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<400> 1

Met Arg val Leu Leu Leu Gly Pro Pro Gly Ala Gly Lys Gly Thr GIn
1 5 10 15

Ala val Lys Leu Ala Glu Lys Leu Gly Ile Pro Gln Ile Ser Thr Gly
20 25 30

Glu Leu Phe Arg Arg Asn Ile Glu Glu Gly Thr Lys Leu Gly val Glu
35 40 45

Ala Lys Arg Tyr Leu Asp Ala Gly Asp Leu val Pro Ser Asp Leu Thr
50 55 60

Asn Glu Leu val Asp Asp Arg Leu Asn Asn Pro Asp Ala Ala Asn Gly
65 70 75 80

Phe Ile Leu Asp Gly Tyr Pro Arg Ser val Glu GIn Ala Lys Ala Leu
85 90 95

His Glu Met Leu Glu Arg Arg Gly Thr Asp Ile Asp Ala val Leu Glu
100 105 110

Phe Arg val Ser Glu Glu val Leu Leu Glu Arg Leu Lys Gly Arg Gly
115 120 125

Arg Ala Asp Asp Thr Asp Asp val Ile Leu Asn Arg Met Lys val Tyr
130 135 140

Arg Asp Glu Thr Ala Pro Leu Leu Glu Tyr Tyr Arg Asp GIn Leu Lys
145 150 155 160

Thr val Asp Ala val Gly Thr Met Asp Glu val Phe Ala Arg Ala Leu

165 170 175
Arg Ala Leu Gly Lys ***
180
<210> 2
<211> 546
<212> DNA
<213> Mycobacterium tuberculosis
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<400> 2
gtgagagttt

gccgagaagc
gagggcacca
tccgacttga
ttcatcttgg
gaacgccggg
ttggagcgac
atgaaggtct
accgtcgacg

aagtag

tgttgctggg
tcgggatccc
agctcggcgt
ccaatgaact
atggctatcc
ggaccgacat
tcaaggggcg
accgcgacga

ccgtcggeac

MP017-028_Sequence

accgcccggg
gcagatctcc
ggaagccaaa
cgtcgacgac
acgctcggtc
cgacgcggtg
tggccgcgec
gaccgcgcecg

catggacgag

gcgggcaagg
accggcgaac
cgctacttgg
cggctgaaca
gagcaggcca
ctggagtttc
gacgacaccg
ctgctggagt
gtgttcgccc
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ggacgcaggc
tcttccggeg
atgccggtga
atccggacgc
aggcgcttca
gtgtgtccga
acgacgtcat

actaccgcga

gtgcgttgceg

ggtgaagctg
caacatcgaa
cttggtgccg
ggccaacgga
cgagatgctc
ggaggtgttg
cctcaaccgg

ccaattgaag

ggctctggga

60
120
180
240
300
360
420
480
540
546



