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MG (SEQ D NO: 1);

(,(,T( ATAAA{;GCC AA(J AAGG(JL(;G AA(; AT( ‘GC( ‘GTGTA %ﬂoauca&gacgamwtacaa

GMI (SEQ ID NO: 2);

CCTC ATMAG(;LQ %AG ”"\A(J(JGCG(J %A »\G LXTQ(}LLGT(JTA\ Aggaﬁcwaﬁacgagctgtacaa

ﬂttgcﬁogatuggwgceactcmgagtcgawtgma
catgaaa%ttcag clegagggeccagatctaaticaccccaccagtgeaggetgectatcag

GM2 (SEQ ID NO: 3);

CCTCATA; ’XAGGCC A AGAAGGGCGGAAAG! XTCGCCG?GTAAM@M@@ ga»ga%t gtacad
glaaageggccegatcats : ; ; accot:

\Geciggcactocioy ; SRHE
catgcaagett Ldgatgcmgazzzzggcmga Lmaimcumcwﬁgmgg@tmiatmv

GM3 (SEQ ID NO: 4):

CCTCATAAAGGCCAAGAAGGGCGGAAAGATCGC CGTGTA ﬁggaimavauzdgatgawa
gtaaagcgguc gacaaaataatcgegtogatatogcacgcaagtitot ;

i _ 3% :z{.-dttgcttggatcggwgcgaaetagaotsga@c&
gadggul gc,aabum%tﬁ cUagggu,L&gdw&amaﬁ,maucdg’i caggeligeetatcag

GM4 (SEQ ID NO: 5}

CCTCATAAAGGCCAAGAAGGGCGGAAAGATCGCCGTGTA Aggatecaagacgagetgtacaa
Qtaaaﬁdagacgtaatgmmdtcgugtwa‘mggcac@uadgtmtamgggcaccomaatmtwgautauaﬁa‘ GUrecioat
(Geciggcactc olofefttoctiggateggecgegacictagagiogacetgeagg
catgcaagett cdgctgctggdzzzzmcd%icmamaccea,ac:s,avtgu&gjgemuamv

fotete]

Fig. 8
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GM4 2 (SEQ ID NO: 6);

CCTCATAAAGGCCAAGAAGGGC‘GGAM(}ATCGCCGTGT%Ag atccaavacgagctgtagaa
gtaaagaagacgtaatotate ‘ aeiga]
loeto . uﬁgzatcggwgcvactctdgagtugacctgcaﬂz
catgcaagcttcagaaﬁtaaagaagau aatatataatc cga" afatggcacgcaagtitctaccggacaccgtaaatgicegact
acattacgy ek sticeavdacgeooticaads oisteigctiggalcggecgegacicta
gagtegaccigeaggeatgeaageticage gctcg&gggcmvdtaamwccuaecagt caggetgectatcag

GMS (SEQ ID NO: 7):

CCTCATAAAGGCCAAGAAGGGUGGAAAGATCGCCGTGTAAggatcCAAGACGAGC
TGTACAAGTAAAGaagagclaalgtataategestogatatepcacacaaglifciaccegecaccgtaaatgteegacta

cattagdpacecotapcioioaclitigetifecagrargbogticadyitetatpelteltgctiggateggecgegacteta
gaglegaccigeaggeatgeaageticagetgetegagggeccagaictaaticaccecaccagtgeaggetgectateag

GM6 (SEQ ID NO: 8):

QLTC ATAA %GC CAAGA. AGSGLG(; f\A L‘x(x A\TC G( ’ ”GTGTA %ﬂgaﬁccaagacgagctctauaa

ggc{ng&aam,ttua%tgctcvagggwCdgatumatt(:dccwaecagtguaggctgwtdtcav

GMT (SEQ 1D NO: 9

Hmagaaga%t&at *mtdaic gt
leotooctaveaciociogiliccquadcso
aggcatgcaagettcagetgetcgaggace agatcmaﬁc&ccccaccagtgcaggctggcmtcag

GMS (SEQ ID NO: 10);

CCTCATAAAGGCC /‘ﬂGA §;(J;GGCGG *xAAG WCUCCGTGTAA%MLLM gacgagetgtacaa
gtadavam uaai ‘id

uaggbaiﬂgdagcﬁcagctgcmga g%magaﬁctaamaccccaccagtgcaggctgccta&cag

Fig. 8 (Cont.)
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MG2 (SEQ ID NO: 11)

QCTC %,TAA %(JGCCAAGA L\GGGCUGA%,AG ‘{ECGCCGTGTAAgg& Lw&gawageigmcaa

, Uactaa acacatctagagtcUamgcaggcat%a
ageticagetgetegagggeccagatctaaticaccecaccagigeaggetgectateag

MG3 (SEQ ID NO: 12):

CCTC /\T X XAGGC C X X(;A ”XGGGCGG NA XGATC (JCC(JT(JT/\ ngamdag%g&%tvmca

agcttcagcigmgagg,gmugaﬁctaditmicsmccagigedggctgacidtsag

MG4 (SEQ IDNO: 13);

CC T C ’U XA XGGCC XA& \AGG(;CGGA’\ \GAE CGCCGE GM \g%&c{ ‘AGACG XGC

cﬁ‘cmgdgt gamtgmgg at%adg ticage wmga zzmagaictdaitcagwcacmgtgaaggawwatw
GArg (SEQ ID NO: 14):

CCTCATAAAGGC ( AAGAs X(IGGCG{LKAAG \ELGCCG [ (ﬂAAUgathvacgaqu aca
agtasagaagactocy , ;

et -
agtcgacctgcaggcatgcaagcﬁcagctgctcgagggcccagamtaaﬁcaccccacwgtgwmmgccmtmg

YM (SEQ IDNO: 15):

CCTCATAAAGGCCAAGAAGGGCGGAAAGATCGCCGTGTAAggatcCAAGACGAGC
TGTACAAGTAAAGCGGC cgtaatgtiataaceicaataatalgetitoagoototetaccageaacegtaaaatectoall
aacattadgaeaclv e loeciooeictodtEdticdag aresogitcaasiireiotosiatetttactiggatoggecgegactot
agagtegacctgeaggeatgeaageticagetgetegaggeeceagatctaaticaccecaccagtgcaggetgectateag

Fig. 8 (Cont.)
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TheoM (SEQ ID NO: 16);

L( TC %TAAAS(;(L AAGA %GG( GGAA AG %TQ(;LL(JT(JTA A ggaﬁcC AAGACG M;Q

aactaatcOagggcmagatctaattcaccccaucagtgua utgmatcag

Fig. 8 (Cont.)
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