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ABSTRACT 

The present disclosure relates to a gene mutation identification method and apparatus, and a storage 

medium. The method includes: obtaining at least one gene sequencing read segment corresponding to a gene 

mutation candidate site; determining a sequence feature and a non-sequence feature of the gene mutation 

candidate site according to attribute information of the at least one gene sequencing read segment, where the 

sequence feature is a feature related to the position of the site; and identifying gene mutation of the gene 

mutation candidate site based on the sequence feature and the non-sequence feature. According to 

embodiments of the present disclosure, the sequence feature and the non-sequence feature of the gene can be 

combined, thereby more comprehensively analyzing the features of a gene mutation site and improving 

accuracy of gene mutation identification. 

 


