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VH NUCLEOTIDE SEQUENCE

1  GAGETGCAGC TETTGGAGTC TGGEGGAGEC TTECTACAGC CTECGGEETIC CCTGAGACTC

e vg 1 1l e 8 gdgdg 1 vag pgg s 1 xr1

61 TCOTETGCAG CCTCTGGATT CACCTTTAGC AGCTATGECCA TGAGCTGGGET CCGCCAGGCT

g ¢ a as g £ t £ s 8 y a msw Vv Ir g a

121 CCRGGEAAGG GECTCEGAGTE GATCTCAGCT ATTAGTGEETA GTGHTGETAG CACATACTAC

P 9 k g1 e wvisga i1s dg =8 9g9g 85 L ¥y ¥

181 CGCAGACTCCG TGAAGGECCE GTTCACCATC TCCAGAGACA ATTCCAAGAA CACGCTGTAT

a ds v kg r £t il 8 rd ns k nt ly

241 CTECAAATGA ACAGCCTEAG AGCCGAGGAC ACGGCCETAT ATTACTETGC GAAAGATGGT

l1 gm nsl raed tav yvvyec a2 kdgyg

303 AGCRAGTEECT GATACGTACC ACACTGETTC GACCCCTGGE GCCAGGECAC CCTGGTCACC

s 8 g wy v phwt 4apw ggg t 1 v t
361 GTCTCCTCA (SEQ ID MO:1)
v 8§ 8 (SEQ ID NO:2)

Fig. 1A

- VH PROTEIN SEQUENCE

(SEQ ID NO:3} (SEQ ID NO:4)

1 EVQLLESGGG LVQPGGSLRL SCAASGFTFS SYAMSWVROA PGKGLEWVSA ISGSGGSTYY

61 ADSVKGRFTY SRDNSKNTLY LOMNSLRAED TAVYYCAKDG SSGWYVPHWF DPWGQGTLVT
121 ¥s8 (SEQ ID NO:2) (SEQ ID NO:5)

Fig. 1B

VL NUCLEOTIDE SEQUENCE

1 AATTTTATGC TEACTCAGCC CCACTCTGTE TCEGAGTCTC CGGGEGAAGAC GGTRACCATC
n fm 1l &t g » hs&v 8 e s pagk t v t i
61 TCCTGECACTC GCAGCAGTEE CAGCATTGCC AGCAACTATG TGCAGTGGTA CCAACAGCGC
5 ¢t r &8 s g s 1 a s ny Vv qgWw Vv gdgrzx
121 CCGEECAGTT CCCCCACCAC TGTCATCTAT GAGGATAACC AGAGACCCIC TEEGCETCCCT
pgsspttv:.yedngrpsgvp
181 GATCGETTCT CTGGCTCCAT CGACAGCTCC TCCAATICTG CCTCCCTCAC CATCTCTGGG
drfsgs:-.dsssngasltisg
241 CTGARGACTG AGGACGAGGC TGACTACTAC TGTCAGTCTT ATGATGGCAG CARATCGOTTIGG
1l ¥t ede adyvy ¢ gs yvdg g8 nrxrw
301 ATETTCGECE GRGGGACCAA GCTGACCETC CTA  (SEQ ID NO:6)
m f g g gt kX 1 t v 1 (8BQ IDNO:7)

Fig. 1C

VE PROTEIN SEQUENCE

{SEQ ID NO:8) {ZEQ ID NO:9)
1 NFMLTQPHSY SESPGKTVTI SCTRESGSIA SNYVOWYQOR PGSSPTTVIY EDNQRESGVE
61 DRFSGSIDSS SNSASLTISE LXTEDEADYY COSYDGSNRW MFGGGTKLTV L (SEQ ID' NO:7)
(SEQ ID NO:10)

Fig. 1D
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VH NUCLEQTIDE SEQUENCE

1 GAGETGCAGC TETTEGAGTC TEGGEGGEAGGC TTEGTACAGC CTGEGGEETC CCTGAGACTC
e vg L 1e g ggygg 1 vag pgg s lxl
§1 TCCTGTECAG COTCTEEATT CACCTTTAGC AGCTATGCCA TEAGCTGEET CCECCAGGCT
‘scaasgftfssyamswvrqa
121 CCAGGGAAGE GEOTEEAGTGE GATCTCAGCT ATTAGTGGTA GTGGTGGETAG CACATACTAC
p gk gl e wvssea 18 g 8 g g 8¢t y Y
181  GCAGACTCCE TEAAGCEGCCE GTTCACCATC TCCAGRGACA ATTCCAAGAA CACGCTGTAT
a d ¢ v kg r £+t i 8 r d ns k nt 1y
941 CTGCAAATGRE ACAGCCTGAG AGCCEAGGAC ACGSGCCGTAT ATTACTETGC GARAGATGET
l1 gm n sl raed tav yyoc akdyg
101 AGCAGTGECT GETACGTACC ACACTGETTC GACCCCTGGE GCCEGGACAC CCTGGTCACT
s s g wyv phw dpw gzrg t 1 vt
361 QTCTCGAGT {SEQ ID NO:102) ’
v s & (SEQ ID NO:103)

Fig. 1E

VH PROTEIN SEQUENCE

(SEQ ID NO:3) (SEQ ID NO:4)

1 EVOLLESGEG LVQPGGSLRL SCAASGFTFS SYAMSWVRQA PGKGLEWVSA ISGSGGSTYY

61 ADSVKGRFTI SRDNSKNTLY LOMNSLRAED TAVYYCAKDG SSGWYVPHWF DPEWGRGTLVT
421 VS5 (SEQ ID NO:103) [SEQ ID NO:5)

Fig. 1F

VL NUCLECTIDE SEQUENCE

1 AATTTTATGC TEACTCAGECC CCACTCTGTG TCEGAGTCTC CGRGGAAGAC GGTAACCATC
n £fm 1 tg phsesv s8e8 pgk t v ti
61 TCCOTCCACTC GCAGCAGTEE CAGCATTGTC AGCRAACTATE TECAGTGGTA CCRACAGCGC
& ¢ t r 8 8 g s i v 58 B Y VW Y qQdgeTr
121  CCGGRCAGTE CCCCCACCAC TGTCATCTAT GAGGATAACC GGAGACCCTC TEGGGTCCCT
p gs& apt tviliy edn rrp s g VD
181 GATCQETTCT CTGGCTCCAT CGACAGCTCC TCCAATACTG CCTCCCTCAC CATCTCTGGG
d r f s gs i ds & s nt as 1l t i s g
241 CTOGACECTE AGGACGAGEC TCEACTACTAC TGTCAGTCTT ATGATGGCAG CAATCGTTGG
1 e a e de adyy ¢ gs v dg 8 nr w
301 ATGTTCGGCE GAGGHACCAA GCTGACCGTC CTAGGT (SEQ ID NO:104)
m £f g g gt k 1 t v 1 g (8EQ ID NO:105)

Fig. 1G

V1. PROTEIN SEQUENCE

{SEQ ID NO:106) {8EQ ID NO:107)
1 NFMLTQPHSY SESPGKTVII SCTRSSGSIV SNYVOWYQQOR PGSAPTIVIY EDNRRPSGVE
61 DRFSGEIDSS SNTASLTISG LEAEDEADYY CQOSYDGSNRW MFGGETKLTV LG (SEQ ID NO:105)
(SEQ ID NO:10)

Fig. TH
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VH NUCLEOTIDE SEQUENCE

1 CGAGETECAGC TGTTGGAGTC TEGGGGAGEC TTGEETACAGC CTEEGGGGETC CCTGAGACTC

e vg 11 e 8 g99gg 1 v g pgg s 1 r 1

61 TCCTGTGCAG CCTCTGGATT CACCTTTAGC AGCTATGCCA TGAGCTGGEGT CCGCCAGECT

s ¢ a8 a s g £t £f &8 8 y a ms w Vv r g a

121 CCAGGGAAGG GGCTGGAGTE GGTCTCAGCT ATTAGTGETA GTGETEGTAG CACATACTAC

g ¥k gl e wvea 18 g 8 gg 8 Lt y vy

181 GCAGACTCCE TGAAGGGCCE GTTCACCATC TCCAGAGACA ATTCCRAGAR CACGCTGTAT

a d s v kg r £t i 8 rd ns k nt 1 vy

241 CTGCAAATGA ACAGCCTGAG AGCCGAGGAC ACGEGCCETAT ATTACTGTEC GAAAGATCAT

l1 gm n gl raed t av v v c a k doh

301 AGCAGTGECT GGTACGTAAT CTCCEGTATG GACGTCTEGG GCCGAGGGAC AATGGTCACC

g 8 g w vy v 1&g gm dv w g r g t m v t
361 GTCTCGAGT (SEQ ID NO:11)
v 8 -8 (SEQ ID WD:12)

Fig. 2A

VH PROTEIN SEQUENCE

(SEQ ID NO:3) (SEQ ID NO:4}

1 EVOLLESGGE LVQPGESLRL SCAASGFTFS SYAMSWVRQA PGKGLEWVSA ISGSGESTYY

61 ADSVKGRFTI SRDNSKNTLY LQMNSLRAED TAVYYCAKDH SSGWYVISGM DVWGRGTMVT
121 VSS (SEQ ID NO:12) {SEQ ID NO:13)

Fig. 2B

VL NUCLEOTIDE SEQUENCE

1 AATTTTATGC TGACTCAGCC CCACTCTGTGE TCGGAGTCTC CGGGGEARGAC GGETAARCCATC
n fm 1 t g phev 8 e s pgk t vt i
61 TCCTGCACCC GCAGCAGTGEG CAGCATTGCC AGCAACTATG TGCAGTGETA CCAGUAGCGEC
s ¢t r a8 8 g8 ia s ny Vv gw Yy g g r
121 CCCGGCAGTT CCCCCACCAC TETGATCTCT GAGGATAACC ABAGACCCTC TGGGGTCCCT
P g s € p £t tviese e dn gzrp 8 g Vv p
181 GATCGGETTCT CTGGECTCCET CGACAGCTCC TCCAACTCICG CCTCCCTCAC CATTTCTGGA
d r £ 8 g s vdss s ns as 1l £t 1 s8g
241 CTGAGGACTG AGGACGACEC TGACTATTAC TGTCAGTCTA ATGATTCCCA CAATGTGGTIT
l1 r t e de advyy ¢ gs ndws dnyv v
301 TTCEGCGEAG GCACCAAGCT GACCGTCCTA GGT (SEQ ID XNO:14)
f 9 g g t k¥ 1 t v 1 g (SEQ ID N0O:15)

Fig. 2C

VL PROTEIN SEQUENCE

{SEQ ID NO:16) (SEQ ID NO:17)
1 NFMLTQPHSV SESPGKTVII SCTRSSGSIA SHNYVOWYQDR PESSPTTVIS EDNQRPSGVE
61 DRFSGSVDSS SNSASLTISG LRTEDEADYY COSNDSDNVYV FGGETKLIVL G (SEQ ID NO:15)
(SEQ ID NO:18)

Fig. 2D
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VH NUCLEOTIDE SEQUENCE

1 GAGETGCACC TETTEGAGTC TGHGGEAGGEC TTGGTACAGC CTGUGEGGTC CCTGAGACTC
e vg L 1e s ggg 1 vg pgyg s 1l zx 1
61 TCCTETGECAG CCOTCTEGATT CACCTTTAGC AGCTATCCCA TGAGCTGEGT CCGCCAGGCT
s ¢ a a s g £ t £ 8 8 ¥y a ms w Vv r g a
121 CCAGGGAAGE GECTGEGEAGTG GETCTCAGCT ATTAGTGGTA GTGETGETAG CACATACTAC
p gk gle wv s a 18g 8 99g 8 t ¥y Y
181 GCAGACTCCGE TEAAGGECCE GTTCACCATC TCCAGAGACA ATCCCAAGAA CACGCTGTAT
a d 8 v kg ¥ £ t i s rd npk nt 1 vy
241 CTECABATGR ACAGCCTGAG AGCCCAGGAC ACGECCETGT ATTACTGTEC GARGGACCTA
1 ¢gm n s raed tav ¥vyc akdl
301 ACAGTCGATE GTCCCTGETA CTACTTTGAC TACTGEGECC AAGGAACCCT GGTCACCGTC
t vg gpw vy £4 vwg ggt 1 vt v
361 TCGAGT (SEQ ID NO:19)
s s (SEQ ID No:20)

Fig. 3A

VH PROTEIN SEQUENCE
(S8EQ ID XNO:3) (SEQ ID NO:4)
1 EVOLLESGGEG LVQPGGSLRL SCAASGFTFS SYAMSWVRQA PGKGLEWVSA ISGSGGSTYY
61 ADSVKGRFTI SRDNPKNTLY LOMNSLRAED TAVYYCAKDL TVEGPWYYFD YWGQGTLVTV
121 S8 (8EQ ID NO:20) (SEQ ID NO:21)

Fig. 3B

VL NUCLEOTIDE SEQUENCE

1 AATTTTATGEC TEACTCAGCC CCACTCIETE TCEEAGTCTC CGGGGARGAC GGTAACCATC
n £fm 1 tg phs v 8 e s pgk © v it i
61 TCOTECACCC GCAGCAGTGGE CAGCATTGTC AGCAACTATG TGCAGTGGTA CCAGCAGCGEC
s ¢t r 8 s gs i v s ny vgqgqw Y q@dg°r
121 CCGGEECAGTE CCCCCACCAC TGTGATCTTT GACGATGACC ARAGACCCTC TEGGGTCCCT
p g s ap¢t tv i f ddd gzrp 8 g Vv Dp
181 GETOEGETTCT CTEECTCCCT CCACAGCTCC TCCAACTCTE CCTCCCICAC CATCTCTGGG
gr f s gs 1 ds s s ns asl t i 8 g
241 CTGCAGACTG AGGACGAGEC TCACTACTAC TGTCAGTCTT ATGATAGCAG CAATGTGGIA
l gt e de adyy ¢ gs yds 8 n v vV
301 TTCEECCEGCE GEACCARAGET CACCGTCCTA GET (SEQ ID WO:22)
f g g gt k v t v 1 g (SEQ ID NO:23)}

Fig. 3C

VL PROTEIN SEQUENCE

{8EQ ID NO:8) (SEQ ID NO:25)
1 NFMLTQPHSV SESPGKTVTI SCTRSSESIV SNYVOWYQQOR PGSAPTTVIF DDDQRPSGVP
61 GCRFSESLDSS SNSASLTISG LOTEDEADYY COSYDSSNVV FGGGTKVIVL G {SEQ ID NO:23)
{SEQ ID NO:26}

Fig. 3D
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VH NUCLEOTIDE SEQUENCE

1 GAGETGCAGC TETTEFAGTC TGGGEGAGGC TTEETACAGC CTEGEGEGETC CCTGAGACTC
e vg 1l 1le 8 g9g9gg L vag pggyg s 1rl
61 TCOTETECAG CCTCTGEATT CACCTTTAGC AGCTATGCCA TGAGCTGGGT CCGCCAGGCT
8 ¢ a a s g £t £ 8 8 vy a w8 w Vv r g a
121 CCAGCGGAAGE GACTCGAGTG GGTCTCAGCT ATTAGTGGTA GTGGTEGETAG CRCATACTAC
P 9k gl e wv g a 1 s g 8 g g s t y vy
181 GCAGACTCCE TEAAGGGECCG GTTCACCATC TCCAGAGACA ATTCCRAGRA CACGCTGTAT
a 4d 8 v kxg r £t i 8 rd ns k nt 1l vy
241 CTECARATGA ACAGCCTGEAG AGCCGAGGAC ACGGCCGTGT ATTACTGTGC GARAAGATGGA
l gm negel raed tt av yvvyc akdg
301 TEEAACGCGEC TGEGEGATGGECT TGAATCCTGEE GGCCGEGGEGLA CCCTIGGTCARC
w na 1 gw 1l e s w g x g t 1 v
351 CGTCTCEAGT (SEQ ID NO:27)
t v 8 8 (SEQ ID N0:28)

Fig. 4A

VH PROTEIN SEQUENCE

(SEQ ID NO:3) (SEQ ID NO:4)
1 EVQLLESGGEG LVQPGGESLRL SCAASGFTFS SYAMSWVRQA PGKGLEWVSA ISGSGGSTYY
61 ADSVKGRFTI SRDNSXNTLY LOMNSLRAED TAVYYCAKDG WNALGWLESW GRGTLVIVSS (SEQ
ID NO:28) (SEQ ID NO:29)

Fig. 4B

VL NUCLEQTIDE SEQUENCE

1 AATTTTATGC TGACTCAGCC CCACTCTATE TCGGAGTCTC CGGGGAGGAC GATAACCATC
n fm 1 t g ph e v 8 e s pgr t i t i
61 TCCTECACCC GCAGTGEGTEE CAGCATTGEC AGCTACTATG TECAGTGGETA CCAGCAGCGC
s ¢t r s g g s i g 8 yv Yy VvV daw ¥ dgzx
121 CCGGEGCACTG CCCCCACCAC TGTGATCTAT GACGATAAAA AAAGACCCIC TGGGGTCCCT
p g t a p t t v iy d d %k k rp 8 g v p
181 CGATCEETTCT CTGEOTCCAT CGACAGCTCC TCCAACTCTE CCTCCCTCAC CATCTCTGGA
d r £f s g g 1 d=g 8 8 ns as l tis g
241 CTGAAGACTE AGCACGAGEC TEACTACTAT TOTCAGTCTT ATGATAGCAA CAATCTTCEIC
l1 k&t e de adyy © gs ¥ ds nnl v
301 CTITTCECCE GAGGGACCAR GETCACCGTC CTAGGT (SEQ ID NO:30)
v f g ggt k v t v 1 g {(SEQ ID NO:31)}

Fig. 4C
VL PROTEIN SEQUENCE

(SEQ ID NO:32) (SEQ ID NO:33)
1 NEMLTQPHSV SESPGRTITI SCTRSCGESIC SYYVOWYQOR PGTAPTTVIY DDKKRESGVP
61 DRFSGSIDSS SNSASLTISE LEKTEDWADYY COSYDSNNIV VFGGGTKVIV LG (SEQ ID NO:31)
(SEQ ID MO:34)

Fig. 4D
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VH NUCLEOTIDE SEQUENCE

1 GAGETGECAGC TETTGEAGTC TGGGGEGAGGC TTCGTACAGC CTGREGECTC CCTGAGACTC
e vg L 1l e 8 g9g9 1l vg pgg gl rl
61 TCCTETECAG CCTCTGGATT CACCTTTAGC AGCTATGCCR TEAGCTEGGET CCGCCAGGCLT
g ¢ a asg £t f s 8 y a msw Vv ¥ g a
121 CCAGGGAAGE GECTEGAGTE GETCTCAGCT ATTAGTECGTA GTGETGGTAG CACATACTAC
P gk gl e wvega i s g =8 gg st vy vy
181 GCAGACTCCE TGAAGGECCG GTTCACCATC TCCAGAGACA ATTCCAAGAA CACGCTGTAT
a ds v kg rft i 8 rd ns k nt 1 ¥
241 CTCGCAAATGA ACAGCCTGAG AGCCGAGEAC ACGECCGTAT ATTACTGTGC GAAAGATGEGT
Il gw n s 1 raed tav vy c &k dyg
301 AGCAGTGRCT GGTACGTACC ACACTGETTC GACCCCTEGEG GCAGGGGGEAC AATGETCACC
s 8 g w vy v p hwt dp»p w g r g t mv t
361 GTCTCGAGT (SEQ ID NO:35}
v s & (SEQ ID NO:36)

Fig. 5A

VH PROTEIN SEQUENCE

(SEQ ID NO:3) (SEQ ID NO:4)

1 EVQLLESGGG LVQPGEGSLRL SCAASGFTFS SYAMSWVRQA PGKGLEWVSA ISGSGESTYY

61 ADSVEKGRETI SRDNSKNTLY LOMNSLRAED TAVYYCAKDG SSGWYVPHWE DPWGRGTMVT
121 vSS (SHQ ID NO:36) (5EQ ID NO:5)

Fig. 5B

VL NUCLEOTIDE SEQUENCE

1 AATTTTATGC TGACTCAGCC CCACTCTETE TCGGAGTCTC CCGGGAAGAC GETAACCATC
n Ff m 1 t g phev 8 e 8 pgk t v t i
61 TCCTGCACCC GCAGCAGTEE CACCATIGCC AGCAACTATE TGCAGTGGTA CCAGCAGCGC
s ¢ £ r 8 8 gt 1 a s ny v gw ¥ ggc¢r
121 CCGGEGCAGTT CCCCCACCAC TOTGATCTAT GAGGATAACC ABAGACCCTIC TGGGGTCCCT
p g 8 8 p t t v iy edun g p § 9V D
181 GATCCETTCT CTGGECTCCAT CGACAGCTCC TCCRACTCTE CCTCCCTCAC CATCTCTGGA
d » £ s gs L ds8s g8 B ns asl t is g
241 CTGAAGACTG AGGACGAGGC TGACTACTAC TGTCAGTCTT ATGATAACAG CRATCATTGG
1 ¥t e de adyy e€gs ydn s n h w
301 GTGETTCGGECE GAGGEACCAR GUTCACCETC CTAGGT (SEQ ID NO:37)
v £f g g gt k v t v 1 g (SEQ ID NO:38)

Fig. 5C

VL PROTEIN SEQUENCE

(SEQ ID NO:38) {SEQ ID NO:17})
1 NFMLTQPHSV SESPGKIVTI SCTRSSGTIA SNYVOWYQOR PGSSPTTVIY EDNQRPSGVP
61 DRFSGSIDSS SNSASLTISG LKTEDEADYY COSYDNSNHW VFGGEETKVIV LG (SEQ ID NMO:38)
. {SEQ ID NO:40)

Fig. 5D
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VH NUCLEOTIDE SEQUENCE
1 GREETGCAGC TETTEGAGTC TGEGEGAGEC TTGGTACAGC CAGGGGGGTC CCTGAAACTC
e vg 1 1e & ggg 1lvg »pgg s 1 k1
61 'TCCTETECAG COTCTGGATT CACCTTTAGC AGCAATGCCA TGAGTTGGGET CCGCCAGGCT
4 ¢ a a s g £t £ 8 2 na megs w VvV Irga
121 CCLAGGGAAGE GECTGEAGTE GETCTCAACT CTTACTGGTA GTGEGTGGETAC CGCATACTAC
p g k gl e wwvisst 1l t g s gg t ayy
181 GCAGACTCCG TGGAGGECCE GTTCAGCATC TCCAGRGACA ATTCCAAGAA CACACTGTAT
a d g8 ve g r £ 8 i g8 rd ns k nt 1l vy
2471 CTGCARATGA ACAGCCOTGAG AGCCGAGGAC ACGGCCGTAT ATTACTGTGC GAAGGGCACS
l gqm n s 1 raed tav yyc akygt
301 CGAACTCGTGE GAGGAGGACT TGACRACTGC GGCCAAGGCA CCCTGGTCAC
e 1 v ggg 1L dnw ggg t 1 v
351 CGTCTCGAGT (SEQ ID NO:41)

t v s B (SEQ ID NO:42)

Fig. 6A

VH PROTEIN SEQUENCE

{SEQ ID NO:43) (SEQ ID NO:44)
1 EVQLLESGEGE LVQPGESLKL SCAASGFTFS SNAMSWVRQA PGKGLEWVST LTGSGCOTAYY
61 ADSVEGRFSI SRDNSKNTLY LOMNSLRAED TAVYYCAKGT ELVGGGLDNW GQGTLVIVSS (SEQ
ID NO:42) (5EQ ID NO:45)

Fig. 6B

VL NUCLEOTIDE SEQUENCE
1 AATTTTATGC TGACTCAGCC CCACTCTCTG TCGGAGTCTC CGGGGEARGAC GGTGACGATC

n fm 1 t g p hos 1l & e s pgk &t vt i
61 TCCTECACCG GCAGCEGAGE CAGCATTECC ACCAACTATE TGCAGTGGTA TCAGCAGCGEC

s ¢t gs g gs i a tny Vvguw ¥ qggTr
121  CCEEECAGTE CCCCCACCAC TGTGATCCAT GAGGATAACC ABAAGACCCTC TGGEGGTCCCT

p gs ap¢t tvih ed=n grp» 8 g Vv p
181 CATCGEGTTCT CTECGCTCCAT CGACGGCTCC TCCAACTCTE CCTCCCTCAC CATCTCTGGA

d » £ E g s i dgs 8 ns awsl t i s g
241 CTGCAGCCTE AGCACGAGGC TGATTACTAC TETCAGTCTIT ATGATAGTGA CAATCATCAT

1 gp e de adyvy e¢qgws yvy ds d=nhh
301 GTGGTATTCGE GCCGAGGEAC CAAGCTGACC GTCCTAGET (SEQ ID NO:46)

v v f gg g t k1 t v 1 g (SEQ ID NO:47)

Fig. 6C
VL PROTEIN SEQUENCE

(SEQ ID NO:48) {SEQ ID NO:17)
1 NFMLTQPHSL SESPGKTVTI SCTGSGESIR TNYVOWYQOR PGSAPTTVIH EDNQRPSGVE
61 DRFSESIDGS SNSASLTISG LOPEDEADYY COSYDSDNHH YVFGGGTKLT VLG (SEQ ID NO:47)
{SEQ ID ND:49)

Fig. 6D
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VH NUCLEOTIDE SEQUENCE

1 GAGGTECAGC TETTGEAGTC TEEGGEAGHC TTGETACAGC CTGGGEGETC CCTGAGACTC
e vg 1 L e 8 ggg 1 vg pogg s l1lrl
61 TCCTETGCAE COTCTGGATT CACCTTTAGC AGCTATGCCA TEAGCTEGGET CCGCCAGGCT
g ¢ a a 8 g £ ¢t £f s &8 y a ms w v r g a
121 CCAGCGARGE CECTEGERGTE GETCTCAGCT ATTAGTCETA GTGETGGTAG CACATACTAC
p gk gl e wwvss a 1 8 g 58 9gg 8 L y vy
181 CCAGACTCCE TEAAGRGCCE GTTCACCATC TCCAGAGACE ATTCCAAGAA CACGCTGTAT
a dsgg v kg rr £t i s r d ns k nt 1 vy
241 CTECAAATGA ACAGCCTGAG AGCCEAGGAC ACGGCCGETET ATTACTGETEC GAAAGATGEGA
I gm nel raed tav yye akidyg
301 TGEEAACGCEC TEGEGATGGCT TGAATCCTGE GGCAAGGGGA CAATGGTCAC
w na 1 gw 1 e s w g kg t m v
351 CGETCTCGAGT (SEQ ID MO:50})
t v & 8 {SEQ ID NO:51)

Fig. 7A

VH PROTEIN SEQUENCE

{SEQ ID NO:3) {SEQ ID NO:4)
1 EVQLIESGGG LVQPGGSLEL SCAASGFTFS SYAMSWVRQA PGRKGLEWVSA ISGSCGSTYY
61 ADSVKGRFTI SRDNSKNTLY LOMNSLRAED TAVYYCAKDG WNALGWLESW GKATMVTIVSS (SEQ
ID NO:51) . (SEQ ID XN0:29)

Fig. 7B

VL NUCLEOTIDE SEQUENCE

1 AATTTTATGC TEACTCAGCC CCACTCTATE TCGGAGTICTC CGGGGAAGAC GOQTAACCATC
n fm 1 t g phs v 8 e s pglk t v t i
61 TCCTCECACCE GCAGCAGTGG CAGCATTECC AGCAACTATGE TECAGTGGTA CCAGCAGCGC
s ¢t gs s g8 i a s ny v.qw ¥y ggrzT
121 CCGEGCAGTE CCCCCACCAC TGTGATCTAT GAGGATAACC AAAGACCCTC TGGEGTCCCT
g & a pt t v iy e dn gzxrp 8 gV Pp
181 GATCEETTCT CTGECTCCAT CGACAGCTCC TCCAACTCTGE CCTCCCTCAC CATCTCTGUA
d r £ 58 g i a8 8 &8 8 ns8 a s 1 t i s g
241 CTGAAGACTG AGGACGAGGC TEACTACTAC TETCAGTCTT ATGATAGCAG CAATCAAGAG
1 ¥t e de adyy ¢ gs y d s 8 n g e
301 GTEETATTCG GCGRAGEGAC CAAGCTGACC GTCCTAGGT (SEQ ID NO:53)
vv £ ggg t k 1 t v 1 g (SEQ ID NO:54)

Fig. 7C

VL PROTEIN SEQUENCE

(SEQ ID NO:55) [SEQ ID NO:17)
1  NFMLTQPHSV SESPGKTVTI SCTESSESIA SNYVOWYOQR PESAPTIVIY EDNQRPSGVE
61 DRFSGSIDSS SNSASLTISG LKTEDEADYY CQSYDSSNQE VVFGGGTKLT VLG {SEQ ID
NC:54) {SEQ ID NO:56)

Fig. 7D

SUBSTITUTE SHEET (RULE 26)
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VH NUCLEOTIDE SEQUENCE

1 GAGGTGCAGC TETTEGAGCTC TGECEGEGAGEC TTGEETACAGC CTGGGEEGTC CCTGAGACTC

e vg 1 1Le 8 ggg I va paga s 1 x 1

61 TCCTGTGCAG CCTCTGGATT CACCTTTAGC AGCTATECCA TGAGCTEGGT CCGCCAGGCT

s ¢ca a 8 g £t £ s 8 y a ms w v r g a

121 CCAGGEARGE GECTCEGAGTGE GETCTCAGCT ATTAGTEGTA GTGGTGGTAG CACATACTAC

p g k gl e wv e a 18 g 8 gg 5 t y ¥

191 GCAGACTCCG TGAAGGECCE GTTCACCATC TCCAGAGACA ATTCCAAGAR CACGCTGTAT

a d s v kg riftdidl s rd ns k nt 1y

241 CTECAALTCGL ACAGCCTCAG AGCCGAGGAC ACGGCCGTAT ATTACTGTGC GAARGATGET

1 gm n 8l raed tav yvyc akdyg

301 AGCAGTEGECT GETACGTACC ACACTGGETTC GACCCCTEGEG GCCAGGGAAC CCTGGTCACC

s s g wy v phwf dpw g¢gg t 1 v t
361 GTCTCGAGT (SEQ ID NO:57)

Fig. 8A

v &8 8 (SEQ ID NQ:58)
VH PROTEIN SEQUENCE

{SEQ ID NO:3) {SEQ ID NO:4)

1 EVQLLESGGE LVQPGESLRL SCAARSGFIFS SYAMSWVRQA PGKCLEWVSA I1SGSGESTYY

61 ADSVKGRFTT SRDNSKNTLY LOMNSLRAED TAVYYCAKDG SSGWYVPHWF DFWGQGILVT
i21 V8S (SEQ ID ND:58) (SEQ ID HO:5)

Fig. 8B

VL NUCLEOTIDE SEQUENCE

1 AATTTTATEC TEACTCAGCC CCACTCTGTG TCGGAGTCTC CGGGGAAGAC GGTTACCATC
n £fm 1 t g phev s es pgk t vt i
61 TCCTGCACCC GCAGCAGTGE CAGCATTGTC AGCAACTATE TACAGTGGTA CCAGCAGCGC
& ¢« £t r 8 8§ g =& i v 8 ny Vv gw Y ¢ dgr
121 CCECEECAGTT CCCCCACCAC TGTGATCTAT CAGGATAACC AAAGACCCTC TGEGGTCCCT
g s s p t t v iy e d&dm=n gqgrp 8 g VD
181 GATCEETTOT CTERCTCCAT CGACAGCTCC TCCAACTCTG CCTCCCTCAC CATCTCTGGA
d r f s gs i1 dsg s s ns as 1l t i2=s g
241 CTGRAAGACTG AGEACGAGEC TEACTACTAC TETCAGTCTT ATGATAGCAA CAATTTTTGG
1 ¥kt e de adyy ¢cdgs yds nan £ w
301 GTCTTCCECE GAGGEGACCAN GCTGACCGTC CTAGGT (SEQ ID NO:59)
v f g g g t k L t v 1 g (SEQIDNO:60)

Fig. 8C

VL PROTEIN SEQUENCE

(SEQ ID XN0:8) (SEQ ID NO:17)
1 NFMLTOPHSV SESPGRTVTI SCTRSSGSIV SNYVOWYQQR PGSSPTTVIY EDNQRPSGVP
61 DRFSESIDSS SNSASLTISG LKTEDEADYY CQSYDSNNFW VFGGGETKLTV LG (SEQ ID
NO:60)

(SEQ ID NO:61)

Fig. 8D
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VH NUCLEOTIDE SEQUENCE

1 GAGEIGCAGC TCTTGEAGTC TGGGGGAGEC TTGETACAGC CTGGGGEETC CCTGAGACTC
e v.g 1 1 e s ggg 1 vg pgg s 171l
61 TCCTETECAG CCTCTGGATT CACCTITAGC AGCTATGCCR TGAGCTEGET CCGCCARGGECT
s ¢ca a g g £t f s s ya mse w v r g a
121 CCAGGGAAGE GGCTGEAGTG GETCTCAGCT ATTAGTGOTA GTEGTGETAG CACATACTAC
p ¢ k gl e w v s a 1 s g s gg 8 t v ¥
181 GCAGACTCCE TEAAGGECCG GTTCACCATC TCCAGAGACA ATTCCAAGAA CACGCTGTAT
a ds vkg r £ ti s rd ns k nt 1y
241 CTECAAATGA ACUAGCCTGAG AGCCGAGEAC ACGGCCGTGT ATTACTGTGT GAAAAGGTCC
1l gm n 81l raed t av v yvceo v kr s
301 TTTEATAGTE GTGGETCCTT TCGAGTACTGE GGCCAGGGGA CAATGGTICAC
Ed 8 g g8 £ e y w g g g &t m Vv
351 CGTCTCGEAGT (SEQ ID NO:62)
t v 8 8 (SEQ ID NO:63)

Fig. 9A

VH PROTEEN SEQUENCE

(SEQ ID NO:3) {SEQ ID NO:4)
1 EVOLLESGCGE LVQPGESLRL SCRASGFTFS SYAMSWVRQR FPGKGLEWVSA ISGSOGSTYY
61 ADSVEGRFTI SRDNSKNTLY LOMNSLRAED TAVYYCVXRS FDSCEGSFEYW GQETMVTIVSS (SEQ
ID NO:63) (SEQ ID NC:64)

Fig. 9B

VL NUCLEOTIDE SEQUENCE

1 AATTTTATGC TGACTCAGCC CCACTCTGIG TCAEGAGTCTIC CCGGGRAGAC GGTCACCATIC
n £f m 1 t g p hos v s e 8 p gk t v t i
61 TCCTGCACCC GCAGCAGTGE CTACATTGCC AGCTCCTATG TGCAGTGGTA CCAGCAGCGC
s ¢ t r s 8 gy ia B8 8 v Vv dWw ¥ ¢ dc¢r
121 CCGGGECAGTT CCCCCACCAC TGTAATCTTT GAGGATGACC GGAGACCCTC TGGGETCCCT
D g s g p t t vi £ e 4 d r rp S5 g Vv p
181 GATCGGTTCT CTGECTCCAT CGACGECTCC TCCAACTCTIG CCTCCCTCAC CATCTCTGGA
d r £ 8 g8 i dgs s ns as 1l & i8¢
241 CTGRGGEACTGE ACGACGAGGEC TGACTACTAC TGTCAGTCIT ATGATGACAC CACTCCCTGG
1 rt e de adyy ¢ gs yvydd & t p w
301 GIGTTCGGCE CGAGEGACCAA GCTGACCGTC CTAGGT (SEQ ID MQ:65)
v £ g gg t k 1 t v 1 g (SEQ ID NO:86)

Fig.9C -

VL PROTEIN SEQUENCE

(SEQ ID N0:8) {SEQ ID NO:25)
1 NEFMLTOPHSV SESPEGKTVTI SCTRSSGYIA SSYVOWYOQR PGSSPTTVIF EDDRRPSGVE
61 DRFSGSIDGES SNSASLTISG LRTEDEADYY COSYDDTTEW VFCGETKLTV LG {SEQ ID NO:66)
(SEQ ID NO:26)

Fig. 9D
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VH NUCLEOTIDE SEQUENCE

GAGGTCCAGC TGTTGEGAGTC
e Vv 1 1 e
TCCTGTECAG CCTCTGGATT
§ ¢ a a 8 g
CCAGGCGAAGE GGCTGGAGTIG
P g k gl e
GCAGACTCCG TGAAGGECCG
a d 8 v k g
CTGCAAATGA ACAGCCTGAG

TGECEEAGEC TTGCTACAGC CTGEEEGEETC CCTGAGACTC
s gg9 1vg pgg s 11l
CACCTTTAGC AGCTATGCCA TGAGCTGGGET CCGCCAGGCT
ft£f s 8 v a ms w v r g a
GATCTCAGCT ATTAGTEGTA GTCETCETAG CACATACTAC
w v 8 a 1 8 g 88 g g 8 t v ¥
GTTCACCATC TCCACGAGACA ATTCCAAGAA CACEGCTGTAT
r £t i s rd ns k nt 1 vy
AGCCGAGGAC ACGGCCETET ATTACTGTGC GAGAGTCGGC

1l gm n s 1 rawed t a v
AGCTUEGTACT 'TGGRAGATTT
s wy 1 e d
CGTCTCEAGT (SEQ ID NO:

t v g s (8EQ ID NO:

f da i w
€7}
68)

Fig. 10A

VH PROTEIN SEQUENCE
{SEQ ID WO:3)

g r g

TGATATCTGE GGECCGGGGEGA CAATGGTCAC

Yy ¥y ¢ a ¥ v g
t m v
(SEQ ID ND:4)}

1 EVQOLLESGEE LVQPGGSLRL SCAASGFTFS SYAMSWVRQA PGKGLEWVSA ISGSGGSTITY
61 ADSVKGRFTI SRONSKNILY LOMNSLRAED TAVYYCARVG SWYLEDFDIW GRGIMVIVSS (SEQ

ID NO: 68}
Fig. 10B
VL NUCLEOTIDE SEQUENCE
1 AATTTTATCC TGACTCAGCC CCACTCTETGE TCGGAGTCTC
n fm 1 t g« p h s v 8 e 8
61 TCCTGCACCC GCAGCAGTGE CAGCATTGCC AGCARACTATG
s ¢t r s s g 8 i a 8 n ¥y
121 CCGGGCAGIT CACCCACCAC TGTGATCTAT GAGGATAACC
p g s 8 p t t v iy e d n
181 GCTCGETTCT CTGGCTCCAT CGACAGCTCC TCCAACTCTG
ar £ 8 g8 1 d s 8 8 n s
241 CTCGAGACTGC ACGACGAGGC TGACTACTAC TGETCAGTCTT
L et d d e a d vy ¢ g s
301 GETETGETAT TCGECCGAGGE GACCAAGCTG ACCETCCTAG
g v v £ gg gt k1 t v 1
Fig. 10C
VL PROTEIN SEQUENCE
{SEQ ID ND:72)

(SEQ ID NO:69)

CEEEGAAGAC GGTTACCATC
P g k t v t i
TTCACTGGTA TCAGCAGCGC
v h w v g g r
GAAGACCCTC TGEGETCCCT
r ¥ p 8 g VvV p
CCTCCCTCAC CATCTCTGGA
a s 1 t i s g
CTGATACCAC CTATCATGGA
s d ¢t t v h g
GT (SEQ ID NO:70}

g (SEQ ID M0:71)

{SEQ ID NO:9)

1 NFMUTQPHSV SESPGKTVTI SCTRSSCGSIA SNYVHWYQOR PGSSPITVIY EDNRRPSGVR
61 ARFSGESIDSS SNSASLTISE LETDDEADYY CQESDTTYHG GVVFGEGTKL TVLE (SEQ ID NO:71)

{S2Q ID NO:73)

Fig. 10D
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VH NUCLEOTIDE SEQUENCE

1 GAGRTECAGC TETTEEAGTC TEHGGEGAGEC TTGGTACAGC CTRGEGEGEETC CCTGRAGACTC
e vg L 1le s ggg 1vg pggyg &1zl
61 TCCTGTCECRG CCTCTGGATT CACCTTTAGC AGCTATGCCA TGAGCTGGET CCGCCAGECT
s ¢ a a s g £ ¢t £ = g y a m s w Vv r ¢ a
121 CCAGGGAARCG GGCTEEAGTE GETCTCAGCT ATTAGTGGTA GTGHETGETAG CACATACTAC
p gk gle wvisa is g s gg 88 t Y Y
181 Q@CAGACTCCG TGAAGGGCCE GTTCACCATC TCCAGAGACA ATTCCAAGAR CACGCTGTAT
a ds v kg z £t i s rd =a s k nt 1l vy
241 CTGCAAATGA ACAGCCTGAG AGCCGAGGAC ACGGCCGTET ATTACTIGTGEC GRAAAGECGET
1 gm n 1 raed tav vy c akgyd
301 AACTACGETGE ATTACTTCGA CTACTTTGAC TACTGEGGCA GAGGCACAAT GGTCACCGTC
nyg d4dvyv £ 4dy £fd ywgyg rgt mv~Ltvw
361 TCGAGT (SEQ ID NO:74)
Fig. TTA

s & (SEQ ID NO:75)
VH PROTEIN SEQUENCE

(SEQ ID NO:3} (SEQ ID NO:4)

1 EVQLLESGEGE LVQPGESLRL SCAASGFTFS SYAMSWURQA PGKGLEWVSA ISGSGGSTYY

61 ADSVKGRFTT SRDNSKNTLY LOMNSLRARD TAVYYCAKGGE NYGDYFDYFD YWGRGTMVTV
121 S8 (SEQ ID NO:75) (SEQ ID NO:76)

Fig. 118

VL NUCLEOTIDE SEQUENCE

1 AATTTTATCC TEACTCAGCC CCACTCTETG TCGGAGTCIC CGGEGAAGAC GETARCCATC
n fm 1 t g » h s v 2 e 8 pgk t v t1i
61 'TCCTGCACCC GCAGCAGTGEE CAGCATTGCC AGCAATTATE TGCAGTGGTA CCAGCAECEC
s ¢t r s s g s i a 8 ny vqguw ¥ gqggr
121 CCEEGECAGTE CCCCCACCAT TGTGATCTAT GAAGATAACC AAAGACCCTC TGGEGTCCCT
p g 8 ap &t 1L viy edmn gzrp 5 g Vv Dp
181 CATCGETTCT CTEGCTCCAT CGACAGCTCC TCCRACTCIG CCTCCCTCAC CATCTCIGGA
hrf s gs ids s snans as 1l t isg
241 CTGAAGACTG AGGACCACGEC TGACTACTAC TETCAGTCTIT ATGAGGGGTIT CGGCGGAGEE
1 ¥ t e de advyy ¢gs v e g £ gagg
301 ACCAAGCTGA CCGTCCTAGE T (SEQ ID NO:77)
t k 1 t v 1 g (SEQ ID NO:78)

Fig. 11C

VL PROTEIN SEQUENCE

(SEQ ID NO:18) {SEQ ID NO:17)
1 NEMLTQPHSYV SESPGKTVTI SCTRESCSIR SMYVOWYQOR PGSAPTIVIY EDNORPSGVPR
61 HRFSGSIDSS SNSASLTISC LKTEDEADYY COSYEGFGGG TRLTVLE (SEQ ID NO:78)
(8EQ ID NO:79)

Fig. 11D
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VH NUCLEOTIDE SEQUENCE

1 GAGCGTECAGC TETTEGAGTC TEGEECAGEC TTGGTACAGC CTGGGGEGETC CCTGAGACTC
e vg 1l 1e s ggg 1vg pgg s 1zl
61 TCOTETECAG COTCTGGATT CACCTITTAGC AGCTATGCCA TGAGCTEGGT CCECCAGGCT
g8 ¢ a as g £ t £ s 8 ¥ a ms w Vv r g a
121 CCRECCGAAGE CGGCTEGAGTC GETCTCAGCT ATTAGTCGETA GTGCTECETAG CACATACTACL
p g k gle wvwesa 1 88g 8 dgg s tyy
181 GCAGACTCCE TGAAMCGGCCE GTTCACTATC TCCAGAGACA ATTCCAAGAA CACGCTGTAT
ads v kg rfti s rd as k ntly
241 CTGCARATGA ACAGCCTGAG AGCCGAGHAC ACGGCCGTET ATTACTGTGC GAAAGATGGA
1 gm n gl raed tav vyc akidyg
301 TCGEAACGCEC TEGGATGECT TERATCCTGE GGCCAGGEGA CAATGGICAC
w na 1 agw 1 e s v g gg t mvVv
351 COTCTCEAGT (SEQ ID NO:80)
t v =8 s (SEQ ID NO:81)

Fig. 12A

VH PROTEIN SEQUENCE

(SEQ TD NO:3) (SEQ ID NO:4)
1 EVOLLESGGEG LVQPCGESIRI SCAASGEFTFS SYAMSWVRQA PGKGLEWVSA ISGBGGSTYY
61 ADSVXCRETI SRDNSKNTLY LOMNSLRAED TAVYYCAKDG WNALGWLESW GQETMVTVSS (SEQ
il NO:81) (SEQ ID NO:29)

Fig. 12B

VL NUCLEOTIDE SEQUENCE

1 AATTTTATGC TGACTCAGCC CCACGCTGTE TCOGAGTCTC CGGGGAAGAC GGTGACCATT
n fr 1 t g p hav 5 e s pgk £t vt i
61 TCCTECACCE GCAGAARATGEE CAACATTGCC AGCAACTAIG TECAGTGETA CCAGCAGCGC
s ¢ £ g zrn gondia & ny Vv ggVw Y g qTr
121  CCCGACAGTE CCCCCACCCT TATAATCTTT GARGATACCC AAAGACCCTC TGGGETCCCT
p d 8 a p t 1 i i £ e dt g r p 8 g v p
181 ACTCGEECTCT CAGECTCCAT CEACACCTCC TCCAATTCTG CCTCCCTCAT CATCTCITCA
t rl s gs i1 4t ¢ s ns as 1 1 i s s
241 TTGAGCACTG ACGCACGAGGC TEATTACTAC TOETCAATCTT CTGATTCCAA CAGGETGCTG
1 rt ede adyy cgs 5 ds nrvl
301 TTCECCEGAC GEGACCAAGGT CACCETCCTA GOT (SEQ ID NO:82)
f gg gt k v t v 1 g (SEQ ID NO:83)

Fig. 12C

VL PROTEIN SEQUENCE

(SEQ ID NO:84) {SEQ ID NO:85)
1 NFMLTQPHAV SESPEKTVTI SCTGRNGNIA SKYVOWYQOR PDSAPTLIIF EDTORPSGVP
61 TRLSGSIDTS SNSASLIISS LRTEDEADYY CQSSDSNRVL FGGGTKVIVL G (SEQ ID NO:83)
{SEQ ID NO:86)

Fig. 12D
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YH NUCLEOTIDE SEQUENCE

1 GAGETECAGC TGTTCGAGTC TEGGEEGAGEC TTEGETACAGC CTGEEGGEGETC CCTEAGACTC
e v g 1 1 e s g gg 1l v g pgg 8 1 1
61 TCCOTETECAG COTCOTGEATT CACCTTTAGC AGCTATGCCA TCAGCTGEGGT CCECCAGGCT
8 ¢ a a & g f t £ s 8 ¥ a m s w v r g a
121 CCAGCGAMGGE GGCTECAGTG GOTCTCAGCT ATTAGTGETA GTGCTGGTAG CACATACTAC
p gk gle wwvisa 18 g 8 9gg9g st y Yy
181 CCAGACTCCE TGAAGGECCG GTTCACCATC TCCAGAGACA ATTCCAAGRA CRCGCTGTAT
ads v kg r £t i 8 rd ns k nt 1y
241 CTGECAAATCGA ACAGCCTGAG AGCCGAGEAC ACGECCETET ATTACTETGC GARAGATITT
1l gm n s 1l raed tav y¥vyc akdi f
301 TGEEETTATTA CCAGTCGEAR TGACTACTGE GGGCGEEGEGEGA CCACGGTCAC
w v ¥+ t 8 g ndyw gzrg t t v
351 CGTCTCEAGT {(SEQ ID NO:87)
£ v 8 3 (BEQ ID NO:88)

Fig. 13A

VH PROTEIN SEQUENCE

{SEQ ID XO:3) {SEQ ID NO:4)

1 EVOLLESGCG LVOPGESIRL SCARSGFTFS SYAMSWVRQA PGKGLEWVSA ISGSGGSTYY

61 ADSVKGRFTI SRDNSKNTLY LOMNSLRAED TAVYYCAKDF WVITSGNDYW GRGTTVIVSS
{SEQ ID NO:B8) (SEQ ID NO:89)

Fig.13B

VL NUCLEOTIDE SEQUENCE

1 AATTTTATEC TGACTCAGCC CCACTCTIGTE TCGEAGTCTC CGGGGAAGAC GGTGACCATC
n fm 1 t g p hev 8 es pgk © vt i
g1 TCCTGCACCC GCAGCAGTEG CAGCATTGCT AGCAATTATG TGCAGTGETR CCAGCAGCGC
& ¢ £t r &8 8 g 8 1 a s ny Vv gqw ¥ qQg?zT
121 CCEGGECAGTT CCCCCACCAC TETEATCITT GAAGATAACC GAAGACCCTC TCGGGTCCCT
P g s & pt t v i f edn r r p s g v D
181 GATCGETTTT CTGGCTCCAT CGACACCTCC TCCAACTCTIG CCTCCCTCAC CATCTCTGGR
d r £ s gs 1 4t e 8 ns as 1l t i s g
241 CTGAAGACTG AGGACGAGGEC TGACTACTAC TGICAGTCTT TTGATAGCAC CAATCITGTG
1 xt e de advyy caogs £ 4ds t 2l v
301 GTETTCEECE GAGCGACCAA GUTGACCETC CTAGGT (SEQ ID NO:980)
v £ g g gt k 1 t v 1 g (5EQ ID NO:91)

Fig. 13C

VL PROTEIN SEQUENCE

(SEQ ID NO:16) {SEQ ID NO:9)
1 NFMLTQPHSV SESPGKTVTI SCTRSSGSIA SNYVOWYOOR PGSSPTTVIF EDNRRPSGVE
61 DRFSGSIDTS SNSASLTISG LKTEDEADYY CQSFDSTNLV VFGGGTKLTV LG (SEQ ID NO:91)
(SEQ ID NO:92)

Fig. 13D

SUBSTITUTE SHEET (RULE 28)



WO 2006/109191 PCT/IB2006/001514

15/24

VH NUCLEOTIDE SEQUENCE

1 CACGETCCAGK TETTGGAGTC TGECEGAGEC TTGGTACAGC CTGEGGEGEGETC CCTGAGACTC
e vg 1 1le s ggg 1vag pgg s 1zx1
61 TCCTETECAS COTCTGGATT CACCTTTAGC AGCTATECCA TGAGCIGGEGET CCGCCAGGCT
g ¢ca a8 g £ £t £ 8 8 y a m s w Vv r g a
121 CCAGGGAAGE CEOTEGAGTE GOTCTCAGCT ATTAGTEGTA GTGETEGTAG CACATACTAC
P g9k gl e wvy s a i s g & g4g s L y Y
181 GQCAGACTCCG TGAAGEGECCGE GTTCACCATC TCCAGAGACA ATTCCAAGAA CACGCTGTAT
a d s v kg v £t i 8 r d ns k =nt 1y
241 CTGCRARATGA ACAGCUTGAG AGCCGAGGAC ACGGCCETGT ATTACTETEC GAAAGATGGA
1l gm n s 1 raed t av y y c a k d g
301 TECAACGCEC TEEEATEGCT TEAATCCTEG GGGRAGGGGA CCACGGTICAC
w n a Ll gw 1 e sw g kg t t ¥
351 CETCTCGAGT (SEQ ID NO:93}
t v s g (SEQ ID NO:94)

Fig. 14A

VH PROTEIN SEQUENCE

{SEQ ID NO:3) (SEQ ID NO:4)
1 EVQLLESGGE LVQPGGSLRL SCRASGFTFS SYAMSWVROA PGRGLEWVSA ISGSAEGSTYY
1 ADSVEGRFTI SRDNSKNTLY LOMNSLRAED TAVYYCAKDG WNALGWLESW GKGTTVIVSS (SEQ
ID NO:54) (SEQ ID NO:29)

Fig. 14B

VL NUCLEGTIDE SEQUENCE

1 AATTTTATGC TGACTCAGCC CCACTCTGIE TCAGRGTCTC CGGGEAAGAC GGTAACCATC
n £fm 1 t g phsv s e s pgk t v t i
61 TCCTECECOE GCAGCAGTGE CAGCATTECC AGCAACTATG TGECAGTGETA CCAGCAGCGC
s ¢ a g 8 8 g s ia e ny Vv gw ¥y gg4gr
121 CCEEECAGTE CCCCCACCGC TGTGATCTAT GAGEATAACC AAAGACCCTC TGGEGGTCCCT
g 8§ ap t a v iy e dn gurp 8 g v p
181 GATCEATTCT CTGECTCCAT CGACAGCTCC TCCAACTCTG CCTCCCTCAC CATCTCTGEGA
d r £ s gse i1 4d4ds s 8 nse as 1l t 158 g
241 CTEAAGACTG AGGACGAGEC TEACTACTAC TGTCAATCTT ACTCTTACAA CARATCAGGTC
l ¥kt & d4de adyy ¢ gs ¥ 8y nngyvV
301 GTETTCEGCE GAGGEACCAA GETCACCGTC CTAGGT (SEQ ID NO:95)
v f g g g t k v t v 1 g (SEQ ID NO:96)

Fig. 14C

VL PROTEIN SEQUENCE

{SEQ ID NO:97) (SEQ ID NO:17)
1 NFMLTOPHSV SESPGKTVTI SCAGSSGSIA SNYVOWYQOR PGSAPTAVIY EDHORPSGVE
61 DRFSGSIDSS SNSASLTISG LKTEDEADYY COSYSYINQV VEFGRGETKVTV LG (SEQ ID NO:96)
(SEQ ID NO:98)}

Fig. 14D
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