Heavy Chain IgG1 Constant Region
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FIG. 1A
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FIG. 2A

Kappa Chain Constant Region

cgaactgtgg ctgcaccate tgtcttcate ttcococgeccat ctgatggbca gttgaaatct &0
ggaactgcoet ctgttgtgtg cctgectgaat aacttctatc ccagagagge caaagtacag 120
tggaaggtgg ataacgecct ccaategggt aactoccagg agaghgtcac agagcaggac 180
agcaaggaca gcacctacag cctcagcagce accctgacge tgagicaaage agactacgag 240
aaacacaaag tctacgcctg cgaagtcacc catcagggee ctegee cgtcacaaag 300
agcttecaaca ggggagagtg t 321
RTVAAPSVFI FPPSDEQLKS GTASVVCLLN NFYP KVQ WKVDNALQSG NSQESVTEQD 60
SKDSTYSLSS TLTLSKADYE KHKVYACEVT HQGLSSPVTK SFNRGEC 107
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FIG. 3A

1119 Heavy Chain Variable Region

gaggtgcage tggtacagtc tggagcagag gbtgaaaaage ccégg agtc tctgaagate &0
tcctgtaagg gttetggata caactttace agctactgga togggtgggt gegocagatg 1290
ccogggaaag gectggagbt gatggggate atctatecetg gtgyctetga taccagatac 189
agcccgtect tocaaggcca ggtcaccatce tcagocgaca aglffccatcag caccgcectac 240
ctgcagtgga gcagectgaa ggectoggac acegccatgt aftactgtgg ttegygggage 300
tacttttact tegatctctg gggecgtgge accctggtca ¢egtetctag ¢ 351

FIG.

EVQLVQSGAE VKKPGESLKI SCKGSGYNFT SYWIGWVROM PGKGLELMGI IYPGDSDTRY 60
SPSFQEQVTI SADKSISTAY LQWSSLKASD TAMYYCGSGS YFYFDLWGRG TLVTVSS 117
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FIG. 4A

1119 Kappa Chain Variable Region

gaaattgtgt tgacgcagte tccaggcacc ctgtetttgt ctocaggfiga aagagccacc 60
ctctecctgeca gggecagtea gagtgttage agecagectact tagcetggta ccageagaaa 120
cctggecagg cteccagget cctcatatat ggtgcateca geaggaccac tggcatccea 180
gacaggttca gtggcagtgg gtctgggaca gacttecacte tcactatcag cagactggag 240
cetgaagatt ttgeagtgta ttactgtcag cggtctggtg gotfateatt cactttegge 300
cctgggacca aagtggatat caaa 324
EIVLTQSPGT LSLSPGERAT LSCRASQSVS 5SS PGOAPRLLIY GASSRATGIP 60

DRFSGSGSGT DFTLTISRLE PEDFAVYYCQ RSGGESFIFG PGTKVDIK 108
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FIG. 5A

1118 Heavy Chain Variable Region
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FIG. 6A

1118 Kappa Chain Variable Region

gaaattgtgt tgacgecagtc btccaggeace ctgtetttgt ctecaghgga aagagccace 60
ctetectgea gggecagtca gagtgttage agecagetcect tageetggta ccageagaaa 120
cctggecagyg ctec¢cagget cctecatatat ggtgeatcca geagggecac tggcatccea 180
gacaggttca gtggeagbgg gtctgdgaca gacttcacte tcgccatcag cagactggay 240
cctgaagatt ttgcagtgta ttactgtcag cggtetggty ggteatcatt cactttegge 300
cctgggacca aagtggatat caaa 324
FIG.
EIVLTQSPGT LSLSPGERAT LSCRASQSVS S2SLAWYQQK PGQAPRLLIY GASSRATGIP &0

DRFSGSGSGT DFTLTISRLE PEDFAVYYCQO MSGGESSFIFG PGTKVDIK 108
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FIG. 7A

1121 Heavy Chain Variable Region

gaggtgcagc tggtgcagtc tggagcagay gtgaaaaage ccggggagtc tetgaagate 60
tecectgtaagg gttotggata caactttacc agctactgga tcggctgggt geogecagatg 120
cucgggaaag gectggagtt gatggggatc atctatcctg gtgacfotga taccagatac 180
agcccgtect tccaaggeca gghcaccate tcagecgaca agtcgatcag caccegdctae 240
ctgcagtgga gcagectgaa ggcctoggac accgecatgt attictgtgg ttoggggage 300
tactggtact tcgatctctg gggecegtgye accetggtca ccgtctctag t 351

FIG. 7

EVQLVQSGAE VKKPGESLKI SCKGSGYNFT SYWIG QoM PGKGLELMGI IYPGDSDTRY 60
SPSFQGQVTI SADKSISTAY LQWSSLKASD TAMYYXCGSGS YWYFDLWGRG TLVIVSS 117



1121 Kappa Chain Variable Region
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FIG. 8A
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Fig. 9

A549 Assay
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Fig. 10

THP1 assay
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Fig. 11

Blockade of hiFNy (17.6 pM)
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Figure 1
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FIG. 1A

Heavy Chain IgG1 Constant Region

geoeteracca agggeccabe ggtettecoe ctggeaccet cckccaagag cacctetggg 60
ggcacagegyg coctgggetg cetggteaag gactacttee cogazceqgt gacggtgtey 120
tggaactcag gegecctgac cagoggegty cacaccttec cggergieoet acagrtectea 120
ggactcetact cecteageag cgtggtgace gtgeecteca geagettggy caccoagacce 240
tacatctgeca acgtgaatca caageccaqo azcaccaagg tggacaagaa agttgagecc 300
adatcttgtg acaaaactca cacatdecea cogbgcccag cacctgaact cotgggggga 360
cegtoagtot tectettoce cccaasacee aaggacacce tcatgatctco ccggaccect 420
gxggtcacat gcegtggtggt ggacgtgage cacgaagacce ctgaggtceaa gttcaactgg 4B0
tacgtggacg gegtyggaggr goataatgee aagacazagc cgogoggagga goagtacaac 540
agcacgtacc gtgtggtcag cgtectcace gtootgcace aggactgygct gaatggeaaq 500
gagtacaagt gcaaggtotc cpacaaagee ctecocagece coatcgagaa aaccatevce 660
aaagccaaag ggcagcocccg agaacceacag gtgtacacce tgececccate cogggatgag 720
ctgaccaaga accaggtcag cctgacctge ctggtcaaag gottetatece cagegacate 780
gocgtoggagt gggagagcaa tgggeageceg gagaacaact acaagaccac geockcecgty 840
ctggactccg acggotoctt cttectotat ageaageteca cogtggacaa gageoaggtgg 900
cageagggga acgtcttete atgoteegty atgoatgagg ctctgoacaa ccactacacg 260

cagaagagec. tectecctgte tooggghaaa 950

FIG. 1B

ASTKGPSVFP LAPESKSTSG GTAALGCLVK DYFPEPVIVS WNSGALTSGV HTFPAVLQSS | 60
GLYSLSSVVT VPSSSLATOT YICNVNHEDPS NTXVDXKVEP KSCDKTHYCP PCPRPELLGG 120
PSVFLTPPKP KDTLMISRTP EVICVVVDVS HEDPEVKFNW YVDGVEVENA KTXPREEQYN lag
STYRVVSVLT VLHQDNLNGK EYKCKVSNKA LPAPIEKTIS XAKGOPREPQ VYTLPPSHDE 240
LTXROVSLTC LVKGFYPSDI AVEWESKRGOF BMNYXTTIPPV LDBDOSPFLY SKLTVDKSRW 300
OQENVFSCSY NEBATHNEYT QKSLELSPGK 330

B
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FIG. 2A

Kappa Chain Constant Region

cgaactgtgy ctgcaccatg tgtettcate ttccocgocat ctgatgagea gttgaaatct
ggaactgoect ctgttgtatg cetgergaat aacttotate ccagagagge caaagtacag
tagaaggtygy atasacgccet coaatcgggh aacteccagy agagtgteac agagcaggac
sgoaaggaca geacctacag ccteageage accctgacge tgagcaaage agactacgag
aaacacaaay tctacgeoctyg cgaagteace catcagggcc tgagetegeoe cgtcacaaag
agcttcaaca ggggagagtyg b

FIG. 2B

RTVAAPSVFI FPPSDEQLKS GTASVVCLLN NFYFREAKVQ WKVDNATLOSE NSQESVTEQD
SKDSTYSLSS TLTLSKADYE KHEVYACEVY BQGLSSPVTE SFNRGEC
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- FIG. 3A

1119 Heavy Chain Variable Region

gaggbgcage tggtacagtc tggageagag gtgasaange ::égggagtc totgaagats 60

teotgtaagy gttetggata caactttace agetactgga teggekggaglt gegeeagaty 120
cccgggeaag goectggagtt gatgoggate atctakectg gtgacéctga taceagatac 180
ageccegtect tocaaggoea ggteoaccate ttagecgaca agteeabCay caccgoctac 240
ctgcagtgga geagoctgaa ggccteggac accgecatgt artactgtgy tteggggage o0

tacttttact tegatctcoty gggcegtgge acectggtea cogtetotag t as1

FIG. 3B -

EVQLVQSGAE VEKXPGESLKI SCKGSGINFT SYWIGAVRQN PGRGLEIMGI IYPGDSDTRY &0
SPSPQGQVTT SADXSISTAY LQWSSLEASD TAMYYCGSGS YFYFDLWGRG TLVIVSS 117
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- FIG.4A
1119 Kappa Chain Variable Rggion

gaaattgtgt tgacgcagtc tccaggoace ctgtebttgt ctocagggga aagagccacco
ctectocbgea gggecagtea gagtgtiage ageagetact tagectggta ccagcagaaa
cctggecagg cteccagget cctoatatat ggtgoatcca deagggocac tggeatcooa
gacaqgttca gtoggcagrgy gtctgggaca gacttcacte tcaccatcag cagactggag
cctgaagatt ttgcagtgta ttactgtcag cggtetgytyg getcateatt cactttegge
cctgggacea aagtaggatat caaa

FIG. 4B

BIVLTQSPGT LSLSPGERAT LSCRASQEVS SSYLAWYQQK PGQAPRLLIY GASSRATGIP
DRPSGEGSGT DFTLTISRLE PEDFAVYYCQ REGGSSPTPG PGTKVDIK
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FIG. 5A

1118 Heavy Chain Variable Region

gaggtgcage tggtgeagtc tggagoagag gtgaaaaage coggggagte
tcctgtaagy gttcotggata cagetttacc agetactgga teoggetgast
cccgggaaay gockggagtg gatguggate atctateoctg gtgactctga
agccegtcoct tecaaggoccea ggtcaccatc tcagecgaca agtccakcag
ctgcagtgga geagectgaa ggecteggae acegeocatgt attactgtgg
tactggtact tegatctctg gogecgtage acectygtea ccgtotctag

FIG. 5B

EVQLVQSGAE VKXPGESLKI SCKGSGYSFT SYWIGWVROM PGKGLEWMGI
SPSFQEQVTI SADKSISTAY LOWSSLKASD TAMYYCGSGS YWYFDLWGRG

FIG. 5C

1118* Heavy Chain Variable Region

BVQLVQSGAR VEKEPGESLKI SCKGSGYSFT SYWIGWVROM PORBLEWHGT
EPSFQGOVTI SADKSISTAY LOWSELKASD TAMYYCGSGS YWYFDLRGRG

FIG. 8D

1118* Heavy Chain Variable Region

gaggtgcage tggtgeagte tggagecagagy gbgraaaage coguggagtc
tectgtaagg gtretggata cagetthace agetactgga teggetgggt
ccegggaaag goctggagty gatggggatc atctatectg gtgactctga
agecegtect tecaaggeca gatcaccatc tcagoogaca agtecatcag
ctgcagtgya goagectgaa gygcotoggac actgecatgt attactgtgg
tactggtact tegatctecs gagoeghtgye accotggtca cegtetcotag
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FIG. 6A

1118 Kappa Chain Variable Region. -

gaaattgtgt tgacgcagtc tecaggeacc ctgteotttgt ctocagggga aagagecacc 60
cketeoctgea gggecagtea gaghqttage ageagetcoct tagoctggta ccagcagaaa 120
cotggocagyg chcccaggek cetcatatat ggtgratcoca goagggocac tggeatccca * 180
gacaggttea gbtggeagtgg gtctgggaca gactheactc tocaccatcag cagactggag . 240
cekgaagakt ttgoagtgta ttactgtcag cggtetggtg gotecatcatt cactttegge apo
cetgygacca aagtggatat caaa 324

FIG. 6B

BIVLTQSPGT LSLSPGERAT LSCRASQSVS SSSLAWYQQK PGQAPRLLIY GASSRATGIER 60
DRFSASGSAT DFTLTISRLE PEDPAVYYCQ RSGASSFIFG PGTEVDIK ’ 108
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FIG. 7A

1121 Heavy Chain Variable Reglon

gagbpgcagc tagtgcagtc tggageagag gtgaasaage ceggggagtc tctgaagatc
. tgotgtaagg gttctggata caacttbtace agetactgga teggetgggh gogocagatg
cococgggaaag geotggagit gatggggatce atctatcctg gtgactetge taccagatac
agcecgteot hecaaggoeca ggtcaccate tcagcecgaca agtocatcag caccgcctac
ctgcagtgga geagocetgaa ggocteqgac acegocatgt attactgtgyg ttoggogage
tactggtact tcgatqtctg gggcegtgae ACCCTggtea cogtetctag t

FIG. 7B

BVOLVQSGAE VKKPGBSLKI SCKGSGYNFT SYWIGWVROM PGKGLELMGI IYPGDSDTIRY
SPSFQGOVTI SADKSISTAY LOWSSLKASD TAMYYCGESAS YWYFDLWGRG TLVIVSS
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FIG. 8A |

1121 Kappa Chain Variable Region

gaaattgtgt tgacgeagbe tecaggeace ctgtctttgt ctocagggga aagagocace
ctotectgea gggecagtca gagtgttage, agecagetact tagectggta ccagcoagzaa
cctggecagg ctoccagget cctceatatat ggtgeatcca goiagggecae tggeatcoca
gacaggttca gtdgcagtgg gtcetgggaca gacttocactc tcaccatcag cagactggag
cctgaagatt trgecagtgta ttactgteag cggtotggtg geotcateatt cactticgge
cctgggacca aagtggatat casa

FIG. 8B

BIVLTQSPGT LSLSPGBRAT LSCRASQSVS SSYLAWYQOXK PGQAPRLLIY GASSRATGIP
DRFSGSGSGT DFILTISRLE PEDFAVYYCQ RSGGSSFTFG PGTEVDIK

FIG. 8C

1121* Kappa Chain Variable Region

EIVLTQSPGT LSLSPUERAT LSCRASQSTI ESYLAWYQQK PGQIPRLLTY GVSSRATGIP
DRFSGSGESGT DFILTITRLE PEDFAVYYC(H QYGNSPMYTF GQGTELEIK

FIG. 8D

1421* Kappa Chain Variable Region

gaaattgtgt tgacgecagtc tccocaggcacc ctgtetitgt ctecagggga aagagecace
ctctectgos gygeccagtea gagtattatc agcagetact tagoctggta coagcagaas
cctggecaga ctoccaggot ccteatetat ggtgtatcca gecagggerad tggcatocca
gacaggttca gtagcagtyy gtetgggaca gacttoacte tcaccatcac cagactggag
cctgaagatt - ttgcagtgta ttactgtcag cagrtatggta actcatttat gtacactktt

ggccagggga ccaagotgyn gatcaaa
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Fluorascence, 590nm
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Fig. 9

. A549 Assay
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Fig. 10

THP1 assay
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Fig. 11

Blockade of hIENY (17.6 pM)
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Figure 14
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Figure 15
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