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Figure 9
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METHODS OF TREATING ASTHMA (Attorney Docket No. 36119.143 WO)

SEQID NO: 1
GenBank: NM_006257

human PKC-theta
MSPFLRIGLSNFDCGSCQSCQGEAVNPYCAVLVKEYVESENGQOM

YIQKKPTMYPPWDSTFDAHINKGRVMQIIVKGKNVDLISETTVELYSLAERCRKNNGK
TEIWLELKPQGRMLMNARYFLEMSDTKDMNEFETEGFFALHORRGAIKQAKVHHVKCH
EFTATFFPQPTFCSVCHEFVWGLNKQGYQCRQCNAAIHKKCIDKVIAKCTGSAINSRE
TMFHKERFKIDMPHRFKVYNYKSPTFCEHCGTLLWGLARQGLKCDACGMNVHHRCQTK
VANLCGINQKLMAEALAMIESTQQARCLRDTEQIFREGPVEIGLPCSIKNEARPPCLP
TPGKREPQGISWESPLDEVDKMCHLPEPELNKERPSLQIKLKIEDFILHKMLGKGSFG
KVFLAEFKKTNQFFAIKALKKDVVLMDDDVECTMVEKRVLSLAWEHPFLTHMFCTFQT
KENLFFVMEYLNGGDLMYHIQSCHKFDLSRATFYAAEHLGLQFLHSKGIVYRDLKLD
NILLDKDGHIKIADFGMCKENMLGDAKTNTFCGTPDYIAPEILLGQKYNHSVDWWSFG
VLLYEMLIGQSPFHGQDEEELFHSIRMDNPFYPRWLEKEAKDLLVKLFVREPEKRLGV

RGDIRQHPLFREINWEELERKEIDPPFRPKVKSPFDCSNFDKEFLNEKPRLSFADRAL
INSMDQNMFEFRNFSFMNPGMERLIS

SEQID NO: 3
Human PKC-theta Nucleotide

1 {getegetee agggegeaac catgtegeca titeticgga ttggettgic caactttgac
61 tgcaggtoet gecagtetty tcagggegag getgttaace cttactgige tgtgetegte
121 aaagagtatg tcgaatcaga gaacgggceag atgtatatcc agaaaaagec taccatgtac
181 ccaccclggg acageacttt tgatgeccat atcaacaagg gaagagtcat gecagatcatt
241 gtgaaaggca aaaacgtgga ccteatctet gaaaccaccg tggagcetceta ctecgetgget
301 gagaggtgca ggaagaacaa cgggaagaca gaaatatggt tagagcetgaa acctcaagge
361 cgaatgctaa tgaatgcaag atactticty gaaatgagtg acacaaagga catgaatgaa
421 tttgagacgg aaggctictt tgetttgeat cagegeeggg gtgecatcaa gcaggcaaag
481 gtccaccacg tcaagtgeca cgagticact geecacctict tcccacagec cacattttge
541 tetgtetgee acgagtttgt ctggggectg aacaaacagyg getaccagty cegacaatge
601 aatgcagcaa ttcacaagaa gtgtatigat aaagttatag caaagtgeac aggatcaget
661 atcaatagcc gagaaaccat gttccacaag gagagatica aaattgacat gccacacaga
721 tttaaagtct acaattacaa gagcccgacc tictgtgaac actgtgggac cetgetgtagg
781 ggactggeac ggcaaggact caagtgtgat geatgtggea tgaatgtgea tcatagatge
841 cagacaaagg tygccaacct ttgtggceata aaccagaagce taatggetga agegcetggee
901 atgattgaga geactcaaca ggcetegetge ttaagagata ctgaacagat cttcagagaa
961 ggtecggtty aaattggtet cccatgetee atcaaaaatg aagcaaggec gecatgttta
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1021 ccgacaccgg gaaaaagaga gectcaggge attteetggg agteteegtt ggatgaggtg
1081 gataaaatgt gccatctice agaacctgaa ctgaacaaag aaagaccate tetgcagatt
1141 aaactaaaaa tigaggafit tatcttgeac aaaatgttgy ggaaaggaag ttttggeaag
1201 gtcticetgg cagaattcaa gaaaaccaat caatitticyg caataaagge cttaaagaaa
1261 gatgtgatct tgatggacga tgatgtigag tgcacgatgg tagagaagag agttettice
1321 ttggccetggg ageateegtt totgacgeac atgititgta cattccagac caaggaaaac
1381 ctettttttg tgatggagta cetcaacgga ggggacttaa tgtaccacat ccaaagetge
1441 cacaagttcg accittccag agegacgttt tatgetgetg aaatcattct tggtetgeag

1501 ticcttcatt ccaaaggaat agtctacagg gaccigaage tagataacat ccigttagac
1561 aaagatggac atatcaagat cgcggatitt ggaatgtgea aggagaacat gttaggagat
1621 gccaagacga atacctictg tgggacacct gactacatcg ccccagagat ctigetgggt
1681 cagaaataca accactctgt ggactggtog tecticggag ttetecttta tgaaatgetg
1741 attggtcagt cgectitcea cgggeaggat gaggaggage tettccacte catecgeaty
1801 gacaatccct tttacccacg gtggetggag aaggaagcaa aggacctict ggtgaagetc
1861 ttcgtgcgag aacctgagaa gaggetggge gtgaggggag acatcegeca geaccotttyg
1921 tttcgggaga tcaactggga ggaactigaa cggaaggaga ttgacccace gticeggeey
1981 aaagtgaaat caccatttga ctgcageaat ttcgacaaag aaticttaaa cgagaagecc
2041 cggetgteat tigccgacag ageactgatc aacageatgg accagaatat gttcaggaac
2101 ttttccttea tgaaccecgg gatggagegg ctgatatect gaatettgee cetccagaga
2161 caggaaagaa tttgecttet cootgggaac tggticaaga gacactgett gagttecttt
2221 ttcaacttgg aaaaagaaag aaacacicaa caataaagac tgagaccegt tcgecccceat
2281 gtgactitat ctgtagcaga aaccaagtct acttcactaa tgacgatgec gtgtgtetey
2341 tctectgaca tgictcacag acgetectga agttaggica ttactaacca tagttattta

2401 cttgaaagat gggtctcecge acttggaaag gtttcaagac ttgatactge aataaattat
2461 ggctettcac ctgggegeca actgetgate aacgaaatge ttgttgaatc aggggeaaac
2521 ggagtacaga cglctcaaga cigaaacgge cecatigeot ggtctagtag cggatcteac
2581 tcagecgeag acaagtaate actaacccegt tttatictat cetatetgtyg gatgtataaa
2641 tgetggggge cagecctgga taggttitta tgagaattet ttacaataaa catagettgt
2701 actig//

SEQID NG: 2
NM_008859

Murine PKC-theta amino acid sequence
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MSPFLRIGLSNFDCGTCQACQGEAVNPYCAVLVKEYVESENGQOM
YIQKKPTMYPPWDSTFDAHINKGRVMQIIVKGKNVDLISETTVELYSLAERCRKNNGR
TEIWLELKPQGRMLMNARYFLEMSDTKDMSEFENEGFFALHQRRGAIKQAKVHHVKCH
EFTATFFPQPTFCSVCHEFVWGLNKQGYQCRQCNAAIHKKCIDKVIAKCTGSAINSRE
TMFHKERFKIDMPHRFKVYNYKSPTFCEHCGTLLWGLARQGLKCDACGMNVHH RCQTK
VANLCGINQKLMAEALAMIESTQQARSLRDSEHIFREGPVEIGLPCSTKNETRPPCVP
TPGKREPQGISWDSPLDGSNKSAGPPEPEVSMRRTSLQLKLKIDDFILHKMLGKGSFG
KVFLAEFKRTNQF FAIKALKKDVVLMDDDVECTMVEKRVLSLAWEHPFLTHMFCTFQT
KENLFFVMEYLNGGDLMYHIQSCHKFDLSRATFYAAEVILGLQFLHSKGIVYRDLKLD
NILLDRDGHIKIADFGMCKENMLGDAKTNTFCGTPDYIAPEILLGQKYNHSVDWWSFG
VLVYEML!GQSPFHGQDEEELFHSIRMDNPFYPRWLEREAKDLLVKLFVREPEKRLGV
RGDIRQHPLFREINWEELERKEIDPPFRPKVKSPYDCSNFDKEFLSEKPRLSFADRAL
INSMDQNMFSNFSFINPGMETLICS”

SEQID NO: 4
Murine PXC-theta nucleotide sequence

1 cttgggtcge caggeccgeg cecagteeeeg ccatcegage aacageggeg ctgetetggg

61 accgeggecg cgacaccagg gaacaaccat gtcaccgttt cttcgaateg gtttatccaa
121 ctttgacigt gggacctgee aagcetigtca gggagaggea gigaaccect actgegetgt
181 gcttgicaaa gagtatgtgg aatcagaaaa tgggeagatg tacatccaga aaaagecaac
241 catgtaccea ccttgggaca geaccttiga cgeccacatt aacaagggaa gggtgatgea
301 gatcatcgtg aagggcaaga atgtagacct catctcagaa acaaccgtgg aactctactc
361 cctggeggag agatgeegea agaacaatgg geggacagaa atatggttag agetgaaacce
421 tcaaggecga atgetaatga atgcaagata cttictggaa atgagtgaca caaaggacat
481 gagtgagttt gagaatgaag gatictttge actgcatcag cgccgaggag ccatcaaaca
541 ggccaaagte caccatgtca agtgtcacga gttcacggece acctttttee ctcaaccecac
601 attttgctot gtctgecatg aatttgtetg gggectgaac aageagggtt accagtgecy

661 acagtgtaat geagegatic acaagaaglg cattgataaa gtgatagceca agtgcacagg
721 atccgcaatc aatagccgag aaaccatgtt ccataaggag agattcaaga tcgacatgee
781 acacagattc aaagtctaca actacaagag tccaacctic tgtgageact giggtaccct
841 gcetetggggg ctggcgagge aaggactcaa atgtgatgea tgtggeatga acgtecacca
901 ccgatgecag acaaaggttg ccaatctttg tggtataaac cagaagcetaa tggetgaage
961 actagcgatg attgaaagca cccaacagge tegetectta cgagatteag aacacatett
1021 ccgagaaggc ccagttgaaa ttggictcee atgetccace aaaaacgaaa ccaggecace
1081 atgcgtacca acacctggga aaagagaacc ccagggceatt teotgggatt cecctttgga
1141 tgggtcaaat aaatcggecg gtectectga accegaagty ageatgegea ggacttcact
1201 gcagctgaaa ctgaagateg atgacttcat cctgcacaag atgttgggaa aaggaagttt
1261 tggcaaggte ticctggeag agttcaagag aaccaatcag tttttcgcaa taaaagectt
1321 aaagaaagat gtggtgttga tggatgatga cgtcgagtgt acaatggtgg aaaagagggt

3
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1381 tetgtecttg geatgggage atecatttet aacacacaty ttetgeacat tccagaccaa
1441 ggaaaatctc tttttcgtga tggagtatet caatggagge gacttaatgt accacateca
1501 aagttgccac aaatttgate titccagagce cacgttttat getgetgagg teateettgg

1561 tctgcagtic cticattcca aaggaattgt ctacagggac ctgaagettg ataatatect

1621 gttagacaga gatggacata tcaaaatagc agactitggg atgigeaaag agaacatgcet
1681 aggagatgcyg aagacaaata ctttctgtgg aactcctgac tacattgete cggagatett
1741 gctgggteag aagtacaace attcegtega ctggtggtee ttcggggtge tegtttatga
1801 gatgctgatt ggccagicee cettccacgg gecaggacgag gaggagetgt tecactecat
1861 ccgeatggac aaccecttet accegaggty getcgaaagg gaggccaagyg accttetagt
1921 gaagctittt gtgagagaac ctgagaagag getggoagty agaggagaca tccgeeagea
1881 toctitgttt cgagagatca actgggaaga gettgaaagg aaagagatty acccaccctt
2041 cagaccaaaa gtgaaatcac catatgactg tagcaattic gacaaggaat tcctaagtga
2101 gaaaccceegg ctatcattcg ccgacagage actcatcaac ageatggacce agaacatgtt
2161 cagcaacttt tecttcatta acccagggat ggagactcic atttgetect gaaccteate

2221 tgtctecaga ctggaaggga tttgecttet ctetgggaac tggttcaagt aacacticty

2281 ggggtggagg tetctititc acgltagaga agaaaagaaa cactgcaaag gecagggagga
2341 ctectgagcet cettgtgtga cttgttacet acageacaaa ccacgectac ticactaatg
2401 acatcatecce taatgacatc atcecegtiat atctectgga atctetcaca geageccttg

2461 aagttagatc attattaact ctagtcattt acttgaaaga tggttccega tgetgtgaaa

2521 gattcgaaat gcagtictge tettgeccta gacaacaget getggttgat gatgaaccaa
2581 ggcgeaagtg gaacagattt ctcaagactg gagcagigat cgoctgttat agaagtcaat
2641 tecactcaac cacagagaag gaaccactaa gecacgttga tgtgtgeatg tetgtggaaa
2701 tgtcgatgac agaagggagg gaaaggggaa geictgagcea gattgtaatg ggaagetcte
2761 caataaacat agcatgaaac ttgaaattia caaatctgtt cattctgget agccccaaaa
2821 ttcccaaggce agaggaaagt aaagggceagt gagettagea gagcecctttg tcgecaacag
2881 ggaagggtaa ggatgtcgee tacgtagaac aacttataca cacagaagga aagtataace
2941 aacaagggca gggiggttta cagetgecaa tcaaaccige cetececeect ctgttcteag
3001 ttgatctcte tgtcagegta ggtaggeact cattaccate cteccateat acaagaaata
3061 aaatgcatga ctettclaag ataaagaaaa ceaatcectt atcacgtigt tcccagtgat
3121 tigatggcaa ataagtcect cettaggeat cetgecaagac aacccaacce atgcatgeta
3181 titgcagtag tcagteetgt tgagttagag tectaactat acacaatate gtgegatgtt

3241 tatataigtt gatgagatgt tgtgatgata acgtggatat gtaaaaggga ataaaagaag
3301 aaagaaagat gcc

KKRESFKKSFK (SEQ ID NO: 5)
FARKGSLRQKN (SEQ ID NO: 6)
CAGAATATGTTCAGGAACTTTTCCTTCATGAACCCCG (SEQ ID NO:7)

QNMFRNFSFMNP (SEQ ID NO:8),
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GGAGATGCCAAGACGAATACCTTCTGTGGGACACCT (SEQ ID NO: 9)

GDAKTNTFCGTP (SEQ ID NO:10),

SEQID NO: 11

PKCtheta full length C-terminus HA tagged nt sequence
atgtcgccatttcttcggattggcettgtccaactttgactgegggtectgecagtettgtcagggegaggctgttaacecttact
gtgctgtgctcgtcaaagagtatgtcgaatcagagaacgggeagatgtatatccagaaaaagectaccatgtacceaccetg
ggacagcacttttgatgcecatatcaacaagggaagagicatgcagatcattgtgaaaggceaaaaacgtggaccteatctet
gaaaccaccgtggagcetetactcgetggctgagaggtgcaggaagaacaacgggaagacagaaatatggttagagetga
aaccicaaggecgaatgetaatgaatgeaagatactttctggaaatgagtgacacaaaggacatgaatgaatttgagacgga
aggcttctttgetttgeatcagegecggggtgecatcaageaggeaaaggtccaccacgtcaagtgecacgagticactge
caccticttcccacagceccacattttgetetgtetgecacgagtttgictggggectgaacaaacagggetaccagtgecgac
aatgcaatgcagcaattcacaagaagtgtattgataaagttatagcaaagtgeacaggatcagctatcaatagecgagaaac
catgitccacaaggagagattcaaaattgacatgccacacagatttaaagtctacaattacaagageccgacctictgtgaac
actgtgggaccetgetgtggggactggeacggeaaggactcaagtgtgatgeatgtggcatgaatgtgcateatagatgee
agacaaaggtggccaacctitgtggcataaaccagaagcetaatggctgaagegetggecatgattgagageactcaacag
getegetgettgagagatactgaacagatcttcagagaaggteeggttgaaattggtetcccatgetccatcaaaaatgaage
aaggecgecatgtttaccgacaccgggaaaaagagagectcagggeatttectgggagtcteegttggatgaggtppgata
aaatgtgccatcttccagaacctgaactgaacaaagaaagaccatctetgeagattaaactaaaaattgaggattttatcttge
acaaaatgttggggaaaggaagttitggcaaggicttcetggcagaattcaagaaaaccaatcaatttttcgcaataaaggee
ttaaagaaagatgtggtcttgatggacgatgatgttgagtocacgatggtagagaagagagtictitecttggectgggagea
tcegtttctgacgeacatgttttgtacattccagaccaaggaaaacctettttttgtgatggagtacctcaacggaggggactta
atgtaccacatccaaagetgecacaagitcgacctitccagagegacgttttatgetgetgaaateattettggtctgeagtice
ttcaticcaaaggaatagtctacagggacctgaagctagataacateetgttagacaaagatggacatatcaagatcgeggat
tttggaatgtgcaaggagaacatgttaggagatgecaagacgaataccttetgtgggacacctgactacatcgeeccagag
atcttgetgggtcagaaatacaaccactetgtggactggtggiecticgggattctectttatgaaatgetgattggtcagtege
ctttccacgggceaggatgaggaggagctcttccactccatccgeatggacaatcectittacceacggtggetggagaagg
aagcaaaggacctictggtgaagcetcttcgtgegagaacctgagaagaggetgggcgtgaggggagacatccgecagea
ccctitgtitcgggagatcaactgggaggaacttgaacggaaggagattgacccacegticcggecgaaagtgaaatcace
atttgactgcagcaatttcgacaaagaaticttaaacgagaagccccggetgteatttgecgacagageactgatcaacage
atggaccagaatatgttcaggaacttttcettcatgaacceegggatggageggctgatatectaceccatacgatgttccagat
tacgcttag

SEQID NO: 12

PKCtheta full length C-terminus HA tagged aa sequence
MSPFLRIGLSNFDCGSCQSCQGEAVNPYCAVLVKEYVESENGOMYIQKKPTM
YPPWDSTFDAHINKGRVMQIVKGKNVDLISETTVELYSLAERCRKNNGKTEI
WLELKPQGRMLMNARYFLEMSDTKDMNEFETEGFFALHQRRGAIKQAKVH
HVKCHEFTATFFPQPTFCSVCHEFVWGLNKQGYQCRQCNAAIHKKCIDKVIA
KCTGSAINSRETMFHKERFKIDMPHRFKVYNYKSPTFCEHCGTLLWGLARQG
LKCDACGMNVHHRCQTKVANLCGINQKLMAEALAMIESTQQARCLRDTEQI
FREGPVEIGLPCSIKNEARPPCLPTPGKREPQGISWESPLDEVDKMCHLPEPELN
KERPSLQIKLKIEDFILHKMLGKGSFGKVFLAEFKKTNQFFAIKALKKDVVLM
DDDVECTMVEKRVLSLAWEHPFLTHMFCTFQTKENLFFVMEYLNGGDLMYH
IQSCHKFDLSRATFYAAEILGLQFLHSKGIVYRDLKLDNILLDKDGHIKIADFG
MCKENMLGDAKTNTFCGTPDYIAPEILLGQKYNHSVDWWSFGVLLYEMLIG
QSPFHGQDEEELFHSIRMDNPFYPRWLEKEAKDLLVKLEFVREPEKRLGVRGDI
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RQHPLFREINWEELERKEIDPPFRPK VKSPFDCSNFDKEFLNEKPRLSFADRALI
NSMDQNMFRNESFMNPGMERLISYPYDVPDYA

SEQ ID NO:13;

PKCtheta full length K409W kinase dead C-terminus HA tagged nt sequence
atgtcgecatttcttcggattggettgtecaactttgactgegggtectgecagtetigicaggecgaggetgttaacccttact
gtgctgtgctegtcaaagagtatgtcgaatcagagaacgggeagatgtatatccagaaaaagectaccatgtacccacectg
ggacagcacttttgatgeccatatcaacaagggaagagtcatgcagatcattgtgaaaggcaaaaacgtggacctcatctcet
gaaaccaccgtggagetetactcgetggetgagaggatgcagegaagaacaacgggaagacagaaatatggtiagagetga
aacctcaaggcecgaatgctaatgaatgcaagatactttctggaaatgagtgacacaaaggacatgaatgaatttgagacgga
aggcttctttgetttgecatcagegecggggtgecatcaageaggeaaaggtecaccacgtcaagtgecacgagttcactge
caccttettecccacageccacatttigetetgtetgecacgagtttgtctggggectgaacaaacagggetaccagtgecgac
aatgcaatgcagcaattcacaagaagigtattgataaagttatagcaaagtgcacaggatcagctatcaatagecgagaaac
catgttccacaaggagagattcaaaattgacatgccacacagatttaaagtctacaattacaagageccgaccttctgtgaac
actgtgggaccetgetgtggggactggeacggeaaggactcaagtgtgatgcatgtggeatgaatgtgcatcatagatgee
agacaaaggtggccaacctitgtggcataaaccagaagcetaatggetgaagegetggccatgatigagageactcaacag
getegetgettgagagatactgaacagatctticagagaaggtecggttgaaattggtcteccatgetecatcaaaaatgaage
aaggccgcecatgtttaccgacaccgggaaaaagagagectcagggceatttectgggagtcteegttggatgaggtggata
aaatgtgccatcttccagaacctgaactgaacaaagaaagaccatctctgcagattaaactaaaaattgaggattttatctige
acaaaatgttgggoaaaggaagtittggcaaggtcttcctggeagaattcaagaaaaccaatcaatttticgcaatatgggece
ttaaagaaagatgtogtcttgatggacgatgatgtigagtecacgatggtagagaagagagttetitcctiggectgggagea
fcegtttctgacgeacatgtittgtacattccagaccaaggaaaacctctitittgtoatggagtacctcaacggaggggactta
atgtaccacatccaaagetgecacaagttcgacctttccagagegacgttttatgetgctgaaateattcttggectgeagtice
ttcattccaaaggaatagtctacagggacctgaagcetagataacatectgttagacaaagatggacatatcaagatcgeggat
fttggaatgtgcaaggagaacatgttaggagatgccaagacgaataccettctgtgggacacctgactacatcgececagag
atcttgetgggtcagaaatacaaccactetgtggactggtgetecticgggattctectttatgaaatgetgattggteagtege
ctttccacgggeaggatgaggaggagctettccactecateegeatggacaateccttttacccacggtggctggagaagg
aagcaaaggaccttetggtgaagetcticgtgecgagaacctgagaagaggetgggecgtgaggggagacatccgecagea
cectttgtitcgggagatcaactgggaggaacttgaacggaaggagattgacccacegitccggecgaaagtgaaatcace
atttgactgceagcaatttcgacaaagaattcttaaacgagaageeceggetgteattigeegacagageactgatcaacage
atggaccagaatatgttcaggaacttticcttcatgaaccecgggatggageggctgatatectacecatacgatgttccagat
tacgcttag

SEQID NO: 14

PKCtheta full length K409W kinase dead C-terminus HA tagged aa sequence
MSPFLRIGLSNFDCGSCQSCQGEAVNPYCAVLVKEY VESENGOMYIQKKPTM
YPPWDSTFDAHINKGRVMQIVKGKNVDLISETTVELYSLAERCRKNNGKTEI
WLELKPQGRMLMNARYFLEMSDTKDMNEFETEGFFALHQRRGAIKQAKVH
HVKCHEFTATFFPQPTFCSVCHEFVWGLNKQGYQCRQCNAAIHKKCIDKVIA
KCTGSAINSRETMFHKERFKIDMPHRFKVYNYKSPTFCEHCGTLLWGLARQG
LKCDACGMNVHHRCQTKVANLCGINQKLMAEALAMIESTQQARCLRDTEQI
FREGPVEIGLPCSIKNEARPPCLPTPGKREPQGISWESPLDEVDKMCHLPEPELN
KERPSLQIKLKIEDFILHKMLGKGSFGKVFLAEFKKTNQFFAIWALKKDVVLM
DDDVECTMVEKRVLSLAWEHPFLTHMFCTFQTKENLFFVMEYLNGGDLMYH
IQSCHKFDLSRATFYAAEINLGLQFLHSKGIVYRDLKLDNILLDKDGHIKIADFG
MCKENMLGDAKTNTFCGTPDYIAPEILLGQKYNHSVDWWSFGVLLYEMLIG
QSPFHGQDEEELFHSIRMDNPFYPRWLEKEAKDLLVKLFVREPEKRLGVRGDI
RQHPLFREINWEELERKEIDPPFRPKVKSPFDCSNFDKEFLNEKPRLSFADRALI
NSMDOQONMFRNFSFMNPGMERLISYPYDVPDYA.
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FARKGSLRQ; SEQ ID NO15)

KKRFSFKKSFK (SEQ ID NO:16)
QKRPSQRSKYL (SEQ ID NO:17)
KIQASFRGHMA (SEQ ID NO:18)
LSRTLSVAAKK (SEQ ID NO:19)
AKIQASFRGHM (SEQ ID NO:20)
VAKRESRGLKS (SEQ ID NO:21)
KAFRDTFRLLL (SEQ ID NO:22)
PKRPGSVHRTP (SEQ ID NO:23)
ATFKKTFKHLL (SEQ ID NO:24)
SPLRHSFQKQQ (SEQ ID NO:25)
KFRTPSFLKKS (SEQ ID NO:26)
IYRASYYRKGG (SEQ ID NO:27)
KTRRLSAFQQG (SEQ ID NO:28)
RGRSRSAPPNL (SEQ ID NO:29)
MYRRSYVFQT (SEQ ID NO:30)
QAWSKTTPRRI (SEQ ID NO:31)
RGFLRSASLGR (SEQ ID NO:32)
ETKKQSFKQTG (SEQ ID NO:33)
DIKRLTPRFTL (SEQ ID NO:34)
APKRGSILSKP (SEQ ID NO:35)
MYHNSSQKRH (SEQ ID NO:36)
MRRSKSPADSA (SEQ ID NO:37)
TRSKGTLRYMS (SEQ ID NO:38)
LMRRNSVTPLA (SEQ ID NO:39)
ITRKRSGEAAV (SEQ ID NO:40)
EEPVLTLVDEA (SEQ ID NO:41)
SQKRPSQRHGS (SEQ ID NO:42)
KPFKLSGLSFK (SEQ ID NO:43)
AFRRTSLAGGG (SEQ ID NO:44)
ALGKRTAKYRW (SEQ ID NO:45)
VVRTDSLKGRR (SEQ ID NO:46)
KRRQISIRGIV (SEQ ID NO:47)
WPWQVSLRTRF (SEQ ID NO:48)
GTFRSSIRRLS (SEQ ID NO:49)
RVVGGSLRGAQ (SEQ ID NO:50)
LRQLRSPRRTQ (SEQ ID NO:51)
KTRKISQSAQT (SEQ ID NO:52)
NKRRATLPHPG (SEQ ID NO:53)
SYTRESLARQV (SEQ ID NO:54)
NSRRPSRATWL (SEQ ID NO:55)
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NKRRGSVPILR (SEQ ID NO:57)
GKRRPSRLVAL (SEQ ID NO:58)
QKKRVSMILQS (SEQ ID N(O:59)
RLRRLTAREAA (SEQ ID NO:60)

SEQ ID NO:

61

PCT/US2004/043281

PELNKERP SLQIKLKIED FILHKMLGKG SFGKVFLAEF KKTNQFFAIX

ALKKDVVLMD
YLNGGDLMYH
ILLDKDGHIK
VDWWSFGVLL
LVKLFVREPE
DCSNFDKEFL

SEQ ID NO:
MGPELNKERP
ALKKDVVLMD
YLNGGDLMYH
ILLDKDGHIK
VDWWSFGVLL
LVKLFVREPE
DCSNFDKEFL

SEQ ID NO: 63

MGPELNKERP
ALKKDVVLMD
YINGGDLMYH
ILLDKDGHIK
VDWWSFGVLL
LVKLFVREPE
DCSNFDKEFL
HHH

DDVECTMVEK
IQSCHKFDLS
IADFGMCKEN
YEMLIGQSPF
KRLGVRGDIR
NEKPRLSFAD

62

SLQIKLKIED
DDVECTMVEK
IQSCHKFDLS
IADFGMCKEN
YEMLIGQSPF
KRLGVRGDIR
NEXPRLSFAD

SLQIKLKIED
DDVECTMVEK
TIQSCHKFDLS
IADFGMCKEN
YEMLIGQSPF
KRLGVRGDIR
NEKPRLSFAD

RVLSLAWEHP
RATFYAAETIIL
MLGDAKTNTEF
HGQDEEELFH
QHPLFREINW
RALINSMDQN

FILHKMLGKG
RVLSLAWEHP
RATFYAAETIT
MLGDAKTNTF
HGQDEEELFH
QHPLFREINW
RALINSMDQN

FILHKMLGKG
RVLSLAWEHP
RATFYAAEII
MLGDAKTNTF
HGQDEEELFH
QHPLFREINW
RALINSMDON

NFSFMNPGMER (SEQ ID NO: 64)
ALINSMDQNMEFR (SEQ ID NO: 65)

FLTHMFCTFQ
LGLOFLHSKG
CGTPDYIAPE
SIRMDNPFYP
EELERKEIDP
MFRNFSFMNP

SFGKVFLAEF
FLTHMFCTFQ
LGLQFLHSKG
CGTPDYIAPE
SIRMDNPFYP
EELERKEIDP
MFRNFSFMNP

SPGKVFLAEF
FLTHMFCTFQ
LGLQFLHSKG
CGTPDYIAPE
SIRMDNPFYP
EELERKEIDP
MEFRNFSFMNP

TNTFCGTPDYIAPEILLGQK (SEQ ID NO: 66)

]

TKENLFEFVME
IVYRDLKLDN
ILLGQKYNHS
RWLEKEAKDL
PFRPKVKSPF
GMERLIS

KKTNQFFAIK
TKENLFFVME
IVYRDLKLDN
ILLGQKYNHS
RWLEKEAKDL
PFRPKVKSPF
GMERLIS

KKTNQFFAIK
TRKENLFFVME
IVYRDLKLDN
ILLGOKYNHS
RWLEKEAKDL
PFRPKVKSPF
GMERLISHHH



