys

565

Ser Gln Pro Val Ser Val Vval Lys

580

Ile His His Ile Met Gly Lys Val

Leu

595

600

Val Asn Val Asp Leu Asp Asp

610

<210> 589
<211> 624
<212> PRT

<213>

<220>

<223>

polypeptide

<400> 589
Met Pro Gly Phe Tyr

1

Glu

Lys

Glu

Val

65

Gln

Arg Leu

Glu Trp
35

Gln Ala
50

Glu Trp

Phe Glu

5

Pro Gly

20

Asp Val

Pro Leu

Arg Arg

Lys Gly
85

Glu

Ile

Pro

Thr

Val

70

Glu

615

Artificial Sequence

Ile

Ser

Pro

Val

55

Ser

Thr

Description of Artificial

Val

Asn

Asp

40

Ala

Lys

Tyr

Leu

Lys
585

555

Glu Cys
570

Ala Tyr

Phe

Gln

Pro Asp Ala Cys

Cys

Ile Phe

Glu
620

560

Pro Val Ser Glu

575

Lys Leu Cys Tyr

590

Thr Ala Cys Asp

605

Gln

Sequence: Synthetic

Leu

Ser

25

Ser

Glu

Ala

Phe

Lys vVal Pro Ser

10

Phe Vval

Asp Met

Lys Leu

Pro Glu
75

His Leu
90

248

Asn

Asp

Gln

60

Ala

His

Trp

Pro

45

Arg

Leu

Val

Asp

Val

30

Asn

Glu

Phe

Leu

Leu

15

Ala

Leu

Phe

Phe

Ile
95

Asp

Glu

Ile

Leu

Val

80

Glu



Thr

Lys

Pro

Asn

145

Thr

Ser

Leu

Pro

Met

225

Gln

Ser

Ile

Pro

Asn

Ile

Glu

Asn

130

Lys

Gln

Ala

Thr

Asn

210

Glu

Trp

Asn

Met

Pro

290

Gly

Gly

Lys

115

Trp

Val

Pro

Cys

His

195

Ser

Leu

Ile

Ser

Ser

275

Glu

Tyr

Val

100

Leu

Phe

Val

Glu

Leu

180

Val

Asp

Val

Gln

Arg

260

Leu

Asp

Asp

Lys

Val

Ala

Asp

Leu

165

Asn

Ser

Ala

Gly

Glu

245

Ser

Thr

Ile

Pro

Ser

Thr

Val

Asp

150

Gln

Leu

Gln

Pro

Trp

230

Asp

Gln

Lys

Thr

Gln

Met

Arg

Thr

135

Cys

Trp

Ala

Thr

Val

215

Leu

Gln

Ile

Thr

Lys

295

Tyr

Val

Ile

120

Lys

Tyr

Ala

Glu

Gln

200

Ile

Val

Ala

Lys

Ala

280

Asn

Ala

Val

105

Tyr

Thr

Ile

Trp

Arg

185

Glu

Arg

Asp

Ser

Ala

265

Pro

Arg

Ala

Gly

Arg

Arg

Pro

Thr

170

Lys

Gln

Ser

Arg

Tyr

250

Ala

Asp

Ile

Ser

Arg

Gly

Asn

Asn

155

Asn

Arg

Asn

Lys

Gly

235

Ile

Leu

Tyr

Tyr

Val

249

Tyr

Val

Gly

140

Tyr

Met

Leu

Lys

Thr

220

Ile

Ser

Asp

Leu

Gln

300

Phe

Val

Glu

125

Ala

Leu

Asp

Val

Glu

205

Ser

Thr

Phe

Asn

Val

285

Ile

Leu

Ser

110

Pro

Gly

Leu

Gln

Ala

190

Asn

Ala

Ser

Asn

Ala

270

Gly

Leu

Gly

Gln

Gln

Gly

Pro

Tyr

175

Gln

Gln

Arg

Glu

Ala

255

Ser

Ser

Glu

Trp

Ile

Leu

Gly

Lys

160

Leu

His

Asn

Tyr

Lys

240

Ala

Lys

Asn

Leu

Ala



305

Gln

Thr

Phe

Cys

Lys

385

Val

Ile

Thr

Glu

Glu

465

Ala

Ser

Ala

Lys

Thr

Tyr

Val

370

Val

Asp

Val

Thr

Leu

450

Val

His

Asn

Gln

Lys

Gly

Gly

355

Asp

Val

Gln

Thr

Phe

435

Thr

Lys

Glu

Asp

Pro
515

Phe

Lys

340

Cys

Lys

Glu

Lys

Ser

420

Glu

Arg

Asp

Phe

Ala

500

Thr

Gly

325

Thr

Val

Met

Ser

Cys

405

Asn

His

Arg

Phe

Tyr

485

Asp

Thr

310

Lys

Asn

Asn

Val

Ala

390

Lys

Thr

Gln

Leu

Phe

470

Val

Val

Ser

Arg

Ile

Trp

Ile

375

Lys

Ser

Asn

Gln

Asp

455

Arg

Arg

Ser

Asp

Asn

Ala

Thr

360

Trp

Ala

Ser

Met

Pro

440

His

Trp

Lys

Glu

Ala
520

Thr

Glu

345

Asn

Trp

Ile

Ala

Cys

425

Leu

Asp

Ala

Gly

Pro

505

Glu

Ile

330

Ala

Glu

Glu

Leu

Gln

410

Ala

Gln

Phe

Ser

Gly

490

Lys

Ala

315

Trp

Ile

Asn

Glu

Gly

395

Ile

Val

Asp

Gly

Asp

475

Ala

Arg

Pro

250

Leu

Ala

Phe

Gly

380

Gly

Glu

Ile

Arg

Lys

460

His

Lys

Glu

Ala

Phe

His

Pro

365

Lys

Ser

Pro

Asp

Met

445

Val

Val

Lys

Cys

Asp
525

Gly

Ala

350

Phe

Met

Lys

Thr

Gly

430

Phe

Thr

Thr

Arg

Thr

510

Tyr

Pro

335

Val

Asn

Thr

Val

Pro

415

Asn

Glu

Lys

Asp

Pro

495

Ser

Ala

320

Ala

Pro

Asp

Ala

Arg

400

Val

Ser

Phe

Gln

Val

480

Ala

Leu

Asp



Arg Tyr
530

Phe Pro

545

Phe Thr

Glu Ser

Cys Pro

Ala Cys
610

Gln

Cys

His

Gln

Ile

595

Asp

<210> 590
<211> 624
<212> PRT
<213> Artificial Sequence

<220>

Asn

Lys

Gly

Pro

580

His

Leu

Lys

Thr

Gln

565

Val

His

Ala

Cys

Cys

550

Arg

Ser

Ile

Asn

Ser

535

Glu

Asp

Val

Leu

Val
615

Arg

Arg

Cys

Val

Gly

600

Asp

<223> Description of Artificial
polypeptide

<400> 590
Met Pro Gly Phe Tyr Glu

1

Glu His

Lys Glu

Glu Gln

50

Val Glu

5

Leu Pro Gly Ile

20

Trp Glu Leu Pro

35

Ala Pro Leu Thr

Trp Arg Arg Val

Ile

Ser

Pro

Val

55

Ser

Val

Asn

Asp

40

Ala

Lys

His

Met

Gly

Lys

585

Arg

Leu

Val

Asn

Glu

570

Lys

Ala

Asp

Gly

Gln

555

Cys

Lys

Pro

Asp

Met

540

Ile

Phe

Thr

Glu

Cys
620

Asn

Ser

Pro

Tyr

Ile

605

Val

Sequence: Synthetic

Leu

Ser

25

Ser

Glu

Ala

Lys Val Pro

10

Phe Val Asn

Asp Met Asp

Lys Leu Gln

60

Pro Glu Ala

251

Ser

Trp

Pro

45

Arg

Leu

Leu

Asn

Gly

Gln

590

Ala

Ser

Asp

Val

30

Asn

Glu

Phe

Met

Val

Met

575

Lys

Cys

Glu

Leu

15

Ala

Leu

Phe

Phe

Leu

Cys

560

Ser

Leu

Ser

Gln

Asp

Glu

Ile

Leu

Val



65

Gln

Thr

Lys

Pro

Asn

145

Thr

Ser

Leu

Pro

Met

225

Gln

Ser

Ile

Phe

Ile

Glu

Asn

130

Lys

Gln

Ala

Thr

Asn

210

Glu

Trp

Asn

Met

Glu

Gly

Lys

115

Trp

Val

Pro

Cys

His

195

Ser

Leu

Ile

Ser

Ser
275

Lys

Val

100

Leu

Phe

Val

Glu

Leu

180

Val

Asp

Val

Gln

Arg

260

Leu

Gly

85

Lys

Val

Ala

Asp

Leu

165

Asn

Ser

Ala

Gly

Glu

245

Ser

Thr

70

Glu

Ser

Thr

Val

Asp

150

Gln

Leu

Gln

Pro

Trp

230

Asp

Gln

Lys

Thr

Met

Arg

Thr

135

Cys

Trp

Ala

Thr

Val

215

Leu

Gln

Ile

Thr

Tyr

Val

Ile

120

Lys

Tyr

Ala

Glu

Gln

200

Ile

Val

Ala

Lys

Ala
280

Phe

Val

105

Tyr

Thr

Ile

Trp

Arg

185

Glu

Arg

Asp

Ser

Ala

265

Pro

His

90

Gly

Arg

Arg

Pro

Thr

170

Lys

Gln

Ser

Arg

Tyr

250

Ala

Asp

75

Leu

Arg

Gly

Asn

Asn

155

Asn

Arg

Asn

Lys

Gly

235

Ile

Leu

Tyr

252

His

Tyr

Val

Gly

140

Tyr

Met

Leu

Lys

Thr

220

Ile

Ser

Asp

Leu

Val

Val

Glu

125

Ala

Leu

Asp

Val

Glu

205

Ser

Thr

Phe

Asn

Val
285

Leu

Ser

110

Pro

Gly

Leu

Gln

Ala

190

Asn

Ala

Ser

Asn

Ala

270

Gly

Ile

95

Gln

Gln

Gly

Pro

Tyr

175

Gln

Gln

Arg

Glu

Ala

255

Ser

Ser

80

Glu

Ile

Leu

Gly

Lys

160

Leu

His

Asn

Tyr

Lys

240

Ala

Lys

Asn



Pro

Asn

305

Gln

Thr

Phe

Cys

Lys

385

Val

Ile

Thr

Glu

Glu

465

Ala

Pro

290

Gly

Lys

Thr

Tyr

Val

370

Val

Asp

Val

Thr

Leu

450

Val

His

Glu

Tyr

Lys

Gly

Gly

355

Asp

Val

Gln

Thr

Phe

435

Thr

Lys

Glu

Asp

Asp

Phe

Lys

340

Cys

Lys

Glu

Lys

Ser

420

Glu

Arg

Asp

Phe

Ile

Pro

Gly

325

Thr

Val

Met

Ser

Cys

405

Asn

His

Arg

Phe

Tyr
485

Thr

Gln

310

Lys

Asn

Asn

Val

Ala

390

Lys

Thr

Gln

Leu

Phe

470

Val

Lys

295

Tyr

Arg

Ile

Trp

Ile

375

Lys

Ser

Asn

Gln

Asp

455

Arg

Arg

Asn

Ala

Asn

Ala

Thr

360

Trp

Ala

Ser

Met

Pro

440

His

Trp

Lys

Arg

Ala

Thr

Glu

345

Asn

Trp

Ile

Ala

Cys

425

Leu

Asp

Ala

Gly

Ile

Ser

Ile

330

Ala

Glu

Glu

Leu

Gln

410

Ala

Gln

Phe

Ser

Gly
490

Tyr

Val

315

Trp

Ile

Asn

Glu

Gly

395

Ile

Val

Asp

Gly

Asp

475

Ala

253

Gln

300

Phe

Leu

Ala

Phe

Gly

380

Gly

Glu

Ile

Arg

Lys

460

His

Lys

Ile

Leu

Phe

His

Pro

365

Lys

Ser

Pro

Asp

Met

445

Val

Val

Lys

Leu

Gly

Gly

Ala

350

Phe

Met

Lys

Thr

Gly

430

Phe

Thr

Thr

Arg

Glu

Trp

Pro

335

Val

Asn

Thr

Val

Pro

415

Asn

Lys

Lys

Asp

Pro
495

Leu

Ala

320

Ala

Pro

Asp

Ala

Arg

400

Val

Ser

Phe

Gln

Val

480

Ala



Ser

Ala

Arg

Phe

545

Phe

Glu

Cys

Ala

<210>
<211>
<212>
<213>

Asn

Gln

Tyr

530

Pro

Thr

Ser

Pro

Cys
610

<220>

<223>

Asp

Pro

515

Gln

Cys

His

Gln

Ile

595

Asp

591
623
PRT
Artificial Sequence

Ala

500

Thr

Asn

Lys

Gly

Pro

580

His

Leu

Asp

Thr

Lys

Thr

Gln

565

Val

His

Ala

polypeptide

<400> 591
Met Pro Gly Phe Tyr Glu Ile Val

1

5

Val

Ser

Cys

Cys

550

Arg

Ser

Ile

Asn

Ser

Asp

Ser

535

Glu

Asp

Val

Leu

Val
615

Glu

Ala

520

Arg

Arg

Cys

Val

Gly

600

Asp

Description of Artificial

Glu His Leu Pro Gly Ile Ser Asp

20

Lys Glu Trp Glu Leu Pro Pro Asp

35

40

Pro

505

Glu

His

Met

Gly

Lys

585

Arg

Leu

Lys

Ala

Val

Asn

Glu

570

Lys

Ala

Asp

Arg

Pro

Gly

Gln

555

Cys

Lys

Pro

Asp

Gln

Ala

Met

540

Ile

Phe

Thr

Glu

Cys
620

Cys

Asp

525

Asn

Ser

Pro

Tyr

Ile

605

Val

Sequence: Synthetic

Leu Lys Val Pro Ser

10

Ser Phe Val Ser Trp

25

Ser Asp Met Asp Leu

254

45

Thr

510

Tyr

Leu

Asn

Gly

Gln

590

Ala

Ser

Asp

Ser

Ala

Met

Val

Met

575

Lys

Cys

Glu

Leu
15

Leu

Asp

Leu

Cys

560

Ser

Leu

Ser

Gln

Asp

Val Ala Glu

30

Asn Leu Ile



Glu

Val

65

Gln

Thr

Lys

Pro

Asn

145

Thr

Ser

Leu

Pro

Met

225

Gln

Gln

50

Glu

Phe

Val

Glu

Asn

130

Lys

Gln

Ala

Thr

Asn

210

Glu

Trp

Ala

Trp

Glu

Gly

Lys

115

Trp

Val

Pro

Cys

His

195

Ser

Leu

Ile

Pro

Arg

Lys

Val

100

Leu

Phe

Val

Glu

Leu

180

Val

Asp

Val

Gln

Leu

Arg

Gly

85

Lys

Val

Ala

Asp

Leu

165

Asn

Ser

Ala

Gly

Glu
245

Thr

Val

70

Asp

Ser

Thr

Val

Asp

150

Gln

Leu

Gln

Pro

Trp

230

Asp

Val

55

Ser

Ser

Met

Arg

Thr

135

Cys

Trp

Ala

Thr

Val

215

Leu

Gln

Ala

Lys

Tyr

Val

Ile

120

Lys

Tyr

Ala

Glu

Gln

200

Ile

Val

Ala

Glu

Ala

Phe

Val

105

Tyr

Thr

Ile

Trp

Arg

185

Glu

Arg

Asp

Ser

Lys

Pro

His

90

Gly

Arg

Arg

Pro

Thr

170

Lys

Gln

Ser

Arg

Tyr
250

Leu

Glu

75

Leu

Arg

Gly

Asn

Asn

155

Asn

Arg

Asn

Lys

Gly

235

Ile

255

Gln

60

Ala

His

Tyr

Val

Gly

140

Tyr

Met

Leu

Lys

Thr

220

Ile

Ser

Arg

Leu

Ile

Val

Glu

125

Ala

Leu

Asp

Val

Glu

205

Ser

Thr

Phe

Glu

Phe

Leu

Ser

110

Pro

Gly

Leu

Gln

Ala

190

Asn

Ala

Ser

Asn

Phe

Phe

Val

95

Gln

Gln

Gly

Pro

Tyr

175

Gln

Gln

Arg

Glu

Ala
255

Leu

Val

80

Glu

Ile

Leu

Gly

Lys

160

Ile

His

Asn

Tyr

Lys

240

Ala



Ser

Ile

Pro

Asn

305

Gln

Thr

Phe

Cys

Lys

385

Val

Ile

Thr

Glu

Asn

Met

Pro

290

Gly

Lys

Thr

Tyr

Val

370

Val

Asp

Val

Thr

Leu
450

Ser

Ser

275

Glu

Tyr

Lys

Gly

Gly

355

Asp

Val

Gln

Thr

Phe

435

Thr

Arg

260

Leu

Asp

Asp

Phe

Lys

340

Cys

Lys

Glu

Lys

Ser

420

Glu

Lys

Ser

Thr

Ile

Pro

Gly

325

Thr

Val

Met

Ser

Cys

405

Asn

His

Arg

Gln

Lys

Ser

Gln

310

Lys

Asn

Asn

Val

Ala

390

Lys

Thr

Gln

Leu

Ile

Thr

Ser

295

Tyr

Arg

Ile

Trp

Ile

375

Lys

Ser

Asn

Gln

Glu
455

Lys

Ala

280

Asn

Ala

Asn

Ala

Thr
360

Trp

Ala

Ser

Met

Pro

440

His

Ala

265

Pro

Arg

Ala

Thr

Glu

345

Asn

Trp

Ile

Ala

Cys

425

Leu

Asp

Ala

Asp

Ile

Ser

Ile

330

Ala

Glu

Glu

Leu

Gln

410

Ala

Gln

Phe

Leu

Tyr

Tyr

Val

315

Trp

Ile

Asn

Glu

Gly

395

Ile

Val

Asp

Gly

256

Asp

Leu

Arg

300

Phe

Leu

Ala

Phe

Gly

380

Gly

Asp

Ile

Arg

Lys
460

Asn

Val

285

Ile

Leu

Phe

His

Pro

365

Lys

Ser

Pro

Asp

Met

445

Val

Ala

270

Gly

Leu

Gly

Gly

Ala

350

Phe

Met

Lys

Thr

Gly

430

Phe

Thr

Ser

Gln

Glu

Trp

Pro

335

Val

Asn

Thr

Val

Pro

415

Asn

Lys

Lys

Lys

Asn

Met

Ala

320

Ala

Pro

Asp

Ala

Arg

400

Val

Ser

Phe

Gln



Glu

465

Thr

Pro

Ala

Arg

Phe

545

Phe

Ser

Pro

Cys

<210>
<211>
<212>
<213>

Val

His

Asn

Gln

Tyr

530

Pro

Thr

Gln

Ile

Glu
610

<220>

<223>

Lys

Glu

Asp

Pro

515

Gln

Cys

His

Pro

His

595

Leu

592
610
PRT
Artificial Sequence

Asp

Phe

Ala

500

Ser

Asn

Arg

Gly

Val

580

His

Ala

Phe

Tyr

485

Asp

Thr

Lys

Gln

Val

565

Ser

Ile

Asn

polypeptide

<400> 592
Met Ala Thr Phe Tyr Glu Val Ile Val Arg Val Pro Phe Asp Val Glu

1

5

Phe

470

Val

Ile

Ser

Cys

Cys

550

Met

Val

Met

Val

Arg

Arg

Ser

Asp

Ser

535

Glu

Asp

Val

Gly

Asp
615

Trp

Lys

Glu

Ala

520

Arg

Arg

Cys

Arg

Arg

600

Leu

Ala

Gly

Pro

505

Glu

His

Met

Ala

Lys

585

Ala

Asp

Ser

Gly

490

Lys

Ala

Val

Asn

Glu

570

Arg

Pro

Asp

10

Asp

475

Ala

Arg

Pro

Gly

Gln

555

Cys

Thr

Glu

Cys

257

His

Arg

Ala

Val

Met

540

Asn

Phe

Tyr

Val

Asp
620

Val

Lys

Cys

Asp

525

Asn

Val

Pro

Gln

Ala

605

Met

Description of Artificial Sequence: Synthetic

Thr

Arg

Pro

510

Leu

Asp

Val

Lys

590

Cys

Glu

Glu

Pro

495

Ser

Ala

Met

Ile

Ser

575

Leu

Ser

Gln

15

Val

480

Ala

Val

Asp

Leu

Cys

560

Glu

Cys

Ala



Glu

Gln

Glu

Tyr

65

Phe

Ser

Ala

Asp

Val

145

Glu

Leu

Ser

Asp

His

Ile

Gln

50

Glu

Glu

Gly

Gln

Trp

130

Asp

Leu

Asn

Ser

Pro
210

Leu

Trp

35

Pro

Trp

Lys

Ile

Leu

115

Val

Ser

Gln

Leu

Gln

195

Val

Pro

20

Glu

Gln

Asn

Gly

Ser

100

Val

Ala

Gly

Trp

Glu

180

Arg

Ile

Gly

Leu

Leu

Lys

Ser

85

Ser

Lys

Ile

Tyr

Ala

165

Glu

Ser

Lys

Ile

Pro

Thr

Phe

70

Glu

Met

Val

Thr

Ile

150

Trp

Arg

Gln

Ser

Ser

Pro

Val

55

Ser

Tyr

Val

Val

Lys

135

Pro

Thr

Lys

Glu

Lys
215

Asp

Glu

40

Ala

Lys

Phe

Leu

Phe

120

Val

Ala

Asn

Arg

Ala

200

Thr

Ser

25

Ser

Asp

Gln

His

Gly

105

Gln

Lys

Tyr

Leu

Leu

185

Ala

Ser

Phe Vval

Asp Leu

Arg Ile

Glu Ser

75

Leu His

90

Arg Tyr

Gly Ile

Lys Gly

Leu Leu

155

Asp Glu

170

Val Ala

Ser Gln

Gln Lys

258

Asp

Asn

Arg

60

Lys

Thr

Val

Glu

Gly

140

Pro

Tyr

Gln

Arg

Tyr
220

Trp

Leu

45

Arg

Phe

Leu

Ser

Pro

125

Ala

Lys

Lys

Phe

Glu

205

Met

Val

30

Thr

Val

Phe

Val

Gln

110

Gln

Asn

Val

Leu

Leu

190

Phe

Ala

Thr

Leu

Phe

Val

Glu

95

Ile

Ile

Lys

Gln

Ala

175

Ala

Ser

Leu

Gly

Val

Leu

Gln

80

Thr

Arg

Asn

Val

Pro

160

Ala

Glu

Ala

Val



Asn

225

Glu

Ser

Thr

Ile

Pro

305

Asn

Thr

Val

Met

Ser

385

Cys

Asn

His

Trp

Asn

Gln

Lys

Ser

290

Ala

Lys

Asn

Asn

Leu

370

Ala

Lys

Thr

Gln

Leu

Gln

Ile

Ser

275

Lys

Tyr

Arg

Ile

Trp

355

Ile

Lys

Ser

Asn

Gln

Val

Glu

Lys

260

Ala

Asn

Ala

Asn

Ala

340

Thr

Trp

Ala

Ser

Met

420

Pro

Glu

Ser

245

Ala

Val

Arg

Gly

Thr

325

Glu

Asn

Trp

Ile

Val

405

Cys

Leu

His

230

Tyr

Ala

Asp

Ile

Ser

310

Val

Ala

Glu

Glu

Leu

390

Gln

Val

Glu

Gly

Leu

Leu

Tyr

Trp

295

Ile

Trp

Ile

Asn

Glu

375

Gly

Ile

Val

Asp

Ile

Ser

Asp

Leu

280

Gln

Leu

Leu

Ala

Phe

360

Gly

Gly

Asp

Val

Arg

Thr

Phe

Asn

265

Val

Ile

Tyr

Tyr

His

345

Pro

Lys

Ser

Ser

Asp

425

Met

Ser Glu
235

Asn Ser
250

Ala Thr

Gly Ser

Phe Glu

Gly Trp
315

Gly Pro
330

Thr Val

Phe Asn

Met Thr

Lys Val
395

Thr Pro
410

Gly Asn

Phe Lys
259

Thr

Lys

Ser

Met

300

Cys

Ala

Pro

Asp

Asn

380

Arg

Val

Ser

Phe

Gln

Gly

Ile

Val

285

Asn

Gln

Thr

Phe

Cys

365

Lys

Val

Ile

Thr

Glu

Trp

Asn

Met

270

Pro

Gly

Arg

Thr

Tyr

350

Val

Val

Asp

Val

Thr

430

Leu

Ile

Ser

255

Ser

Glu

Tyr

Ser

Gly

335

Gly

Asp

Val

Gln

Thr

415

Phe

Thr

Gln

240

Arg

Leu

Asp

Asp

Phe

320

Lys

Cys

Lys

Glu

Lys

400

Ser

Glu

Lys



Arg

Phe

465

Lys

Lys

Lys

Val

Tyr

545

Lys

Cys

Glu

Glu

Leu

450

Phe

Val

Arg

Arg

Thr

530

Asp

Cys

His

Lys

Gln
610

435

Pro

Ala

Pro

Pro

Ala

515

Val

Cys

Asp

Asn

Glu
595

<210> 593
<211> 623
<212> PRT
<213> Artificial Sequence

<220>

Pro

Trp

Arg

Leu

500

Arg

Asp

Lys

Glu

Val

580

Asn

Asp

Ala

Glu

485

Gly

Leu

Pro

Cys

Cys

565

Thr

Leu

Phe

Lys

470

Leu

Asp

Ser

Ala

Asp

550

Glu

His

Ser

Gly

455

Val

Ala

Val

Phe

Pro

535

Tyr

Tyr

Cys

Asp

440

Lys

Asn

Gly

Thr

Val

520

Leu

His

Leu

Gln

Phe
600

Ile

Gln

Thr

Asn

505

Pro

Arg

Ala

Asn

Ile

585

Gly

Thr

Val

Lys

490

Thr

Glu

Pro

Gln

Arg

570

Cys

Asp

Lys

Pro

475

Gly

Ser

Thr

Leu

Phe

555

Gly

His

Phe

260

Gln

460

Val

Ala

Tyr

Pro

Asn

540

Asp

Lys

Gly

Asp

445

Glu

Thr

Glu

Lys

Arg

525

Trp

Asn

Asn

Ile

Asp
605

Val

His

Lys

Ser

510

Ser

Asn

Ile

Gly

Pro

590

Ala

Lys

Glu

Ser

495

Leu

Ser

Ser

Ser

Cys

575

Pro

Asn

Asp

Phe

480

Leu

Glu

Asp

Arg

Asn

560

Ile

Trp

Lys



<223> Description of Artificial
polypeptide

<400> 593
Met Pro Gly Phe

1

Glu

Lys

Glu

Val

65

Gln

Thr

Arg

Pro

Asn

145

Thr

Ser

Leu

His

Glu

Gln

50

Gln

Phe

Thr

Asp

Asn

130

Lys

Gln

Ala

Thr

Leu

Trp

35

Ala

Trp

Glu

Gly

Lys

115

Trp

Val

Pro

Cys

His

Pro

20

Glu

Pro

Arg

Lys

Val

100

Leu

Phe

Val

Glu

Leu

180

Val

Tyr

5

Gly

Leu

Leu

Arg

Gly

85

Lys

Val

Ala

Asp

Leu

165

Asn

Ser

Glu

Ile

Pro

Thr

Val

70

Glu

Ser

Gln

Val

Glu

150

Gln

Leu

Gln

Ile

Ser

Pro

Val

55

Ser

Ser

Met

Thr

Thr

135

Cys

Trp

Ala

Thr

Val

Asp

Asp

40

Ala

Lys

Tyr

Val

Ile

120

Lys

Tyr

Ala

Glu

Gln

Sequence: Synthetic

Ile

Ser

25

Ser

Glu

Ala

Phe

Leu

105

Tyr

Thr

Ile

Trp

Arg

185

Glu

Lys

10

Phe

Asp

Lys

Pro

His

90

Gly

Arg

Arg

Pro

Thr

170

Lys

Gln

Val

Val

Met

Leu

Glu

75

Leu

Arg

Gly

Asn

Asn

155

Asn

Arg

Asn

261

Pro

Asn

Asp

Gln

60

Ala

His

Phe

Ile

Gly

140

Tyr

Met

Leu

Lys

Ser

Trp

Leu

45

Arg

Leu

Ile

Leu

Glu

125

Ala

Leu

Glu

Val

Glu

Asp

Val

30

Asn

Asp

Phe

Leu

Ser

110

Pro

Gly

Leu

Glu

Ala

190

Asn

Leu

15

Ala

Leu

Phe

Phe

Val

95

Gln

Thr

Gly

Pro

Tyr

175

His

Leu

Asp

Glu

Ile

Leu

Val

80

Glu

Ile

Leu

Gly

Lys

160

Ile

Asp

Asn



Pro

Met

225

Gln

Ser

Ile

Pro

Asn

305

Gln

Thr

Phe

Cys

Lys

385

Val

Asn

210

Glu

Trp

Asn

Met

Pro

290

Gly

Lys

Thr

Tyr

Val

370

Val

Asp

195

Ser

Leu

Ile

Ser

Ala

275

Ala

Tyr

Arg

Gly

Gly

355

Asp

Val

Gln

Asp

Val

Gln

Arg

260

Leu

Asp

Asp

Phe

Lys

340

Cys

Lys

Glu

Lys

Ala

Gly

Glu

245

Ser

Thr

Ile

Pro

Gly

325

Thr

Val

Met

Ser

Cys
405

Pro

Trp

230

Asp

Gln

Lys

Lys

Ala

310

Lys

Asn

Asn

Val

Ala

390

Lys

Val

215

Leu

Gln

Ile

Ser

Thr

295

Tyr

Arg

Ile

Trp

Ile

375

Lys

Ser

200

Ile

Val

Ala

Lys

Ala

280

Asn

Ala

Asn

Ala

Thr

360

Trp

Ala

Ser

Arg

Asp

Ser

Ala

265

Pro

Arg

Gly

Thr

Glu

345

Asn

Trp

Ile

Ala

Ser

Arg

Tyr

250

Ala

Asp

Ile

Ser

Ile

330

Ala

Glu

Glu

Leu

Gln
410

Lys

Gly

235

Ile

Leu

Tyr

Tyr

Val

315

Trp

Ile

Asn

Glu

Gly

395

Ile

262

Thr

220

Ile

Ser

Asp

Leu

Arg

300

Phe

Leu

Ala

Phe

Gly

380

Gly

Asp

205

Ser

Thr

Phe

Asn

Val

285

Ile

Leu

Phe

His

Pro

365

Lys

Ser

Pro

Ala

Ser

Asn

Ala

270

Gly

Leu

Gly

Gly

Ala

350

Phe

Met

Lys

Thr

Arg

Glu

Ala

255

Gly

Pro

Glu

Trp

Pro

335

Val

Asn

Thr

Val

Pro
415

Tyr

Lys

240

Ala

Lys

Ala

Leu

Ala

320

Ala

Pro

Asp

Ala

Arg

400

Val



Ile

Thr

Glu

Glu

465

Ala

Pro

Ala

Asp

Leu

545

Cys

Ser

Ala

Cys

Val

Thr

Leu

450

Val

His

Asp

Asp

Arg

530

Phe

Phe

Glu

Ile

Asp
610

Thr

Phe

435

Thr

Lys

Glu

Asp

Pro

515

Tyr

Pro

Thr

Ser

His

595

Leu

Ser

420

Glu

Arg

Glu

Phe

Ala

500

Ser

Gln

Cys

His

Gln

580

His

Val

Asn

His

Arg

Phe

Tyr

485

Asp

Thr

Asn

Lys

Gly

565

Pro

Leu

Asn

Thr

Gln

Leu

Phe

470

Val

Lys

Ser

Lys

Thr

550

Thr

Val

Leu

Val

Asn

Gln

Glu

455

Arg

Arg

Ser

Asp

Cys

535

Cys

Arg

Val

Gly

Asp
615

Met

Pro

440

His

Trp

Lys

Glu

Ala

520

Ser

Glu

Asp

Arg

Arg

600

Leu

Cys

425

Leu

Asp

Ala

Gly

Pro

505

Glu

Arg

Arg

Cys

Lys

585

Ala

Asp

Ala

Gln

Phe

Gln

Gly

490

Lys

Gly

His

Met

Ser

570

Arg

Pro

Asp

Val

Asp

Gly

Asp

475

Ala

Arg

Ala

Ala

Asn

555

Glu

Thr

Glu

Cys

263

Ile

Arg

Lys

460

His

Asn

Ala

Pro

Gly

540

Gln

Cys

Tyr

Ile

Val
620

Asp

Met

445

Val

Val

Lys

Cys

Val

525

Met

Asn

Phe

Arg

Ala

605

Ser

Gly

430

Phe

Thr

Thr

Arg

Pro

510

Asp

Leu

Phe

Pro

Lys

590

Cys

Glu

Asn

Lys

Lys

Glu

Pro

495

Ser

Phe

Gln

Asn

Gly

575

Leu

Ser

Gln

Ser

Phe

Gln

Val

480

Ala

Val

Ala

Met

Ile

560

Val

Cys

Ala



<210>
<211>
<212>
<213>

<220>

<223>

594
623
PRT
Artificial Sequence

polypeptide

<400> 594
Met Pro Gly Phe

1

Glu

Lys

Glu

Val

65

Gln

Thr

Arg

Pro

Asn

145

Thr

His

Glu

Gln

50

Gln

Phe

Thr

Glu

Asn

130

Lys

Gln

Leu

Trp

35

Ala

Trp

Glu

Gly

Lys

115

Trp

Val

Pro

Pro

20

Glu

Pro

Arg

Lys

Val

100

Leu

Phe

Val

Glu

Tyr

5

Gly

Leu

Leu

Arg

Gly

85

Lys

Val

Ala

Asp

Leu
165

Glu

Ile

Pro

Thr

Val

70

Glu

Ser

Gln

Val

Glu

150

Gln

Ile

Ser

Pro

Val

55

Ser

Ser

Met

Thr

Thr

135

Cys

Trp

Description of Artificial

Val

Asp

Asp

40

Ala

Lys

Tyr

Val

Ile

120

Lys

Tyr

Ala

Sequence: Synthetic

Ile

Ser

25

Ser

Glu

Ala

Phe

Leu

105

Tyr

Thr

Ile

Trp

Lys

10

Phe

Asp

Lys

Pro

His

90

Gly

Arg

Arg

Pro

Thr
170

Val

Val

Met

Leu

Glu

75

Leu

Arg

Gly

Asn

Asn

155

Asn

264

Pro

Asn

Asp

Gln

60

Ala

His

Phe

Val

Gly

140

Tyr

Met

Ser

Trp

Leu

45

Arg

Leu

Val

Leu

Glu

125

Ala

Leu

Glu

Asp

Val

30

Asn

Asp

Phe

Leu

Ser

110

Pro

Gly

Leu

Glu

Leu

15

Ala

Leu

Phe

Phe

Val

95

Gln

Thr

Gly

Pro

Tyr
175

Asp

Glu

Ile

Leu

Val

80

Glu

Ile

Leu

Gly

Lys

160

Ile



Ser

Leu

Pro

Met

225

Gln

Ser

Ile

Leu

Asn

305

Gln

Thr

Phe

Cys

Ala

Thr

Asn

210

Glu

Trp

Asn

Met

Pro

290

Gly

Lys

Thr

Tyr

Val
370

Cys

His

195

Ser

Leu

Ile

Ser

Ala

275

Ala

Tyr

Lys

Gly

Gly

355

Asp

Leu

180

Val

Asp

Val

Gln

Arg

260

Leu

Asp

Asp

Phe

Lys

340

Cys

Lys

Asn

Ser

Ala

Gly

Glu

245

Ser

Thr

Ile

Pro

Gly

325

Thr

Val

Met

Leu

Gln

Pro

Trp

230

Asp

Gln

Lys

Lys

Ala

310

Lys

Asn

Asn

Val

Ala

Thr

Val

215

Leu

Gln

Ile

Ser

Thr

295

Tyr

Arg

Ile

Trp

Ile
375

Glu

Gln

200

Ile

Val

Ala

Lys

Ala

280

Asn

Ala

Asn

Ala

Thr

360

Trp

Arg

185

Glu

Arg

Asp

Ser

Ala

265

Pro

Arg

Gly

Thr

Glu

345

Asn

Trp

Lys

Gln

Ser

Arg

Tyr

250

Ala

Asp

Ile

Ser

Ile

330

Ala

Glu

Glu

Arg

Asn

Lys

Gly

235

Ile

Leu

Tyr

Tyr

Val

315

Trp

Ile

Asn

Glu

265

Leu

Lys

Thr

220

Ile

Ser

Asp

Leu

Arg

300

Phe

Leu

Ala

Phe

Gly
380

Val

Glu

205

Ser

Thr

Phe

Asn

Val

285

Ile

Leu

Phe

His

Pro

365

Lys

Ala

190

Asn

Ala

Ser

Asn

Ala

270

Gly

Leu

Gly

Gly

Ala

350

Phe

Met

Gln

Leu

Arg

Glu

Ala

255

Gly

Pro

Glu

Trp

Pro

335

Val

Asn

Thr

His

Asn

Tyr

Lys

240

Ala

Lys

Ser

Leu

Ala

320

Ala

Pro

Asp

Ala



Lys

385

Val

Ile

Thr

Glu

Glu

465

Ala

Pro

Ala

Asp

Leu

545

Cys

Ser

Val

Asp

Val

Thr

Leu

450

Val

His

Asp

Asp

Arg

530

Phe

Phe

Glu

Val

Gln

Thr

Phe

435

Thr

Lys

Glu

Asp

Pro

515

Tyr

Pro

Thr

Ser

Glu

Lys

Ser

420

Glu

Arg

Glu

Phe

Ala

500

Ser

Gln

Cys

His

Gln
580

Ser

Cys

405

Asn

His

Arg

Phe

Tyr

485

Asp

Thr

Asn

Lys

Gly

565

Pro

Ala

390

Lys

Thr

Gln

Leu

Phe

470

Val

Ile

Ser

Lys

Thr

550

Val

Val

Lys

Ser

Asn

Gln

Glu

455

Arg

Arg

Ser

Asp

Cys

535

Cys

Arg

Val

Ala

Ser

Met

Pro

440

His

Trp

Lys

Glu

Ala

520

Ser

Glu

Asp

Arg

Ile

Ala

Cys

425

Leu

Asp

Ala

Gly

Pro

505

Glu

Arg

Arg

Cys

Lys
585

Leu

Gln

410

Ala

Gln

Phe

Ser

Gly

490

Lys

Gly

His

Met

Leu

570

Lys

Gly

395

Ile

Val

Asp

Gly

Asp

475

Ala

Arg

Ala

Ala

Asn

555

Glu

Thr

266

Gly

Asp

Ile

Arg

Lys

460

His

Ser

Ala

Pro

Gly

540

Gln

Cys

Tyr

Ser

Pro

Asp

Met

445

Val

Val

Lys

Cys

Val

525

Met

Asn

Phe

Arg

Lys

Thr

Gly

430

Phe

Thr

Thr

Arg

Pro

510

Asp

Ile

Phe

Pro

Lys
590

Val

Pro

415

Asn

Lys

Lys

Glu

Pro

495

Ser

Phe

Gln

Asn

Gly

575

Leu

Arg

400

Val

Ser

Phe

Gln

Val

480

Ala

Val

Ala

Met

Ile

560

Val

Cys



Ala Ile His His Leu Leu Gly Arg Ala Pro Glu Ile Ala Cys Ser Ala

595

600

605

Cys Asp Leu Val Asn Val Asp Leu Asp Asp Cys Val Ser Glu Gln

<210>
<211>
<212>
<213>

610

<220>

<223>

595
625
PRT
Artificial Sequence

polypeptide

<400> 595
Met Pro Gly Phe

1

Glu

Lys

Glu

Val

65

Gln

Thr

Arg

Leu

His

Glu

Gln

50

Gln

Phe

Thr

Glu

Pro
130

Leu

Trp

35

Ala

Trp

Glu

Gly

Lys

115

Asn

Pro

20

Glu

Pro

Arg

Lys

Val

100

Leu

Trp

Tyr

5

Gly

Leu

Leu

Arg

Gly

85

Lys

Gly

Phe

Glu

Ile

Pro

Thr

Val

70

Glu

Ser

Pro

Ala

615

Ile

Ser

Pro

Val

55

Ser

Ser

Met

Asp

Val
135

Description of Artificial

Val

Asp

Asp

40

Ala

Lys

Tyr

Val

His

120

Thr

620

Sequence: Synthetic

Ile

Ser

25

Ser

Glu

Ala

Phe

Leu

105

Leu

Lys

Lys

10

Phe

Asp

Lys

Pro

His

90

Gly

Pro

Asp

Val

Val

Met

Leu

Glu

75

Leu

Arg

Ala

Ala

267

Pro

Asn

Asp

Gln

60

Ala

His

Phe

Gly

Val
140

Ser

Trp

Arg

45

Arg

Leu

Val

Leu

Ser

125

Met

Asp

Val

30

Asn

Asp

Phe

Leu

Ser

110

Ser

Ala

Leu

15

Ala

Leu

Phe

Phe

Val

95

Gln

Pro

Pro

Glu

Ile

Leu

Val

80

Glu

Ile

Thr

Ala



Gly

145

Pro

Tyr

Gln

Leu

Arg

225

Glu

Ala

Gly

Pro

Ala

305

Trp

Pro

Gly

Lys

Ile

His

Asn

210

Tyr

Lys

Ala

Lys

Ser

290

Leu

Ala

Ala

Asn

Thr

Ser

Leu

195

Pro

Met

Gln

Ser

Ile

275

Leu

Asn

Gln

Thr

Lys

Gln

Ala

180

Thr

Asn

Glu

Trp

Asn

260

Met

Pro

Gly

Lys

Thr
340

Val

Pro

165

Cys

His

Ser

Leu

Ile

245

Ser

Ala

Ala

Tyr

Lys

325

Gly

Val

150

Glu

Leu

Val

Asp

Val

230

Gln

Arg

Leu

Asp

Asp

310

Phe

Lys

Asp

Leu

Asn

Ser

Ala

215

Gly

Glu

Ser

Thr

Ile

295

Pro

Gly

Thr

Glu

Gln

Leu

Gln

200

Pro

Trp

Asp

Gln

Lys

280

Thr

Ala

Lys

Asn

Cys

Trp

Ala

185

Thr

Val

Leu

Gln

Ile

265

Ser

Gln

Tyr

Arg

Ile
345

Tyr

Ala

170

Glu

Gln

Ile

Val

Ala

250

Lys

Ala

Asn

Ala

Asn

330

Ala

Ile

155

Trp

Arg

Glu

Arg

Asp

235

Ser

Ala

Pro

Arg

Gly

315

Thr

Glu

268

Pro

Thr

Lys

Gln

Ser

220

Arg

Tyr

Ala

Asp

Ile

300

Ser

Ile

Ala

Asn

Asn

Arg

Asn

205

Lys

Gly

Ile

Leu

Tyr

285

Tyr

Val

Trp

Ile

Tyr

Met

Leu

190

Lys

Thr

Ile

Ser

Asp

270

Leu

Arg

Phe

Leu

Ala
350

Leu

Glu

175

Val

Glu

Ser

Thr

Phe

255

Asn

Val

Ile

Leu

Phe

335

His

Leu

160

Glu

Ala

Asn

Ala

Ser

240

Asn

Ala

Gly

Leu

Gly

320

Gly

Ala



Val

Asn

Thr

385

Val

Pro

Asn

Lys

Lys

465

Glu

Pro

Ser

Phe

Gln

545

Asn

Pro

Asp

370

Ala

Arg

Val

Ser

Phe

450

Gln

Val

Ala

Val

Ala

530

Met

Ile

Phe

355

Cys

Lys

Val

Ile

Thr

435

Glu

Glu

Ala

Pro

Ala

515

Asp

Leu

Cys

Tyr

Val

Val

Asp

Val

420

Thr

Leu

Val

His

Asp

500

Asp

Arg

Phe

Phe

Gly

Asp

Val

Gln

405

Thr

Phe

Thr

Lys

Glu

485

Asp

Pro

Tyr

Pro

Thr

Cys

Lys

Glu

390

Lys

Ser

Glu

Arg

Glu

470

Phe

Ala

Ser

Gln

Cys

550

His

Val

Met

375

Ser

Cys

Asn

His

Arg

455

Phe

Tyr

Asp

Thr

Asn

535

Lys

Gly

Asn

360

Val

Ala

Lys

Thr

Gln

440

Leu

Phe

Val

Lys

Ser

520

Lys

Thr

Val

Trp

Ile

Lys

Ser

Asn

425

Gln

Glu

Arg

Arg

Ser

505

Asp

Cys

Cys

Arg

Thr

Trp

Ala

Ser

410

Met

Pro

His

Trp

Lys

490

Glu

Ala

Ser

Glu

Asp

Asn

Trp

Ile

395

Ala

Cys

Leu

Asp

Ala

475

Gly

Pro

Glu

Arg

Arg

555

Cys

269

Glu

Glu

380

Leu

Gln

Ala

Gln

Phe

460

Ser

Gly

Lys

Gly

His

540

Met

Ser

Asn

365

Glu

Gly

Ile

Val

Asp

445

Gly

Asp

Ala

Arg

Ala

525

Ala

Asn

Glu

Phe

Gly

Gly

Asp

Ile

430

Arg

Lys

His

Ser

Ala

510

Pro

Gly

Gln

Cys

Pro

Lys

Ser

Pro

415

Asp

Met

Val

Val

Lys

495

Cys

Val

Met

Asn

Phe

Phe

Met

Lys

400

Thr

Gly

Phe

Thr

Thr

480

Arg

Pro

Asp

Leu

Phe

560

Pro



565

570 575

Gly Vval Ser Glu Ser Gln Pro Val Val Arg Lys Arg Thr Tyr Arg Lys

580

585 590

Leu Cys Ala Ile His His Leu Leu Gly Arg Ala Pro Glu Ile Ala Cys

595

600 605

Ser Ala Cys Asp Leu Val Asn Val Asp Leu Asp Asp Cys Val Ser Glu
610

Gln
625

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

596
622
PRT

615 620

Artificial Sequence

Description of Artificial Sequence: Synthetic

polypeptide

MOD_RES
(118)..(119)
Any amino acid

MOD_RES
(287)..(287)
Any amino acid

MOD_RES
(541)..(541)
Any amino acid

MOD_RES
(557)..(557)
Any amino acid

MOD_RES
(565)..(565)
Any amino acid

270



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

MOD_RES
(569)..(569)
Any amino acid

MOD_RES
(580)..(580)
Any amino acid

MOD_RES
(588)..(588)
Any amino acid

MOD_RES
(592)..(592)
Any amino acid

596

Met Pro Gly Phe Tyr

1

5

Glu His Leu Pro Gly

20

Lys Glu Trp Glu Leu

35

Glu Gln Ala Pro Leu

50

Val Gln Trp Arg Arg

65

Gln Phe Glu Lys Gly

85

Thr Thr Gly Val Lys

100

Arg Glu Lys Leu Val

115

Glu

Ile

Pro

Thr

Val

70

Glu

Ser

Xaa

Ile

Ser

Pro

Val

55

Ser

Ser

Met

Xaa

Val

Asp

Asp

40

Ala

Lys

Tyr

Val

Ile
120

Ile

Ser

25

Ser

Glu

Ala

Phe

Leu

105

Tyr

Lys

10

Phe

Asp

Lys

Pro

His

90

Gly

Arg

Val

Val

Met

Leu

Glu

75

Leu

Arg

Gly

271

Pro

Asn

Asp

Gln

60

Ala

His

Phe

Ile

Ser

Trp

Arg

45

Arg

Leu

Val

Leu

Glu
125

Asp

Val

30

Asn

Asp

Phe

Leu

Ser

110

Pro

Leu

15

Ala

Leu

Phe

Phe

Val

95

Gln

Thr

Asp

Glu

Ile

Leu

Val

80

Glu

Ile

Leu



Pro

Asn

145

Thr

Ser

Leu

Pro

Met

225

Gln

Ser

Ile

Pro

Asn

305

Gln

Asn

130

Lys

Gln

Ala

Thr

Asn

210

Glu

Trp

Asn

Met

Pro

290

Gly

Lys

Trp

Val

Pro

Cys

His

195

Ser

Leu

Ile

Ser

Ala

275

Glu

Tyr

Lys

Phe

Val

Glu

Leu

180

Val

Asp

Val

Gln

Arg

260

Leu

Asp

Asp

Phe

Ala

Asp

Leu

165

Asn

Ser

Ala

Gly

Glu

245

Ser

Thr

Ile

Pro

Gly
325

Val

Glu

150

Gln

Leu

Gln

Pro

Trp

230

Asp

Gln

Lys

Ser

Ala

310

Lys

Thr

135

Cys

Trp

Ala

Thr

Val

215

Leu

Gln

Ile

Ser

Thr

295

Tyr

Arg

Lys

Tyr

Ala

Glu

Gln

200

Ile

Val

Ala

Lys

Ala

280

Asn

Ala

Asn

Thr

Ile

Trp

Arg

185

Glu

Arg

Asp

Ser

Ala

265

Pro

Arg

Gly

Thr

Arg

Pro

Thr

170

Lys

Gln

Ser

Arg

Tyr

250

Ala

Asp

Ile

Ser

Ile
330

Asn

Asn

155

Asn

Arg

Asn

Lys

Gly

235

Ile

Leu

Tyr

Tyr

Val

315

Trp

272

Gly

140

Tyr

Met

Leu

Lys

Thr

220

Ile

Ser

Asp

Leu

Arg

300

Phe

Leu

Ala

Leu

Glu

Val

Glu

205

Ser

Thr

Phe

Asn

Val

285

Ile

Leu

Phe

Gly

Leu

Glu

Ala

190

Asn

Ala

Ser

Asn

Ala

270

Gly

Leu

Gly

Gly

Gly

Pro

Tyr

175

Gln

Leu

Arg

Glu

Ala

255

Gly

Xaa

Ala

Trp

Pro
335

Gly

Lys

160

Ile

His

Asn

Tyr

Lys

240

Ala

Lys

Ser

Leu

Ala

320

Ala



Thr

Phe

Cys

Lys

385

Val

Ile

Thr

Glu

Glu

465

Ala

Pro

Ala

Arg

Phe

Thr

Tyr

Val

370

Val

Asp

Val

Thr

Leu

450

Val

His

Asp

Asp

Tyr

530

Pro

Gly

Gly

355

Asp

Val

Gln

Thr

Phe

435

Thr

Lys

Glu

Asp

Pro

515

Gln

Cys

Lys

340

Cys

Lys

Glu

Lys

Ser

420

Glu

Arg

Glu

Phe

Ala

500

Ser

Asn

Lys

Thr

Val

Met

Ser

Cys

405

Asn

His

Arg

Phe

Tyr

485

Asp

Thr

Lys

Thr

Asn

Asn

Val

Ala

390

Lys

Thr

Gln

Leu

Phe

470

Val

Lys

Ser

Cys

Cys

Ile

Trp

Ile

375

Ser

Asn

Gln

Glu

455

Arg

Arg

Ser

Asp

Ser

535

Glu

Ala

Thr

360

Trp

Ala

Ser

Met

Pro

440

His

Trp

Lys

Glu

Ala

520

Arg

Arg

Glu

345

Asn

Trp

Ile

Ala

Cys

425

Leu

Asp

Ala

Gly

Pro

505

Glu

His

Met

Ala

Glu

Glu

Leu

Gln

410

Ala

Gln

Phe

Ser

Gly

490

Lys

Ala

Ala

Asn

Ile

Asn

Glu

Gly

395

Ile

Val

Asp

Gly

Asp

475

Ala

Arg

Pro

Gly

Gln

273

Ala

Phe

Gly

380

Gly

Asp

Ile

Arg

Lys

460

His

Lys

Ala

Val

Met

540

Asn

His

Pro

365

Lys

Ser

Pro

Asp

Met

445

Val

Val

Lys

Cys

Asp

525

Xaa

Xaa

Ala

350

Phe

Met

Lys

Thr

Gly

430

Phe

Thr

Thr

Arg

Pro

510

Phe

Gln

Asn

Val

Asn

Thr

Val

Pro

415

Asn

Lys

Glu

Pro

495

Ser

Ala

Met

Ile

Pro

Asp

Ala

Arg

400

Val

Ser

Phe

Gln

Val

480

Ala

Val

Asp

Leu

Cys



545

Phe Thr His

Glu Ser Gln

His
595

Ile His

Leu Val

610

Asp

<210>
<211>
<212>
<213>

597
1530
DNA

<220>
<223>
polyn

<400> 597
atgtccatgg

cgtccgccca
tatgggcacc
ttcacagact

ggccggctcc

ggcctgcccc
ggaatggcceg
cagggcttcc
ctgacctgct
atcccactgt
gcccgctaca

ttcttcctgt

550

Gly Xaa
565

Xaa Val

580

Leu Leu

Asn Val

ucleotide

gggcaccgeg

acatcgtgct
ccagctctac
tctacgtgcc
cggttcggat
tggaggaggt
gcaagtggca
atcgatttct
tccecgeceggce
tggccaacct
tggctttcgce

actatgcctc

Arg Asp Cys Xaa Glu

Gly Arg Ala Pro Glu

600

Asp Leu Asp Asp Cys

615

Artificial Sequence

gtccctcectc
gatctttgcc
cactcccaac
tgtgtctctg
gggcatgtac
gaccgtggcc
ccttggggtg
aggcatcccg
cactccttgc
gtccgtggag
ccatgacctc

tcaccacacc

555

Cys
570

Val Arg Lys Arg Thr Tyr Xaa

585

Val

ctggccctgg
gacgacctcg
ctggaccagc
tgcacaccct
cctggcgtcc
gaagtcctgg
gggcctgagg
tactcccacg
gacggtggct
gcgcageccc
atggccgacg

cactaccctc

274

Ile Ala

Phe Pro Gly

Leu
590

Lys

Cys Ser

605

Ser Glu Gln

620

Description of Artificial Sequence: Synthetic

ctgctggect

gctatgggga
tggcggegsgs
ctagggccgc
tggtgcccag
ctgcccgagg
gggccttect
accagggccc
gtgaccaggg
cctggctgcec
cccagcgceca

agttcagtgg

560

Val Ser
575

Cys Xaa

Ala Cys

ggccgttgcec
cctgggetgc
agggctgegg
cctcctgacc
ctcccggess
ctacctcaca
gcccccccat
ctgccagaac
cctggtcccc
cggactagag
ggatcgcccc

gcagagcttt

60

120

180

240

300

360

420

480

540

600

660

720



gcagagcgtt
gggaccctga
actgcagaca
cggtgtggaa
ccaggtcata
accctggcag
agccccctgc
tacccagacg
ttcacccagg
tctctgactg
tacaacctgc
cttcagctgc
cgggecgagy
tgctgccatt
<210>
<211>

<212>
<213>

598
1653
DNA

<220>
<223>

caggeegegg
tgacagccat
atggacctga
agggaacgac
tcgctccegg
ccctggetgg
tgctgggcac
aggtccgtgg
gctctgccca
ctcatgagcc
tgggeggtst
tcaaggccca
accccgccct

gcccagatcc

polynucleotide

<400> 598
atgccgccac

tgcgtcgecc
ctcatcatcg
tccccaaata
caagcagtgt
cgcctgtacg

cagtacttca

cccggaccgg

tcggatccga
tggatgacct
ttgaccaact
gcgecccgag

acttcaactc

aggagaatgg

gccatttggg
aggggacctg
gaccatgcgt
ctacgagggc
cgtgacccac
ggccccactg
aggcaagagc
ggtttttgct
cagtgatacc
cccgcectgctc
ggeegggecc
gttagacgca
gcagatctgc

ccatgcctga

Artificial Sequence

ccgaggcectt
aacgcaggcc
gcgcccctcec
ggcatcccac
ccgegtttct
ctactggagg

ctatgtgacc

gactccctga
gggctgcttg
atgtcccgag
ggtgtccgag
gagctggcca
cccaatgtca
cctcggcagt
gtgcggactg
actgcagacc
tatgacctgt
accccagagg
gctgtgacct

tgtcatcctg

ctctggctgg
aactcgacca
ctgggctgtt
agcctcctct
ttcctcactg
gtgcacgctg

atgtcggtgg

275

tggagctgga
aagagacgct
gecggetgcetc
agcctgectt
gctccctgga
ccttggatgg
ctctcttctt
gaaagtacaa
ctgcctgcca
ccaaggaccc
tgctgcaagc
tcggccccag

gctgcacccc

Description of Artificial Sequence: Synthetic

gtctggttct
cagatgctct
atggggataa
tccagaatgc
gcaggagacc
gaaacttctc

gaaaagtctt

tgcagctgtg
ggtcatcttc
cggtctcttg
ggccttctgg
cctgctgect
ctttgacctc
ctacccgtcc
ggctcacttc
cgcctccagce
tggtgagaac
cctgaaacag

ccaggtggcc

ccgcccagcect

gagctccgtc
gaacgttctt
gctggtgagg
ctttgcgcag
tgacaccacc
caccatcccc

tcaccctggg

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1530

60

120

180

240

300

360

420



atatcttcta
tcctctgaga
aacctgcttt
agcactgagc
ctggccgttg
ttgtatccct
cctgtggect
atcagtgtgc
tttgcctctg
cttcagctgg
gaacatggag
ttctatgttc
ctcgaccctt
gtggaacttg
cgctgeccccg
cattttcgat
attgcctata
agtttaaaag
gtgtgggttg

gaactgtatt

ggtggagatc

<210>
<211>
<212>
<213>

599
16
DNA

<220>
<223>

accataccga
agtatgaaaa
gccctgtgga
aagccataca
ggtatcataa
tggagaacat
acaacccctg
cgtatggtcc
tgtcatattt
ccaacagcac
aatgggccaa
ctggaaggac
ttgattccgc
tgtctctttt
ttccttcatt
tccgtgactt
gccagtatcc
atataaagat
gcttcaatcc
ttgtggattc

ttttccagtt

oligonucleotide

<400> 599

tgattctccg
cactaagaca
tgtgctggat
gttgttggaa
gccacacatc
caccctggcc
gatggacatc
aattcctgtg
ggatacacag
catcattgca
atacagcaat
ggcttcactt
ctcacagttg
tcccacgctg
tcacgttgag
ggaagaggat
ccggccttca
catgggctat
tgatgaattt
tgacccattg

gttgatgcct

Artificial Sequence

tatagctggt
tgtcgagggc
gttcccgagg
aagatgaaaa
cccttcagat
cccgatcccg
aggcaacggg
gactttcagc
gtcggccgcec
tttacctcgg
tttgatgttg
ccggaggeag
atggagccag
gctggacttg
ctgtgcagag
ccgtacctcc
gacatccctc
tccatacgca
ctagctaact
caggatcaca

tga

276

cttttccacc
cagatggaga
gcaccttgcc
cgtcagccag
accccaagga
aggtccctga
aagacgtcca
ggaaaatccg
tcttgagtgc
atcatgggtg
ctacccatgt
gcgagaagct
gcaggcaatc
caggactgca
aaggcaagaa
ctggtaatcc
agtggaattc
ccatagacta
tttctgacat

atatgtataa

Description of Artificial Sequence: Synthetic

ttatcatcct
actccatgcc
tgacaaacag
tcctttettc
atttcagaag
tggcctaccc
agccttaaac
ccagagctac
tttggacgat
ggctctaggt
tcccctgata
tttcccttac
catggacctt
ggttccacct
ccttctgaag
ccgtgaactg
tgacaagccg
taggtatact

ccatgcaggg

tgattcccaa

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1653



gcgecgectecge tcgctce

<210> 600

<211> 8

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 600
actgaggc

<210> 601

<211> 22

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 601
cgggcgacca aaggtcgccc ga

<210> 602

<211> 10

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 602
cgecececgggceg

<210> 603

<211> 8

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 603
gcctcagt

277

Synthetic

Synthetic

Synthetic

Synthetic

16

22

10



<210> 604

<211> 16

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 604
gagcgagcga gegegc

<210> 605

<211> 31

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 605
gcccgggegt cgggegacct ttggtcgece g

<210> 606

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

oligonucleotide

<400> 606
gcccgggcaa agcccgggcg

278

Synthetic

Synthetic

Synthetic

16

31

20



