ABXAZ 004vPC (2).TXT
SEQUENCE LISTING

<110> Raeber, olivia
Gazit-Bornstein, Gadi
Yang, Xiaodong
Cartlidge, Susah Anhn
Tonge, David William

<120> BINDING PROTEINS SPECIFIC FOR
INSULTIN-LIKE GROWTH FACTORS AND USES THEREOF

<130> ABXAZ.004VPC
<160> 102
<170> FastSEQ for windows version 4.0

<210> 1
<211> 372
<212> DNA
<213> Human

<400> 1

cagctgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc 60
acctgcactg tctctggtgg ctccatcagg agtagtagtt actactgggg ctggatccgec 120
cagcccccag ggaaggggct ggagtggatt gggggtatct attatagtgg gagcacctac 180
tacaacccgt ctctcaagag tcgagtcacc atgtccgtag acacgtccaa gaaccagttc 240
tccctgaage tgagctccgt gaccgccgca gacacggctg tgtattactg tgcgagacaa 300
aggggtcata gcagtggctg gtggtacttc gatctctggg gccgtggcac cctggtcact 360

cc

gtctcctcecag 372
<210> 2
<211> 124
<212> PRT
<213> Human
<400> 2
GIn Leu GIn Leu GIn Glu ser Gly Pro Ggy Leu val Lys Pro ier Glu
1 5 1 5
Thr Leu Ser Leu Thr Cys Thr val ggr Gly Gly Ser Ile ggg Ser Ser
20
" Ser Tyr Tyr Trp Gly Trp Ile Arg GIn Pro pPro Gly Lgs Gly Leu Glu
35 40 4
Trp Ige Gly Gly Ile Tyr Tyr Ser Gly Ser Thr ggr Tyr Asn Pro Ser
5 55
Leu Lys Ser Arg val Thr Met Ser val Asp Thr Ser Lys Asn GIn Phe
65 70 75 80
ser Leu Lys Leu Ser Ser val Thr Ala gga asp Thr Ala val Tyr Tyr
85 95
Cys Ala Arg Gln Arg Gly His Ser Ser Gly Trp Trp Tyr Phe Asp Leu
100 105 110
Trp Gly Arg Gly Thr Leu val Thr val Ser Ser Ala
115 120
<210> 3
<211> 324
<212> DNA
<213> Human
<400> 3

gacatccaga tgacccagtc tccatcttcc gtgtctgcat ctgtaggaga cagtgtcacc 60

atcacttgtc gggcgagtca gggtattagC agctacttag cctggtatca gcagaaacca 120

gggaaagccc ctaaactcct gatctatgCt gcatccagtt tgcaaagtgg ggtcccatca 180

aggttcagcg gcaatggatc tgggacagat ttcactctca ccatcagcag cctgcagcct 240
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<210>
<211>
<212>
<213> Human

<400> 4
Asp Ile
1
Asp

4
108
PRT

Gln

Ser val

Leu Ala Trp
35
Ala Ala
50

Gly

Tyr

Asn
65
Glu

Ser

Asp Phe

Thr Phe Gly

<210> 5
<211> 363
<212> DNA
<213> Human

<400> 5
caggtrgcagc
tcctgcaagg
actggacaag
gcacagaagt
atggagctga
tactactact
gcce

<210>
<211>
<212>
<213> Human

<400> 6
Gln val
1

6
121
PRT

Gln

ser val Lys

Ile Asn
35
Met

Asp
Gly Trp
50
GIn Gly
65
Met

Arg

Glu Leu

Ala Arg Asp
Thr

115

Gly Thr

<210>
<211>
<212>
<213>

336
DNA
Human

Met Thr G]

Thr Ile Th

20

Tyr GIn Gl

sSer ser Le

Gly Thr As

70
Ty

Ala Thr

Pro Th

100

Gly

tggtgcagtc
cttctggata
ggcttgagtyg
tccagggcag
gcagcctgag
actacggtat

Leu val G]
val
20

Trp

Ser

val Ar

Asn Pro As

val Thr Me
70
sar Le
85

Tyr

ser

Pro
100

val Thr

cys

Tyr
val

ABXAZ 004vPC
gaagattttg caacttacta ttgtcaacag gctaacaatt
gggaccaaag tggatatcaa acga

n ser Pro

r cys Arg

n Pro
40
ser

Lys

u Gln

Phe Thr

p

r Tyr Cys

r Lys val

tggggctgag
caccttcacc
gatgggatgg
agtcaccatg
atctgaggac
ggacgtctgg

n Ser Gly

Lys Ala
Ala
40
Gly

g GIn
ser
55
Thr

n

t Arg

u Arg Ser

TYyr Tyr

ser
120

ser

Ala

Gln

Asp

ser val
10

ser

Ser
GIn
Gly Ala

Gly

LYS

val Pro

Leu Thr Ile

GIn Ala

Ile Lys
105

gtgaagaagc
agttatgata
atgaacccta
accaggaaca
acggccgtgt
ggccaaggga

Ala Glu val

ser Gly Tyr

Thr Gly GIn

Asn Thr Gly

Asn Thr Ser

Glu Asp Thr

90
TYr Gly
105
Ala

Met

Page 2
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(2).TXT

tcccattcac tttcggceccct 300
324

ser Ala Ser

Gly Ile Ser

30

Pro Lys Leu

45
Arg

ser Phe

60

Ser Ser Leu

Asn Asn Phe

Arg

ctggggectc
tcaactgggt
acagtggtaa
cctccataag
attactgtgc
ccacggtcac

Lys Lys Pro

Thr phe Thr

Gly Leu Glu

Tyr Ala GlIn

Ile ser Thr

Ala val Tyr

val Trp

110

val
15
Ser

Gly
TYyr

Leu Ile

ser Gly

Gln Pro
80
Pro Phe

95

agtgaaggtc
gcgacaggcc
cacaggctat
cacagcctac
gagagaccct
cgtctcctca

Gly Aala
15
Ser Tyr

Trp Met

Lys Phe

Ala Tyr
80
Tyr Cys

Gly Gln

60

120
180
240
300
360
363



<400> 7

cagtctgtgt
tcctgctcetg
ccaggaacag
gaccgattct
actggggacg
gtattcggceg

<210> 8
<211> 112
<212> PRT
<213> Human

<400> 8
Gln Ser val
1
Lys

val Thr

His val ser

35

ITe Tyr Asp
50

Gly Ser

65

Thr

Lys
Gly
Ala

Asp

Ser Gly

<210>
<211>
<212>
<213> Human

<400> 9

caggtgcagc
acctgcactyg
ccagggaggg
cccteccctcea
aagctgagct
acgacgaagg

9
360
DNA

<210>
<211>
<212>
<213>

<400>

Gln
1

Thr

10
120
PRT
Human

10
val Gln

Leu Ser

Tyr Ser
35
Phe

Trp

Gly Tyr

50

Ser Arg val

65

Lys Leu Ser

Cys Ile Thr

Ala Thr val

115

tgacgcagcc
gaagcagctc
cccccaaact
ctggcrccaa
aggccgatta
gagggaccaa

Leu Thr Gl
Ile
20

Trp

Ser Cy

Tyr Gl

AsSn Asn Ly
Th
70

AS

Ser Gly

Glu Ala

Arg val ph
100

tgcaggagtc
tctctggtgg
gactggagtg
agagtcgcgt
ctgtgaccgc
ggggtatgga

Leu GIn G1

Leu Thr
20

Trp

Cy

Ile Ar

Phe Tyr se

Thr Met Se

70

ser val Th

Gly Thr Th

100
Thr

val Se

ABXAZ 004vPC

gcecctecagte
caacattgag
cctcatttat
gtctggcacg
ttactgcgaa
gctgaccgtc

n Pro Pro

s Ser Gly

n Gin Leu
40 -
S Arg Pro
55

Ser

Tyr
Gly

r Ala

P Tyr

e Gly

gggcccagga
ctccatcagt
gattggcrat
caccatgtca
tgcggacacy
cgtctggggc

u Ser Gly

s Thr val

g
r

Gln Pro

Gly Tyr

r val Asp

r Ala Ala

r Lys Gly
Ala
120

r Ser

Thr

Gly

tctgcggecc
aataatcatg
gacaataata
tcagccacce
acatgggata
ctaggt

val
10
ser

Ser Ser

ser Ser
25
Pro

Gly Thr

ser Gly Ile

Leu Gly
75
Thr

Cys Glu

Thr Lys
105

ctggtgaagc
agttactact
Ttcrtttaca
gttgacacgt
gccgtgtatt
caaggggcca

Pro Gly Leu
Ser
25

Pro

Gly Gly

Gly Arg

Thr Asn Tyr

Thr ser Lys

Thr Ala
a0
Met

Asp

Gly
105

Asp

Page 3

(2) .TXT

caggacagaa ggtcaccatc 60

tatcctggta
agcgaccctc
tgggcatcac
ccagcctgag

Ala Ala Pro

Glu
30
Lys

Asn Ile

Ala Pro
45
Pro Asp

Ile

Arg
Gly
Thr

Thr

Trp Asp

Thr val

110

Leu

cticggagac
ggagctggat
gtgggtacac
ccaagaacca
actgtgcgtg
cggtcaccgt

val Lys Pro

Ser Ile ser

Leu Glu
45
Pro

Gly

Asn
60
Asn

ser

Gln Phe

val Tyr Tyr

val Gly

110

Trp

ccagcagctc
agggattcct
cggactccag

tgctggccgg

Gly Gln
15
ASn Ash

Leu Leu

Phe ser

Gln
80
Leu

Leu

ser
95

Leu Gly

cctgtccctc
ccggcagece
caactacaac
gttctctctg
tataactgga
ctcctcagcce

Ser Glu
15
Ser Tyr

Trp Ile

Leu Lys

Leu
80
Ala

Ser
Cys

Gln Gly

120
180
240
300
336

60

120
180
240
300
360



<210>
<211>
<212>
<213> Human

<400> 11

cagtctgtgc
tcctgcactg
Tttccaggaa
cctgaccgat
caggctgagg
gtattcggcg

<210> 12
<211> 112
<212> PRT
<213> Human

<400> 12
G}n Ser

11
336
DNA

val

Arg val Thr
val
35
Tyr

Tyr Asp
Leu Yle
Ser
Glu
Gly

<210>
<211>
<212>
<213>

13
360
DNA
Human

<400> 13

caggtgcagc
acctgcactg
ccagggaagg
ccctcccetea
aagctgagct
acgacgaadg

<210> 14
<211> 120
<212> PRT
<213> Human

<400> 14
Gln val GlIn

Thr Leu Ser

Tyr Ser
35
Phe

Trp

Gly Tyr

50

ser Arg val

65

LYS Leu Ser

Cys Ile Thr

tgacgcaggc
ggagaagttc
cagcccccaa
tctctggcetc
atgaggctga
gagggaccaa

Leu Tgr Gl
Ile
20

His

ser cy

Trp Ty

Gly Asn Se

Lys Ser Gl
Al

Ph

AsSp Glu

Ser val
100

‘tgcaggagtc
tctctgatgg
gactggagtg
agagtcgagt
ctgtgaccgce
ggggtatgga

Leu G}n Gl

Leu Thr
20

Trp

Cy

Ile Ar

Phe Tyr se

Thr Ile se
70
val Th
85

Thr

Ser

Gly Th

ABXAZ 004vPC

gccctcagtg
caacatcggg
actccrecatce
caagtctggc
ttattactgce
gctgaccgtc

n Ala Pro

s Thr Gly
Gln
40

Arg

r Gln

r ASn

y Thr Ser

a Asp Tyr

e Gly Gly

gggcccagga
ctccatcagt

gattgggtat
caccatatca
tgcggacacg
cgtctggggc

u Ser Gly

s Thr val

Gln Pro
40

Tyr

g

r Gly

r val Asp

r Ala Ala

r Lys Gly

Arg
25

Ala

Tyr

tctggggcecc
gcaggttatg
tatggtaaca
acctcagcct
cagtcctatg
ctaggt

val
10
ser

Ser ser

ser

Phe Pro Gly

Pro ser Gly

Ser Leu

Cys Gln

Gly Thr

105

Lys

ctgatgaagc
agttactact
Ttcttttaca
gtagacacgt
gccgtgtatt
caagggacca

Pro Gly Leu
Ser
25

Pro

Gly Gly

Gly Lys

Thr Asn Tyr

Thr Sser Lys
75

Asp Thr Ala

Gly Met Asp

Page 4

(). 7T

cagggcagag
atgtacactg
gCaatcggcc
ccctggecat
acagcagtct

Gly Ala Pro

Asn ITe Gly
30
Ala Pro
45

Pro

Thr

val Asp

Ala Ile Thr

ser Tyr Asp
val

110

Leu Thr

cttcgoagac
ggagctggat
gtgggtacac
ccaagaacca
actgtgcgtg
cggtcaccgt

val_Lys Pro

Ser Ile ser

Leu Glu
45

Pro

Gly

Asn Ser

60

Asn G1n Phe

val Tyr Tyr

val Trp Gly

ggtcaccatc
gtaccagcag
ctcaggggtc
cactgggctc
gagtggttcy

Gly GIn

Ala Gly

Lys Leu

Arg pPhe

Gly Leu
80
ser ser
95

Leu Gly

ccrgtccctce
ccggeagccc
caactacaac
gttctcecctg
tataactgoga
ctcctcagcec

Ser Glu
15
ser Tyr

Trp Ile

Leu LysS
ser Leu
Cys Ala

Gln Gly

60

120
180
240
300
336

60

120
180
240
300
360



100

ABXAZ 004VPC (2).TXT
105

Thr Thr val Thr val Ser Ser Ala
115 120
<210> 15
<211> 336
<212> DNA
<213> Human
<400> 15
cagtctgtac tgacgcagcc gccctcagtg tctggggecc
tcctgcactyg ggagcagctc caacatcggg gcaggttatg
cttccaggaa cagcccccaa getcctcatc tatggtaaca
cctgaccgat tctctggctc caagtctggc acctcagect
caggctgatg atgaggctga ttattactgc cagtcctttg
gtattcggcg gagggaccaa gctgaccgtc ctaggt
<210> 16
<211> 112
<212> PRT
<213> Human
<400> 16
GIn Ser val Leu Thr GIn Pro Pro sSer {31 Ser
1 . 5
Arg val Thr Ile Ser Cys Thr Gly ggr Ser Ser
20
Tyr Asp §§1 His Trp Tyr GIn ng Leu Pro Gly
4
Leu Ile Tyr Gly Asn Asn ggn Arg Pro Ser Gly
50
ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu
65 70 75
Gln Ala Asp Asp §1u Ala Asp Tyr Tyr g%s Gln
5
Leu Ser Gly Ser val phe Gly Gly Gly Thr Lys
100 105
<210> 17
<211> 372
<212> DNA
<213> Human
<400> 17
cagctgcagc tgcaggagtc gggcccagga ctggtgaagce
acctgcactg tctctggtgg ctccatcaac agtagtagta
cagcccccag ggaagggact ggcgtggatt gggggcatct
tacaacccgt ccctcaggag tcgagtcacc atgtccgtag
tccctgaagc tgagctctgt gaccgccgca gacacggotg
aggggtcata gcagtggctg gtggtacttc gatctctggg
gtctcctcag cc
<210> 18
<211> 124
<212> PRT
<213> Human
<400> 18
Gln Leu Gln Leu GIn Glu Ser Gly Pro ggy Leu
1l 5
Thr Leu Ser Leu Thr Cys Thr val ggr Gly Gly
20
Ser Asn Tyr Trp Gly Trp Xle ggg Gln Pro Pro
35
Trp Ile Gly Gly Ile Tyr ggr ser Gly ser Thr
50

Page 5

110

cagggcagag
atgtacactg
acaatcggcc
ccctggccat
acagcagtct

Gly Ala Pro

Asn Ile

Gly
30
Ala Pro
45
Pro

Thr

val
60
Ala

Asp

Ile Thr

ser Phe Asp
val

110

Leu Thr

cttcggagac
actactgggg
attatagtgg
acacgtccaa
tatattactg
gccgtggcac

val Lys Pro

ser ITe Asn

30

Gly Lys Gly

L
45
Tyr

Tyr ASn

ggtcaccatc
gtaccagcag
crcaggggtc
cactgggctc
gagtggttcg

Gly Gln

Ala Gly

Lys Leu

Arg Phe

Gly Leu
80
Ser Ser
95

Leu Gly

cctgtccctc
ctggatccgc
gagcacctac
gaaccagttc
tgcgagacaa
cctggtcact

ser Glu
ser Ser
Leu Ala

Pro ser

60

120
180
240
300
336

60

120
180
240
300
360
372



Ser Leu Lys Leu Ser Ser val Thr Ala
85

Cys Ala Arg GIn Arg Gly His Ser
100

Trp Gly ?;g Gly Thr Leu val Thr val
5

<210>
<211>
<212>
<213>

19
324
DNA
Human

<400> 19

gacatccaga
atcacttgtc
gggaaagccce
aggttcagceg
gaagattttg
gggaccaaag

<210> 20
<211> 108
<212> PRT
<213> Human

<400> 20

Asp Ile
1

ASp

GIn

Arg val

Leu Ala Trp
35
Thr Ala
50

Gly

TYyr

ser
65
Glu

ser

asp FPhe

Thr Phe Gly

<210> 21
<211> 5
<212> PRT
<213> Human

<400> 21
ser Tyr Tyr
1

<210>
<211>
<212>
<213> Human

<400> 22
Tyr Phe Phe
1

22
16
PRT

<210> 23
<211l> 11
<212> PRT

tgacccagtc
gggcgagtcg
ctaagctcct
gcagtggatc
caacttacta
tggatatcaa

met Thr G1

Thr Ile Th

20
Tyr

GIn Gl

Ser Ser Le

Gly Thr As
70

TY
Th

Ala Thr

Pro
100

Gly

ser

Trp

Tyr

tccatcttcc
gggtattagc
gatctatact
tgggacagat
ttgtcaacag

acga

n ser
r cys
n Arg
u Gln
p Phe
rTyr

roLys

120

Pro
Arg
Pro
40

ser
Thr
cys

val

val Aasp
Ala
90
ser Gly
105

Ser

Thr
75

Asp
Trp

ser

gtgtctgcat
agctggttag
gcatccagtt
ttcactctca
gctaacagtt

Ser Ser
10

Ala Ser

Gly Lys

Gly val

Leu Thr

GIn GlIn

Asp Ile

105

Page 6

val
Arg
Ala
Pro
Ile
Ala

Lys

. ABXAZ 004vPC (2).TXT
ggu Arg Ser Arg val Thr Met Ser

Sser Lys Asn GIn Phe
80

Thr Ala val Tyr Tyr
95

Trp Tyr Phe Asp Leu
110

Ala

ctgtaggaga
cctggtatca
tgcaaagtgg
ccatcagcag
tcccattcac

ser
Gly
Pro
ser
60

ser

Asn

Arg

Ala
Ile
LyS
45

Arg
Ser

Ser

Sser
ser
30

Leu
Phe
Leu

Phe

cagagtcacc
gcagagacca
ggtcccatca
cctgcagcct
tttcggecct

val
15

ser
Leu
ser
Gln

Pro
95

Gly
Trp
Ile
Gly
Pro

Phe

ser Gly Tyr Thr Asn Tyr Asn Pro Ser Leu Lys Ser
5 10 15

60

120
180
240
300
324



ABXAZ 004VvPC (2).TXT
<213> Human

<400> 23
I}e Thr Gly Thr T?r Lys Gly Gly Met égp val

<210> 24
<211> 14
<212> PRT
<213> Human

<400>_24 )
Tgr Gly Ser ser Sgr Asn Ile Gly Ala g&y Tyr Asp val His

<210> 25
<211> 7
<212> PRT
<213> Human

<400> 25
Gly Asn Ash Ash A;g Pro ser .
1

<210> 26
<211> 11
<212> PRT
<213> Human

<400> 26
Gln ser Phe Asp Ser Ser Leu Ser Gly igr val
1 5

<210> 27
<211> 5
<212> PRT
<213> Human

<400> 27
Sgr Tyr Tyr Trp Sgr

<210> 28
<211> 16
<212> PRT
<213> Human

<400> 28
Tyr Phe Phe Tyr Ser Gly Tyr Thr Asn I%r ASn Pro Ser Leu kgs Ser
1 5

<210> 29
<211> 11
<212> PRT
<213> Human

<400> 29
Ile Thr Gly Thr Tgr Lys Gly Gly Met Qgp val
1

<210> 30
Page 7



<211>
<212>
<213>

<400>

14
PRT
Human

30

Thr Gly Arg
1

<210>
<211>
<212>
<213>

<400>

31
7

PRT
Human

31

G}y Asn Ser

<210>
<211>
<212>
<213>

<400>

32

11
PRT
Human

32

Gln Ser Tyr
1

<210>
<211>
<212>
<213>

<400>

33

5

PRT
Human

33

ser Tyr Asp
1

<210>
<211>
<212>
<213>

<400>

34

17
PRT
Human

34

Trp Met Asn
1

Gly

<210>
<211>
<212>
<213>

<400>

35

11
PRT
Human

35

Aip Pro Tyr

<210>
<211>
<212>
<213>

<400>

36

13
PRT
Human

36

ser Gly Ser

ABXAZ 004VPC (2).TXT

Ser s§r Asn Ile Gly Ala ggy Tyr Asp val His

Asn Arg Pro ser
5

Asp Ser Ser Leu Ser Gly ser val
5 10

Ile Asn
5

pPro Asn Ser Gly Asn Thr Gly Tyr Ala Gln Lys Phe Gln
5 10 15

Tyr Tyr Tyr Tyr Gly Met Qgp val
5

ser Ser Asn Ile Glu Asn Asn His val ser
; Page 8



1

<210> 37
<211> 7
<212> PRT
<213> Human

<400> 37

ABXAZ %P4VPC 2).TxT
1

Aip Asn Asn Lys Arg Pro Ser
5

<210> 38
<211> 12
<212> PRT
<213> Human

<400> 38

Glu Thr Trp Asp Thr Ser Leu Ser Ala Géy Arg
5 1

<210>
<211> 594
<212> DNA
<213> Human

<400> 39

accatgaaac
cagctgcagc
acctgcactg
cagcccccag
tacaacccgt
tccctgaagc
aggggtcata
gtctcctcag
acctccgaga
acggtgtcgt

<210> 40
<211> 198
<212> PRT
<213> Human

<400> 40

Thr Mmet
1

Trp

39

Lys

val Leu

LYS Pro Ser

35
Ser

Ile Arg

50
Lys Gly Leu
65
Tyr

Asn Pro

Lys Asn Gln

Ala val Tyr
115
Phe Asp
130

Thr

Tyr

Ser
145
Thr

Lys

Ser Glu

atctgtggtt
tgcaggagtc
tctctggtgg
ggaaggggct
ctctcaagag
tgagctccgt
gcagtggctyg
cctccaccaa
gcacagcggc
ggaactcagg

His Leu Tr

Ser GIn Le

Glu Thr Le

Ser Ser Ty
11
70

Ly
Le

Glu Trp
Leu
85
Ser

ser

Phe
100
Tyr

Cys A)

Leu Trp G1
Se
15

Al

Gly Pro

Thr
165

Ser

cttccrectg
gggcccagga
ctccatcagg
ggagtggatt
tcgagtcacc
gaccgccgea
gtggtacttc
gggcccatcg
cctgggctyc
cgctctgace

p Phe Phe

U Gln Leu
Leu
40

Trp

u Ser

rTyr
55

e Gly Gly

s Ser Arg

u Lys Leu
GIn
120

Gly

a Arg

y

r
0
a

Arg
135
val Phe

Ala Leu

ctggtggegg
ctggtgaagc
agtagtagtt
gggggtatct
atgtccgtag
gacacggctg
gatctctggg
gtcttcccece
ctggtcaagg

agcggcegige

Leu Leu Leu

GIn Glu
25

Thr

ser

Cys Thr

Gly Trp 1le

Ile Tyr Tyr
75
Thir Met
90

ser

val
ser val
105 .
Arg Gly His

Thr Leu val
Ala
155

Leu

Pro Leu

Gly Cys

170

Page 9

val

ctcccagatg
Ccttcggagac
actactgggg
attatagtgg
acacgtccaa
tgtattactg
gccgtgacac
tggcgccctg
actacttccc
acaccttccc

val ala Ala

Gly Pro Gly

val ser Gly

Arg GIn Pro
60
Ser

Gly Ser

Ser val Asp
Ala
110

Gly

Thr Ala
Ser
125
val

Ser

Thr
140
Pro

Ser

Cys Ser

val Lys Asp

ggtcctgtcc
cctgtccctc
ctggatccgc
gagcacctac
gaaccagttc
tgcgagacaa
cctggtcact
ctccaggagc
cgaaccggtg
agct

Pro
15
Leu

Arg
val
Gly ser
Pro Gly
Thr
Thr

95
Asp

Tyr
80

ser
Thr
Trp Trp
ser Ala
Ser

160
Phe

Arg

Tyr
175

60

120
180
240
300
360
420
480
540
594



ABXAZ 004vPC (2).TXT
Pro Glu Pro ¥a1 Thr val ser Trp ?gg Ser Gly Ala Leu Thr Ser Gly

val His Thr Phe Pro Ala

195

<210>
<211>
<212>
<213>

41
419
DNA
Human

<400> 41

atgagggtcc
gacatccaga
atcacttgtc
gggaaagccc
aggttcagcg
gaagattttg
gggaccaaag

<210> 42
<211> 139
<212> PRT
<213> Human

<400> 42
Met Arg val
1
Gly Ser Arg
val
35
ser

Ala Ser

Ile Ser
50
Lys Leu
65
Arg

Leu

Phe ser

Ser Leu GlIn

Asn Phe Pro
115
val Ala
130

Thr

<210>
<211>
<212>
<213> Human

<400> 43

accatggact
caggtgcagc
tcctgcaagg
actggacaag
gcacagaagt
atggagctga
tactactact
gcctccacca

<210>
<211>
<212>
<213>

<400>

43
437
DNA

a4
145
PRT
Human

44

ctgctcagcer
tgacccagtc
gggcgagtca
ctaaactcct
gcaatggatc
caacttacta
tggatatcaa

Pro Ala Gl

Cys Asp Il

Gly Asp Se

Tyr Leu Al

Ile Tyr Al

Gly Asn GI
85

Pro Glu

100

Phe

AS

Thr Ph

Ala Pro Se

ggacctggag
tggtgcagtc
cttctggata
ggcttgagtg
tccagggcag
gcagcctgag
actacggtat
agggccc

cctggggctc
tccatcttcce
gggtattagc
gatctatgct
tgggacagat
ttgtcaacag
acgaactgtg

n Leu Leu

e GIn Met
Thr
40

Tyr

r val

a Trp
55
Ala

a Ser

y Ser Gly

p

e

Phe Ala
Pro
120
Phe

Gly

val
135

r

gatrcctcttc

tggggctgag
caccttcacc
gatgggatgg
agtcaccatg
atctgaggac

ggacgtctgg

Gly
Thr

ctgctgctct
gtgtctgcat
agctacttag
gcatccagtt
ttcactctca
gctaacaatt
gctgcaccat

Leu Leu

Gln Ser

25
Ile

Gln
Ser
Thr
Thr
105
Gly

Ile

Thr
Gln
Leu
Asp
90

Tyr
Thr

Phe

Cys
Lys
Gln
75

Phe
TYr
Lys

Pro

ttggtggcag
gtgaagaagc

agttatgata
atgaacccta
accaggaaca
acggccgtgt
ggccaaggga

190

ggttcccagg
ctgtaggaga
cctggtatca
tgcaaagtgg
ccatcagcag
tcccattcac
ctgtcttcat

Leu Leu Trp

Pro ser
30
ser

Ser

Arg Ala

Pro
60
Ser

Gly Lys

Gly val

Thr Leu Thr
Gln
110

Ile

Cys GIn

val Asp
125

cagctacaag
ctggggcctc
tcaactgggt
acagtggtaa
cctccataag
attactgtgc
ccacggtcac

ttccagatgce
cagtgtcacc
gcagaaacca
ggtcccatca
cctgcagect
tttcggcect
cttcccgece

Phe
15
val

Pro
ser
Gln Gly
Ala Pro
ser
80
Ser

Pro
Ile

Ala Asn

LysS Arg

tgcccactec
agtgaaggtc
gcgacaggcc
cacaggctat
cacagcctac
gagagaccct
cgtctcctca

Thr Met Asp Trp Thr Trp Arg Ile Leu Phe Leu val Ala Ala Ala Thr
Page 10

60
120

240
300
360
419

60

120
180
240
300
360
420
437



1

Ser Ala His

Lys Pro Gly
35
Thr ser
50

Glu

Phe

Leu
65
Ala

Trp

Gln Lys

Ser Thr Ala

val Tyr Tyr
115
val Trp Gly
130
Gly

145

<210>
<211>
<212>
<213> Human

<400> 45

atggcctggt
tctgtgttga
tgctctggaa
ggaacagccc
cgattctctg
ggggacgagg
ttcggcggag
ctgttcccac

<210> 46
<211> 153
<212> PRT
<213> Human

<400> 46
Met Ala Trp
1
Ser

45
460
DNA

Trp Ala
GIn
35

Asn

Pro Gly

Glu Asn
50
Lys Leu Leu
65
Arg

Phe ser

Gly Leu GlIn

Thr Ser Leu
115
val Leu Gly
130
ser

ser Glu

145

<210>
<211>
<212>
<213>

47
613
DNA
Human

Ser
Ala
Tyr
Met
GIn

85
mMet

Phe

TYyr
100
Cys Ala

Gln Gly

ctcctctect
cgcagccgcec
gcagctccaa
ccaaactcct
gctccaagtc
ccgattatta
ggaccaagct
cctcctectga

Ser Pro

GlIn
20
Lys

ser
val
His val

Ile Tyr

val
val
Ile
Trp
Gly
Glu
Arg
Thr

Leu
val
Thr
Ser

Asp

ABXAZ 004vPC (2).TXT
10

Gln Leu

val
40
Trp

Lys
Asn
Met Asn
Arg val
Leu Sser
Pro

120
val

Asp

Thr
135

cctcaccctt
ctcagtctct
cattgagaat
catttatgac
tggcacgtca
ctgcgaaaca
gaccgtccta
ggagctccaa

Leu Leu

Leu Thr

Ile Ser
40
Trp Tyr
55

Asn Asn

70

Gly ser
Thr
100
Ser

Gly
Ala
GIn Pro

Glu Leu

Lys
Asp
Gly
Lys

G1ln

ser Gly

Glu Ala
val
120
Ala

Arg

Ala
135

Ala Asn

150

Thr

Tyr
Thr

val Gln Ser
25
ser

Cys Lys

val Arg Gln
Ser
75

Thr

Pro Asn
Met
90
Ser Leu Arg
105

TYr Tyr

val Ser

ctcattcact
gcggccccag
aatcatgtat
aataataagc
gccaccctgg
tgggatacca
ggtcagccca
gccaacaagg

Thr Leu Leu
10

Gln Pro

25

Cys

Pro

ser Gly

GIn Gln Leu

Lys Arg Pro

Thr ser Ala
90

Asp Tyr

105

Phe

Tyr
Gly Gly

Pro ser val

Lys

Gly Ala Glu

Ala ser
45
Thr

Gly

Ala
60
Gly

Gly

Asn Thr

Arg Asn Thr

Ser Glu Asp

110

Tyr Tyr Gly
125

ser Ala

140

Ser

gcacagggtc
gacagaaggt
cctggtacca
gaccctcagg
gcatcaccgg
gcctgagtgce
aggctgceccc

Ile His Cys

ser val ser

30
Ser

Ser Ser

Pro Thr
60

Ser

Gly

Gly I1Ile

Thr Leu Gly
Thr
110

Lys

Cys Glu
Thr
125
Leu

Gly

Thr phe

140

Page 11

val Lys

Tyr Thr

Gln Gly

Gly Tyr
80
Ser Ile
95
Thr Ala

Met ASp

Thr Lys

ctgggcccag
caccatctcc
gcagctccca
gattcctgac
actccagact

tggccgggta
ctcggtcact

Thr Gly

Ala Ala

Asn Ile

Ala Pro

Pro Asp

Ile Thr
95
Trp Asp

teu Thr

Pro Pro

60

120
180
240

300

360
420
460



<400> 47

accatgaaac
caggtgcagc
acctgcactg
ccagggagag
ccctcecctca
aagctgagct
acgacgaagg
tccaccaaqg
acagcggecc
aactcaggcg
ctctactccc

<210> 48
<211> 204
<212> PRT
<213> Human

<400> 48

Thr
1
Trp
Lys
Ile
Leu
65
Pro
Gln
Tyr
Trp
Pro
145
Thr
Thr

Pro

<210>
<211>
<212>
<213>

<400>

Met
val
Pro
Ser
50
Glu
ser
Phe
Tyr
Gly
130
Ser
Ala

val

Ala

49
43
DN
Hu

49

Lys
Leu
Ser
35

Ser
Trp
Leu
sar
cys
115
GlIn
val
Ala
ser

val
195

2
A
man

ccrctgctcec
caggcgccect
agttccaaca
cccaaactcc
ggctccaagt
gctgattatt
accaagctga
tcctctgagg

<210> 50
<211> 144
<212> PRT
<213> Human

atctgtggtt
tgcaggagtc
tctctggtag
gactggagtg
agagtcgcgt
ctgtgaccgc
ggggtatgga
gcccateggt
tgggctgect
ctctgaccag
tca

His Leu

Ser Gln

Glu Thr

Tyr Tyr

Ile Gly
ser
85
Lys

Lys

Leu
100
Ala Cys

Gly Ala

Phe Pro

Trp
val
Leu
Trp
Tyr
70

Arg
LLeu
Ile
Thr

Leu

ABXAZ 004VPC (2).TXT

cttccrtcte
gggcccagga
ctccatcagt
gattggctat
caccatgtca
tgcggacacg
cgtctogggc
cttccccctg
ggtcaaggac
cggcgtgeac

Phe phe

Gln Leu

Leu
40
Trp

Ser
ser

Phe Phe

val Thr

Ser Ser

Thr Gly
120
val Thr
135

Ala Pro

150

Leu Gly
165
Trp Asn
180

Leu GIn

tcactctcct
cagtgtctgg
tcggggeagg
tcatctatgg
ctggcacctc
actgccagtc
ccgtcctagg

ag

Cys
ser

ser

Leu val

Gly Ala

Ser Gly
200

cgctcactgc
ggccccaggg
ttatgatgta
taacagcaat
agcctccctg
ctatgacagc
tcagcccaag

ctggtggcag
ctggtgaagc
agttactact
ttcttttaca
gttgacacgt
gccgtgtatt
caaggggcca
gcgccctget
tacttccccg
accttcccag

ctcccagatyg
cttcggagac
ggagctggat
gtgggtacac
ccaagaacca
actgtgcgtyg
cggtcaccgt
ccaggagcac
aaccggtgac
ctgtcctaca

Leu
G1ln
25

Thr
Ile
TYr
Met
val
105
Thr
val
cys
LysS
Leu

185
Leu

Leu Leu

Glu Sser

Cys Thr

Arg GlIn

ser Gly

Ser val

Thr Ala

Thr Lys

Ser Ser

ser Arg
155
Asp Tyr
170
Thr ser

Tyr ser

val Ala

Gly Pro

val Sser
45
Pro Pro
60
Tyr Thr

Asp Thr

Ala Asp

Gly
125
ser

Gly

Ala
140

ser Thr

Phe Pro
Gly val

Leu

Ala
Gly
30

Gly
Gly
Asn
ser
Thr
110
Met
Thr
ser
Glu

His
190

acagggtcct
cagagggtca
cactggtacc
cggcectcag
gccatcactg
agtctgagtg
gctgccecct

gggcccagtc
ccatctcctg
agcagtttcc
gggtccctga
ggctccaggc
gttcggtatt
cggtcactct

Page 12

ggtcctgtcc
cctgtececcte
ccggecagccc
caactacaac
gttctctctg
tataactgga
ctcctcagec
ctccgagagc
ggtgtcgtgg
gtcctcagga

Pro
15
Leu

Arg
val

Gly Ser

Arg Gly

Tyr Asn
80
Lys Asn

Ala val

Asp Vval

Lys Gly

Glu Ser
160
Pro val
175

Thr pPhe

tgtgctgacg
cactgggaga
aggaacagcc
ccgattctct
tgaggatgag
cggcggaggg
gttcccgecc

60

120
180
240
300
360
420
480
540
600
613

60

120
180
240
300
360
420
432



<400> 50
Pro Leu Leu
1

Ser val Leu

val Thr 1le
35
val His
50

Tyr

Asp

Ile
65
Gly

Gly

ser Lys

Ala Glu Asp

Ser Gly Ser
115
Ala

Pro Lys

130

<210>
<211>
<212>
<213>

<400> 51

atgaagcatc
gtgcagctgc
tgcactgtct
gggaagggac
tccctcaaga
ctgagctctg
acgaaggggg
accaagggcc

gcggccctgg
tca

<210>
<211>
<212>
<213>

51
543
DNA
Human

52
131
PRT
Human

52
Lys

<400>

Met
1

val

His

Leu Ser

Glu
35
Tyr

Pro ser
Ser
50
Trp

ser
Glu Ile
65
ser

Leu Lys

Phe Ser Leu
Ala
115

Gly

Tyr Cys
GIn
130
val

Gly

Ser Phe

145

Ala Ala Leu

. val Ser Trp

Leu Thr

Thr GIn Al

20
Ser

Cys Th

Trp Tyr Gl

AsSn Ser As

ser Gly Th
Glu
100

val

Ala As

Phe GI1

Ala Pro Se

tgrtggrrctt
aggagtcggg
ctggtggctc
tggagtggat
gtcgagtcac
tgaccgctge
gtatggacgt
catcggtctt
gctgcctggt

Leu Tgp Ph

GIn val Gl

Thr Leu Se
Se

Ph

Tyr Trp

Gly Tyr

ser Arg Vva
85

Lys Leu Se

100

Cys

Ile Th

Thr Thr va
Al
15

Le

Pro Leu

Gly Cys
165
Asn Ser

180

Leu

ABXAZ 004vVvPC

Leu Ala

a Pro Ser

r Gly Arg
40
GIn pPhe
55

Arg

n
n Pro

r Ser Ala

p Tyr

y
r

TYr
Gly Gly
120
val Thr

135

ccttctectyg
cccaggactg
catcagtagt
tgggtatttc
catatrcagta
ggacacggcc
ctggggccaa
ccccctggeg
caaggactac

e Phe Leu

n Leu GIn

r Leu Thr

r Trp Ile

e Phe
.

r

TYr

Thr Ile

Ser val
Thr
120
val

r

1

Gly

Thr
135
a Pro
0

u

Cys

val Lys

Thr

His Cys Thr
10

val Ser

25

Sser

Gly

Ser Asn

pro Gly Thr
val
75

Ala

Ser Gly
Leu
90
Gln

Ser
Cys ser
105

Lys Leu

Leu Phe Pro

gtggcagctc
gtgaagcctt
tactactgga
ttttacagtg
gacacgtcca
gtgtattact
gggaccacgg
ccctgetccea
ttccccgaac

Leu val
10

ser

Leu

Glu
25
cys

Gly

Thr val

Arg Gln Pro

ser Gly Tyr

75
Asp

ser val

Thr Ala Ala
105
Thr

Lys Gly

Ser Ser Ala
Ser
155

Phe

ser Arg

Asp Tyr

170

(2).7xT

Gly Ser Trp

Ala Pro Gly

Ile Gly Ala
45

Ala Pro
60
Pro

Lys

Asp Arg

Ile Thr Gly
ser
110

Leu

Tyr ASp
val
125
Ser

Thr
Pro Ser
140

ccagatgggt
cggagaccct
gctggatccg
ggtacaccaa
agaaccagtt
gtgcgtgtat
tcaccgtctc
ggagcacctc
cggtgacggt

Ala Ala Pro

Pro Gly Leu

Ser Gly Gly
Pro
60

Thr

Gly LysS

Asn Tyr

Thr Ser Lys
Ala
110

ASp

Asp Thr

Gly Met
125
ser Thr
140
Thr

Lys

ser Glu

Pro Glu Pro

Page 13

Ala.Gln

Gln Arg

Gly Tyr

Leu Leu

Phe Ser

Leu GIn
95
ser Leu

Gly Gln

Glu Glu

cctgtcccag
gtccctcacc
gcagccccca
ctacaacccc
ctccctgaag
aactggaacg
ctcagcctcc
cgagagcaca
gtcgtggaac

arg Trp

val Lys

ser Ile

Gly Leu
Pro
80
Gln

Asn
Asn
val Tyr
val Trp
Gly Pro
Thr

160
Thr

Ser

val
175

60

120
180
240
300
360
420
480
540
543



<210>
<211>
<212>
<213> Human

<400> 53

tcctctgete
gcagccgcece
cagctccaac
ccccaagcete
tggctccaag
ggctgattat
gaccaagctg
ctcctctgag

<210> 54
<211> 145
<212> PRT
<213> Human

<400> 54
Pro Leu

1
Ser

53
451
DNA

Leu

val Leu

Ile
35
His

val Thr

val
50
Tyr

Asp

Ile
65
Gly

Gly

Ser Lys

Ala Asp Asp
Ser
115

Ala

Ser Gly

Pro Lys
130

Ley

| 5%

145

<210>
<211>
<212>
<213> Human

<400> 55

accatgaaac
cagctgcagc
acctgcactg
cagcccccag
tacaacccgt
tccctgaage
aggggtcata
gtctcctcag
acctccgaga
acggtgtcgt

<210> 56
<211> 186
<212> PRT
<213> Human

<400> 56

55
559
DNA

ctcactctcc
tcagtgtctg
atcggggcag
ctcatctatg
tctggcacct
tactgccagt
accgtcctag
gagctccaag

Leu Thr Le
5

Thr GlIn

20

Ser

Pr

Cys Th

Trp Tyr Gl

Asn Asn AS

Ser Gly Th
85

Glu Ala

100

val

AsS

rphe G]

Ala Pro Se

arctgtggtt
tgcaggagtc
tctctggtgg
ggaagggact
cccrcaggag
tgagctctgt
gcagtggctg
cctccaccaa
gcacagcggc
ggaactcag

ABXAZ 004vPC

tcgctcactg
gggccccagg
gttatgatgt
gtaacaacaa
cagcctcect
cctttgacag
gtcagcccaa
ccaacaagga

u Leu Ala

o Pro Ser

Gly ser
40

Leu

r

Gln
55
Arg

n
n Pro

r ser Ala

p Tyr Tyr
Yy

r

Gly Gly
120
val Thr

135

crtcctcctg
gggcccagga

ctccatcaac

ggcgtggatt

tcgagtcacc
gaccgcegea
gtggtacttc

gggcccatcg

cctgggctgc

cacagggtcc
gcagagggtc
acactggtac
tcggecectca
ggccatcact
cagtctgagt
ggctgeecce
a

His Cys Thr
10
val Ser
25

ser

Gly

sSer Asn

Pro Gly Thr

ser Gly val

ser Leu Ala

Cys GIn
105
Thr

ser

Lys Leu

Leu Phe Pro

ctggtggcgg
ctggtgaagc
agtagtagta
gggggcatct
atgtccgtag
gacacggctg
gatctctggg
gtcttccccc
ctggtcaagg

(2).7xT

tgggcccagt
accatctect
cagcagcttc
ggggtccctg

gggctccagg
ggttcggtat
tcggtcactc

Gly Ser

Ala Pro

Ile Gly
45
Ala Pro
60
Pro Asp

Ile Thr

Phe Asp

Trp
Gly
Ala
Lys
Arg
Gly

Ser

ctgtactgac 60
gcactgggag 120
caggaacagc 180
accgattctc 240
ctgatgatga 300
tcggcggagg 360
tgttcccgec 420
451

Ala Gln
15
Gln Arg

Gly Tyr

Leu Leu

rhe Ser

Leu Gln
55

Ser Leu

110

val
125
Ser

Thr

Pro
140

ctcccagatg
cttcggagac
actactgggg
attatagtgg
acacgtccaa
tatattactg
gcecgtggeac
tggcgcectg
actacttccc

page 14

Leu

ser

Gly GIn

Glu Glu

60

120
180
240
300
360
420
480
540
559

ggtcctgrcc
cctgtccctc
ctggatccgce
gagcacctac
gaaccagttc
tgcgagacaa
cctggtcact
ctccaggagce
cgaaccggtg



Tgr Met Lys

Trp val Leu

Lys Pro Ser

35

Ile Asn Ser

50
Gly

Lys Leu
65

Tyr Asn Pro

Lys Asn GIn

Ala val Tyr
115
Phe Asp
130

Thr

Tyr

ser
145
Thr

LyS

ser Glu

Pro Glu Pro

<210>
<211>
<212>
<213> Human

<400> 57

atgagggtcc
gacatccaga
atcacttgtc
gggaaagccc
aggttcagcg
gaagattttg
gggaccaaag
tctgatgagc
cccagagagg

<210> 58
<211> 177
<212> PRT
<213> Human

58
Arg

57
532
DNA

<400>
Met val
1
Gly Ser Arg
val
35
ser

Ala ser

Ile Ser
SO
Lys Leu Leu
65
Arg

Phe ser

Ser Leu GlIn

ser Phe

115
val
130

LyS

Thr

Leu
145

Pro
Ala

ser

His Leu
Ser Gln
20
Glu Thr

Ser Ser

Ala Trp

sSer Leu
85
Phe Ser
100
Tyr Cys

Leu Trp

Gly Pro

Trp
Leu
Leu
Asn
Ile
70

Arg
Leu
Ala
Gly

Ser

ABXAZ 004vpPC (2).TXT

Phe Phe

Gln Leu
Ser
Tyr
Gly

Leu
40
Trp

Gly
Ser Arg
Lys Leu
GlIn

120
Gly

Arg

Arg
135

val Phe

150

Thr
165
Thr

ser

val
180

ccgctcagct
tgacccagtc
gggcgagtcg
ctaagctcct
gcagtggatc
caacttacta
tggatatcaa
agttgaaatc
ccaaagtaca

Pro Ala

Cys Asp
20
Gly Asp

Trp Leu

Ile Tyr

Gly ser

Pro Glu
100
Phe Thr

Ala Pro

Gly Thr

Ala

val

Gin
1le
Arg
Ala
Thr
Gly
Asp
Phe
ser

Ala

Ala Leu

ser Trp

cctggggcetc
tccatcttcec
gggtattagc
gatctatact
tgggacagat
ttgtcaacag
acgaactgtg
tggaactgcc
gtggaaggtg

Leu Leu

GIn Met

Thr
40
TYFr

val
Trp

Ala Sser

Ser Gly

Phe Ala

Gly Pro
120
val Phe
135

Sser val

150

Thr

val

Leu Leu Leu
10

GIn Glu ser

25

Cys Thr

Gly Trp Ile

Ile Tyr Tyr
75
Thr Met
90
ser

Ser val

105 R
Arg Gly His

Thr Leu val
Ala
155

Leu

Pro Leu

Gly Cys
170
Asn Ser

185

ctgctgctet
gtgtctgcat
agctggttag
gcatccagtt
ttcactctca
gctaacagtt
gctgcaccat
tctgttgtgt
gataacgccc

Leu Leu
10

GIn

Gly

Thr ser

Ile Thr Cys

GIn GIn Arg

ser Leu Gln

Thr Asp phe
90

Thr Tyr

105

Gly

Tyr

Thr Lys

Ile Phe Pro

val Leu

155

Cys

val Ala Ala

Gly Pro Gly

val ser
45
Gln

Gly

Arg
60
Ser

Pro

Gly Ser

ser val Asp
Ala
110

Gly

Thr Ala
Ser
125
val

Ser

Thr
140
Pro

Ser

Cys Ser

val Lys Asp

ggttcccagg
ctgtaggaga
cctggtatca
tgcaaagtgg
ccatcagcag
tcccattcac
ctgtcttcat
gcctgctgaa
tccaatcggg

Leu Leu Trp

Pro ser
30

Ser

Ser

Arg Ala
Pro
60
Ser

Gly Lys

Gly val

Thr Leu Thr

Cys GIn Gln

Pro
15
Leu

Arg
val

Gly Ser

Pro Gly

Thr Tyr
80
Thr Ser
95
Asp Thr

Trp Trp

ser Ala
Ser
160
Phe

Arg

Tyr
175

ttccagatgc
cagagtcacc
gcagagacca
ggtcccatca
cctgcagect
tttcggccct
cttcccgceca
taacttctat
ta

Phe Pro

val Ser

Arg Gly

Ala Pro

ser
80
ser

Pro
Ile

Ala Asn

110

val Asp Ile
125

Pro ser

140

Leu

Asp

Asn Asn

Page 15

Lys Arg

Glu Gln

Phe Tyr

160

60

120
180
240
300
360
420
480
532



Pro Arg Glu
Gly

<210>
<211>
<212>
<213> Human

<400> 59

accatgaaac
cagctgcagc
acctgcactg
cagcccccag
tacaacccgt
tccctrgaagce
aggggtcata
gtctcctcag
acctccgaga
acggtgtcgt

<210> 60
<211> 198
<212> PRT
<213> Human

<400> 60
Tgr Met

59
594
DNA

Lys

Trp val Leu

Pro Ser
35

Ser

Lys
Ile ser
Leu
Pro
1 G1n
TYr
115
Asp
Lys
Glu
Pro Pro

val Thr

195

His

<210>
<211>
<212>
<213>

61
419
DNA
Human

<400> 61

atgagggtcc
gacatccaga
atcacttgtc
gggaaagccc
aggttcagcg

Ala
165

atctgtggtt
tgcaggagtc
tctctggtgg
ggaaggggct
ctctcaagag
tgagctccgt
gcagtggctg
cctccaccaa
gcacagegac
ggaactcagg

His Leu Tr

ser GIn Le

Glu Thr Le

ser Ser

TY

py
70
Ly

Le

Glu Trp

ser Leu
85

Phe Ser
100
Tyr

Cys Al

Leu Trp G1

Gly Pro Se
15
Thr Al
165

Thr

ser

val
180
Phe

va

Pro Al

ctgctcagct
tgacccagtc
gggcgagtca
ctaaactcct
gcagtggatc

ABXAZ 004VvPC (2).TXT

Lys val Gln Trp Lys Va

cttcectectg

gggcccagga
ctccatcagc
ggagtggatt
tcgagtcatc
gaccgccgca
gtggtacttc
gggcccatcg
cctgggcetgce
cgctctgacc

Phe Phe

p

v Gln Leu

u Ser Leu

40
Trp

r Tyr

e Gly Gly

s Ser Arg

u Lys Leu
Gln
120

Gly

a Arg

y

r
0
a

1

Arg
135
val pPhe

Ala Leu
ser Trp

a

cctggggctc
tccatcttce
gggtattagc
gatctatgct
tgggacagat

17

ctggtggcag
ctggtgaagc
agtagtagtt
gggggtatct
atgtccgtag
gacacggctgd
gatctctggg
gtctrcccce
ctggtcaagg
agcggegtgce

Leu Leu Leu

Gin Glu Ser

Thr cys Thr

Gly Trp Ile

Ile Tyr ;yr
Thr Ile
90
Ser

val
ser val
105 .
Arg Gly His

Thr Leu val
Ala
155

Leu

Pro Leu

Gly Cys
170
Asn Ser

Gly
185

ctgctgcetct
gtgtctgcat
agctacttag
gcatccagtt
ttcactctca

Thr

8 Asp Asn Ala Leu

ctcccagatg
cttcggagac
actactgggg
attatagtgg
acacgtccaa
tgtattactg
gccgtggcac
tggcgecctg
actacttccc
acaccttccc

val Ala

Gly Pro

val Ser

Arg Gln
60
ser Gly

ser val

Thr Ala

Ala
Gly
Gly
Pro
Ser
AsSp

Ala

Gln Ser
175

ggtcctgtcc
ccrgtccctc
ctggatccgc
gagcacctac
gaaccagttc
tgcgagacaa
cctggtcact
ctccaggagc
cgaaccggtg
agct

Pro
15
teu

Arg
va’l

Gly ser

pro Gly

Thr Tyr
80
Thr ser
95

Asp Thr

110

Ser Ser
125
val
140
Pro Cys

val Lys

Ala Leu

Gly
ser
ser
Asp
Thr

Trp Trp

Ser Ala
ser
160
Phe

Arg

Tyr
175

ser Gly

190

ggttcccagg
ctgtaggaga
cctggtatca
tgcaaagtgg
ccatcagcag

Page 16

ttccagatgc
cagagtcacc
gcagaaacca
ggtcccatca
cctgcagcct

60

120
180
240
300
360
420
480
540
594

60

120
180
240
300



<210> 62
<211> 139
<212> PRT
<213> Human

<400> 62
Mgt Arg val
Gly Ser Arg

Ala ser val
35
Ile Ser Ser
50
LYS Leu Leu
65
Arg Phe Sser

Ser Leu Gln

Asn Phe Pro

115

Thr val Ala
130

<210> 63
<211> 437
<212> DNA
<213> Human

<400> 63

accatggact
caggtgcagc
tcctgcaagg
actggacaag
gcacagaagt
atggagctga
tactactact
gcctccacca

<210> 64
<211> 145
<212> PRT
<213> Human

<400> 64
Tgr Met Asp

Ser Ala His

Lys Pro g}y
Phe Thr ser
50
Leu Glu Trp

65
Ala GIn Lys

ser Thr Ala

val Tyr Tyr

115

val Trp Gly
130

Pro
Ccys
Gly
Tyr
Ile
Gly
Pro
100
Phe

Ala

ggacctggag
tggtgcagtc
cttctggata
ggcttgagtg
tccagggcag
gcagcctgag
actacggtat

Ala
Asp
Asp
Leu
TYr
Ser
Glu
Thr

Pro

agggccc

Trp
ser
Ala
Tyr
Met
Phe
TYr
100
Cys

Gln

Thr
5
GIn
Ser
ASp
Gly
Gln
85
Met
Ala

Gly

Gln
ITe
Arg
Ala
Ala
Gly
Asp
Phe

Ser

Trp
val
val
Ile
70"
Gly
Glu
Arg

Thr

Leu
GlIn
va’l
Trp
55

Ala
ser
Phe
Gly

val
135

Arg
GIn
Lys
Asn
Met
Arg
Leu
ASp

Thr
135

ABXAZ 004vPC (2).TXT
gaagattttg caacttacta ttgtcaacag gctaacaatt
gggaccaaag tggatatcaa acgaactgtg gctgcaccat

Leu
Met
Thr
40

Tyr
ser
Gly
Ala
Pro

120
Phe

gatcctcttc
tggggctgag
caccttcacc
gatgggatgg
agtcaccatg
atctgaggac
ggacgtctgg

Ile
Leu
val
40

Trp
Asn
val
Ser
Pro

120
val

Gly Leu

Thr &In
25
Ile Thr

Gln Gln

ser Leu

Thr Asp
90

Thr Tyr

105

Gly Thr

Ile Phe

Leu
Ser
cys
Lys
Glin
Phe
Tyr
Lys

Pro

ttggtggcag
gtgaagaagc
agttatgata
atgaacccta
accagggaca

acggccgtgt

ggccaaggga

Leu Phe
10

val GIn

25

ser Cys

val Arg

Pro Asn

Thr met
90

Ser Leu

105

TYr Tyr

Thr val

Leu
ser
Lys
GIn
Ser
75

Thr
Arg
TYF

Ser

TCcccattcac tttcggccct 360

ctgtcttcat cttcccgec

Leu
Pro
Arg
Pro
60

Ser
Thr
Cys

val

Leu
Ser
Ala
Gly
Gly
Leu
GIn

Asp
125

Trp
ser
30

Ser
LYS
val
Thr
Glin

110
Ile

cagctacaag
ctggggectc
tcaactgggt
acagtggtaa
cctccataag
attactgtgc
ccacggtcac

val
Gly
Ala
Ala
60

Gly
Arg
ser
Tyr

Ser
140

Page 17

Ala
Ala
ser
Thr
Asn
Asp
Glu
Tyr

125
Ala

Ala
Glu
Gly
Gly
Thr
Thr
ASD
&

ser

Phe
- 15

val
GIn
Ala
Pro
Ile
Ala

LysS

tgcccactcc
agtgaaggtc
gcgacaggcc
cacaggctat
cacagcctac
gagagaccct
cgtctcctca

Ala
val
Tyr
Gln
Gly
ser
Thr
Met

Thr

Pro
Ser
Gly
Pro
Ser
80

ser
Asn

Arg

Thr
Lys
Thr
Gly
Tyr
80

Ile
Ala
AsSp

Lys

419

60

120
180
240
300
360
420
437



Gly

145

<210> 65

<211> 460

<212> DNA

<213> Human

<400> 65

atggcctggt ctcctctcct

tctgtgttga cgcagccgcec

tgctctggaa gcagctccaa

ggaacagccc ccaaactcct

cgattctctg gctccaagtc

ggggacgagg ccgattatta

ttcggcggag ggaccaagct

ctgttcccac .cctcctctga

<210> 66

<211> 153

<212> PRT

<213> Human

<400> 66

Mit Ala Trp Ser Pgo Le

ser Trp Ala GIn Ser va

20

Pro Gly §1n Lys val Th
5

Glu égn Asn His val Se

Lys Leu Leu Ile Tyr As

65 70

Arg Phe Ser Gly Ser Ly

85
Gly Leu GIn Thr Gly As
100

Thr Sser Leu Ser Ala Gl
115

val Leu Gly GIn Pro Ly

130

ser Ser Glu Glu Leu Gl

145 15

<210> 67

<211> 613

<212> DNA

<213> Human

<400> 67

accatgaaac atctgtggtt

caggtgcagc tgcaggagtc

acctgcactg tctctggtgg

ccagggaagg gactggagtg

ccctccctca agagtcgcgt

.aagctgagct ctgtgaccgc

acgacgaagg ggggtatgga

tccaccaagg gcccatcggt

acagcggccc tgggctgcct

aactcaggcg ctctgaccag

ctctactccc tca

<210> 68

<211> 204

<212> PRT

ABXAZ 004vVvPC

cctcaccctt
ctcagtctct
cattgagaat
catttatgac
tggcacgtca
ctgcgaaaca
gaccgtccta
ggagctccaa

u Leu Leu

1 Leu Thr

r Ile Ser

10

v Trp Tyr

55

AsSn AsSn

p

s Ser Gly

Glu Ala

p
Yy

S

val
120
Ala

Arg

Ala
135
Ala

n Asn

0

cttccttctc
gggcccagga
ctccatcagt
gattggctat
caccatctca
tgcggacacg
cgtctggggc
cttccccctg
ggtcaaggac
cggcgtgcac

ctcattcact
gcggccccag
aatcatgtat
aataataagc
gccaccctgg
tgggatacca
ggtcagccca
gccaacaadg

(2) .77

gcacagggtc
gacagaaggt
cctggtacca
gaccctcagg
gcatcaccgg
gcctgagtgce
aggctgcccc

Thr
Gln
25

Cys
GIn
Lys
Thr
Asp
105
Phe
Pro

Lys

Leu
10
Pro

Leu
Pro

ser Gly

GIn Leu

Arg Pro

ser Ala
a0
Tyr Tyr

Gly Gly

ser val

Ile His

Ser val

Ser Sser

Pro
60
ser

Gly
Gly
Thr Leu
Cys Glu
Thr

125
Leu

Gly

Thr
140

cys
Ser
30

ser
Thr
Ile
Gly
Thr
110
Lys

Phe

ctggtggceag
ctggtgaagc
agttactact
ttcttttaca
gttgacacgt
gccgtgtatt
caagggacca
gcgecotget
tacttccccg
accttcccag

ctcccagatg
cttcggagac
ggagctggat
gtgggtacac
Ccaagaacca
actgtgcgceg
cggtcaccgt
ccaggagcac
aaccggtgac
ctgtccraca

Page 18

ctgggcccag
caccatctcc
gcagctccca
gattcctgac
actccagact

tggccgggta
ctcggtcact

Thr
15
Ala

Gly
Ala

Asn Ile

Ala Pro

Pro Asp

Ile Thr

Trp Asp

Leu Thr

Pro Pro

ggtcctgtcc
cctgtcccte
ccggcagcecce
caactacaac
gttctctctg
tataactgga
ctcctcagcec
ctccgagagc
ggtgtcgtgg
gtcctcagga

60

120
180
240
300

420
460

60

120
180
240
300
360
420
480
540
600
613



<213> Human

<400> 68
Thir

1
Trp

Lys
Ile
Leu
65

Pro
Gln
Tyr
Trp
Pro
145
Thr
Thr

Pro

<210>
<211>
<212>

Met Lys His
val Leu Ser
20
Pro Ser Glu
35
ser sSer Tyr
50
Glu

Trp Ile

Ser Leu Lys

Phe Ser Leu

100

Tyr Cys Ala
115

Gly G1n

130

Ser

Gly

val phe

Ala Ala Leu

val ser Trp
180
val Leu

185

Ala

69
432
DNA

<213> Human

<400>
cctctgectcec
cagccgecct
agttccaaca
cccaaactcc
ggctccaagt
gcrtgattatt
accaagctga

69

tcctctgagg ag

<210>
<211>
<212>
<213>

<400>

Pro
1
Ser
val
Asp
Ile
65
Gly
Ala

ser

70
144
PRT
Human

70

Leu Leu Leu

Thr
20
Ser

val Leu

Ile
35
His

Thr

val
50
Tyr

Trp

Gly Asn

ser Lys Ser

Glu Glu
100
val

Asp

Gly ser

115

Leu
Gln
Thr
Tyr
Gly
Ser
85

Lys
Arg
Thr
Pro
Gly
165
Asn

Gln

tcactctcct
cagtgtctgg
tcggggcagg
tcatctatgg
ctggcacctc
actgccagtc
ccgtcctagg

Thr
5
GIn
Cys
Tyr
Ser
Gly
Ala

Phe

Trp
val
Leu
Trp
TYr
70

Arg
Leu
Ile
Thr
Leu
150
Cys
ser

Ser

Leu
Pro
Thr
GlIn
ASn
70

Thr
ASp
Gly

Phe
Gln
ser
Ser
55

rhe
val
Ser
Thr
val
135
Ala
Leu
Gly

Ser

Leu
Pro
Gly
Gln
55

Arg
ser
Tyr
Gly

ABXAZ 004VvPC

Phe
L.eu
Leu
40

Trp
Phe
Thr
ser
Gly
120
Thr
Pro
val
Ala

Gly
200

cgctcactgc
ggccccaggg
ttatgatgta
taacagcaat
agcctcecctg
ctatgacagc
tcagcccaag

Ala
Ser
Arg
40

Leu
Pro
Ala
Tyr

Gly
120

Leu
GIn
Thr
Ile
TYyr
Ile
val
105
Thr
val
Cys
Lys
Leu

185
Leu

acagggtcct
cagagggtca
cactggtacc
cggccctcag
gccatcactg
agtctgagtg
gctgccecect

His
val
25

Ser
Pro
Ser
Ser
Cys

105
Thr

Leu Leu val

Glu ser Gly

Cys Thr val

Arg GIn Pro

60
Tyr

ser Gly

Ser val aAsp

Thr Ala Ala

Thr Lys Gly
Ala
140

ser

Ser Ser

Ser Arg

155
TYr

Asp Phe

170

Thr ser Gly

Tyr Ser Leu

Cys Thr Gly
10
Ser

Gly Ala

Ser Asn Ile
Ala
60

Pro

Gly. Thr

Gly val

Lteu Ala Ile

Gln Ser Tyr

Lys Leu Thr

Page 19

2).TXT

Ala
Pro
Ser
45

Pro
Thr
Thr
ASp
Gly
125
Ser
Thr
Pro

val

Ser
Pro

Gly

45

Pro
ASp
Thr

Asp

val
125

Ala
Gly
Gly
Gly
Asn
Ser
Thr
110
Met
Thr
ser

Glu

His
190

gggcccagtc
ccatctcctg
agcagttgcc
gdgtccctga
ggctccaggce
gttcggtatt
cggtcactct

Trp
Gly
Ala
Lys
Arg
Gly
Ser

110
Leu

Pro Arg
15

Leu val
Gly Sser
Lys Gly
Asn

80
Asn

Tyr

Lys
95
Ala vatl

Asp val

Lys Gly

Glu ser
160
Pro val
175

Thr pPhe

tgtgctgacg
cactgggaga
aggaacagcc
ccgattctct
tgaggatgag
tggcggaggg
gttcccgcecce

Ala Gin
15
GIn Arg

Gly Tyr

Leu Leu

Phe ser

Leu GIn
95
Ser Leu

Gly Gln

60

120
180
240
300
360
420
432



130

<210>
<211>
<212>
<213> Human

<400> 71
atgaagcatc
gtgcagctgce
tgcactgtct
gggaagggac
tccctcaaga
ctgagctctg
acgaaggggo
accaagggcc
gcggcecctgg
tca

<210>
<211>
<212>
<213>

<400>

Met
1

val

71
543
DNA

72
181
PRT
Human

72
Lys His

Leu Ser

Glu
35
Tyr

Pro Sser
ser
50

Trp

ser
Glu Ile
65

ser

Leu Lys

Phe Ser Leu
Ala
115

Gly

TYyr Cys
GIn
130
val

Gly
ser Phe
145
Ala

Ala Leu

val Ser Trp

<210> 73
<211> 451
<212> DNA
<213> Human

<400> 73

tcctctgetc
gcagcecgcecec
cagctccaac
ccccaagctc
tggctccaag
ggctgattat
gaccaagctg
ctcctctgag

tgtggttctt
aggagtcggg
ctggtggctc
tggagtggat
gtcgagtcac
tgaccgetge
gtatggacgt
catcggtctt
gctgcctggt

Leu Trp
5
GIn val

2
Thr Leu

Tyr Trp

Gly Tyr

Ser Arg
85

Lys Leu
100
Arg Ile

Thr Thr

Pro Leu

Phe
Gln
ser
ser
Phe
val
ser
Thr
val

Ala

ABXAZ 004vPC (2).TXT
Pro Lys Ala Ala Pro Ser val Thr Leu Phe Pro

135

ccttctectg
cccaggactg
catcagtagt
tgogtatttc
catatcagta
ggacacggcc
ctggggccaa
ccecectggeg
caaggactac

Phe Leu

Leu GlIn
Thr
40
Ile

Leu
Trp
Phe Tyr
Thr Ile
ser val
Thr

120
val

Gly

Thr
135

Pro Cys

150

Gly Cys
165
Asn Ser

180

ctcactctcc
tcagtgtctg
atcggggcag
ctcatctatg
tctggcacct
tactgccagt
accgtcctag
gagctccaag

Leu

val Lys

tcgctcactg
gggccccagg
gtratgatgt
gtaacaacaa
cagcctccct
cctttgacag
gtcagcccaa
ccaacaagga

Leu
Glu
Cys

ﬂl"g

Thr
Thr

Asp

gtggcagctc
gtgaagcctt
tactactgga
ttttacagtg
gacacgtcca
gtgtattact
gggaccacgg
ccecrgeteca
ttccccgaac

Leu
10
ser

val

Gly
25
Thr val

Gln Pro

ser Gly Tyr

ser val Asp

Ala Ala
105
Lys Gly

ser ser Ala
Ser
155

Phe

ser Arg
TYyr
170

cacagggtcc
gcagagggtc
acactggtac
tcggecctca
ggccatcact
cagtctgagt
ggctgeccccc
a

Pro sSer ser
140

ccagatgggt
cggagaccct
gctggatccg
ggtacaccaa
agaaccagtt
gtgcgcgtat
tcaccgtctc
ggagcacctc
cggtgacggt

Ala Ala Pro

Pro Gly Leu

ser Gly Gly

Pro Gly Lys

Thr asn Tyr

Thr Ser Lys
Ala
110

Asp

Asp Thr
Met
125
Thr

Gly

Ser
140
Thr

Lys

ser Glu

Pro Glu Pro

tgggcccagt
accatctcct
cagcagcttc
ggggtccctg
gggctccagg
ggttcggtat
tcggtcactce

Page 20

Glu Glu

cctgtceccag
gtccctcacc
gcagccccca
ctacaacccc
ctccctgaag
aactggaacg
ctcagcctcc
cgagagcaca
gtcgtggaac

Arg Trp

val Lys

Ser Ile

Gly Leu

Asn Pro

Asn GIn

val Tyr

val Trp

Gly Pro
Thr
160
Thr

ser

val
175

ctgtactgac
gcactgggag
caggaacagc
accgattctc
ctgaagatga
tcggcggagg
tgttcccgec

60

120
180
240
300
360
420
480
540
543

60

120
180
240
300
360
420
451



<210> 74
<211> 145
<212> PRT
<213> Human

<400> 74

Pro Leu
1
Ser val

val Thr

Asp val
50

Ile Tyr

65

Gly Ser

Ala Glu
ser Gly
Pro Lys

130

Leu
145

<210> 75

Leu
Leu
Ile
35

His
Gly
Lys
Asp
Ser

115
Ala

<211> 119
<212> PRT
<213> Human

<400> 75

Gln val
1
ser val

Asp Ile

Gly Trp
50

Gln Gly

65

Met Glu

Ala Arg

Thr val

Gln
LyS
ASn
35

Met
Arg
Leu
Tyr

Thr
115

<210> 76
<211> 110
<212> PRT
<213> Human

<400> 76

Gln Ser
Lys val
Tyr val
Ile Tyr
50

Gly Ser
65

val
Thr
Ser
35

ASp

Lys

Leu
Thr
20

ser
Trp
ASn
ser
Glu
100
val

Ala

Leu
val
20

Trp
AsSh
val
ser
TYyr

100
val

Leu
Ile
20

Trp

Asn

‘Ser

Thr
Glin
Ccys
Tyr
AsSn
Gly
Ala
Phe

Pro

val
Ser
val
Pro
Thr
ser
85

TYr

ser

Thr
ser
Tyr
Asn

Gly

Leu
Pro
Thr
Gln
Asn
Thr
Asp
Gly

ser

GIn
Ccys
Arg
Asn
Met
70

Leu
Tyr

Ser

Gln
Cys
Gln
Lys

Thr
70

Leu
Pro
Gly
GlIn
55

Arg
ser
Tyr
Gly

val
135

ser
Lys
GIn
ser
Thr
Arg
TYr
Ala

Pro
ser
GIn
Arg

55
ser

ABXAZ 004vPC

Ala
Ser
ser
40

Leu
Pro
Ala
TYyr
Gly

120
Thr

Gly
Ala
Ala
Gly
Arg
ser

Gly

Pro
Gly
Leu
40

Pro

Ala

His
val
25

Ser
Pro
ser
Ser
Cys
105
Thr

Leu

Ala
ser
Thr
Asn
Asn
Glu

Met
105

Ser
ser
25

Pro
ser

Thr

Cys
10

Ser
ser
Gly
Gly
Leu
90

Gln
Lys

Phe

Glu
Gly
Gly
Thr
Thr
Asp

90
Asp

val
10

ser
Gly
Gly

tLeu

Thr
Gly
Asn
Thr
val
Ala
ser
Leu

Pro

val
TYnrR
Gin
Gly
Ser
Thr

val

Ser
ser
Thr
Ile
Gly

(2).TXT

Gly
Ala
Ile
Ala
60

Pro
Ile
Phe
Thr

Pro
140

LysS
Thr
Gly
TYyr
Ile
Ala

Trp

Ala
Asn
Ala
Pro

60
Ile

Page 21

ser
Pro
25
Pro
Asp
Thr
ASp
val

125
ser

Lys
Phe
Leu
Ala
ser
val
Gly

Ala
Ile
Pro
45

ASp

Thr

Trp
Gly
Ala
Lys
Arg
Gly
Ser
110
Leu

ser

Pro
Thr
Glu
Gln
Thr
Tyr

Gin
110

Pro
Gly
30

Lys
Arg

Gly

Ala
15

GIn
Gly
Leu
Phe
Leu
a5

Ser
Gly

Glu

Gly
15

Ser
Trp
Lys
Ala
Tyr
Gly

Gly
15

ASNn
Leu
pPhe

Leu

Gln
Arg
TYr
Leu
ser
Gln
Leu
Gln
Glu

Ala
Tyr
Met
Phe
Tyr
80

Cys
Thr

GIn
AsSnh
Leu
Ser

GIn
80



Thr Gly Asp

Ser

Ala val

<210> 77
<211> 118
<212> PRT
<213> Human

<400> 77

GIn
1
Thr
Sar
Trp
Leu
65
Ser
Cys

val

Leu Gln
Leu Ser
Tyr Tyr
38
Ile Gly
50
Lys Ser
Leu Lys
Ala Arg

Thr val
115

<210> 78
<211> 108
<212> PRT
<213> Human

<400> 78

Asp
1
Asp
Leu
Tyr
ser
65
Glu

Thr

Ile Gln
Arg val
Ala Trp
35

Ala Ala
50

Gly Ser
Asp Phe

Phe Gly

<210> 79
<211> 117
<212> PRT
<213> Human

<400> 79

GIn
1
Thr
Tyr
Gly

Ser
65

val GlIn

Leu Ser

Trp Ser
35

Tyr Ile

50

Arg val

Glu

Phe
100

Leu
Leu
20

Trp
S5er
Arg
Leu
ser

100
ser

Met
Thr
20

Tyr
ser
Gly
Ala

Pro
100

Leu
Leu
20

Trp
Tyr

Thr

Ala
85
Gly

GIn
Thr
Gly
Ile
val
ser
85

Ser

Ser

Thr
5
Ile
GIn
ser
Thr
Thr
Gly

Gln
Thr
Ile
TYr

Ile

Asp
Gly

Glu
cys
Trp
TYr
Thr
70

Ser
Trp

Ala

GIn

Thr

GIn
Leu
ASp
70

TYyr

Thr

Glu
Cys
Arg
Ser

ser
70

TYr
Gly

Ser
Thr
Ile
Tyr
Ile
val
Tyr

ser
cys
Lys
Gln
Phe
Tyr
Lys

ser
Thr
Gln
Gly

val

ABXAZ 004vPC (2).TXT
Tyr Cys Gly Thr Trp Asp
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