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(57) Abstract: Disclosed herein is a method for enriching a sequencing library comprising double-stranded nucleic acid fragments
comprising preparing a library of double-stranded fragments having one or more adaptors at ends of the double-stranded fragment;
denaturing the double-stranded fragments to form single-stranded fragments; and hybridizing an extension primer that binds to a target
sequence of at least one insert in the library of double-stranded fragments and that does not bind to non-target sequences. In an embod-
iment, the adaptor is a hairpin adaptor, and extension from the extension primer using a polymerase with 5' to 3' exonuclease activity
removes all or part of a sequence of the hairpin adaptor that is at least partially complementary to the amplification primer sequence.
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