PCT/US2024/032311

WO 2024/250030

1/48

SUBSTITUTE SHEET (RULE 26)



PCT/US2024/032311

WO 2024/250030

VT DIA

3 By
5§ 30T W0IF UPTIGS 1T 1Z
PP a0 DS - 2B RTINS 7

\
Oy 3L 359 Hd

9310403

s

J3uoyod v 3oyod

g3040d 7

Juoyos
g
G s

¥ Moo
QH0yo) 310403 43040

JHoyo3y

Gpovssssssrssen,

¥ uoyoy

Quoyoy

1 A5VHd

2/48



WO 2024/250030 PCT/US2024/032311

Patient Characteristics N=56 (%)
Age (median, range) 64 (35-86)
Gender
Female 26 (46)
Male 30 (54)
LDH
>ULN 27 (48)
Normal 27 (48)
N/A 24
Performance Status
0 45 (80)
1 11 (20)
# prior lines therapy
0 16 (29)
1 17 (30)
2 12 (21)
=3 8 (14)
N/A 3(5
Prior tebentafusp 9(16)
FIG. 2B
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Change in gene expression levels
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Change in Circulating NK Cell Protein
Expression Patterns {Day 1 - Day 36)
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Log2 Fold Change
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Log? Fold Change

Change in Protein Expression on Circudating
CDRY T celis {Day 1 - Day 38}
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Change in Protein Expression on Circulating
NK Celis {Day 1 - Day 38)

3
® Cohort A (n=3)
_A Cohort B (n=23)
) m Cohort C (n=13)

Log2 Fold Change

Change in Protein Expression Patterns on Clrculating
NK Cells {Day 1 - Day 36}

1.8

@ Nefitolimod 2mg {n=17)
i R B A Nelitolimod 4mg (n=10)
0t T W Neiitolimod 8mg (n=12)

Log? Fold Change

Ki-87 'NK'

FIG. 12E

13/48



WO 2024/250030 PCT/US2024/032311

Lhnys o Bty

R

FIG. 13A

14/48



PCT/US2024/032311

de1 OId

= W (BERRIOBP ¥,

WO 2024/250030

RPrys W 8%
W “n 5
. % 4 ; 3 4 3 - 4 i g g
-y Ve
%
g wx% 55

%% : AN

%2 407
PB4
ez m 124
159 355
et 124

15/48

# WYL YLy

& it itk GRSt R4
% Br 4
e

ot 8271
254 494

e

L2282
SRR

» 14 % AsE PG
% BN HEY. GIBNYY
o e J LI 3T A
L SORCYR AT i 24 =
% 0o v A2 AR 2T R171

Rt




PCT/US2024/032311

Change in ¢iDNA Levels
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Change in ctDNA Levels from Baseline to
Latest Available Post-Cycle 1 Time Point
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Best Reduction in ciDNA MAF from Baseline
to any Post-Baseline Time Point
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Change in Tumeor Pathway Scorss
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Change in Tumor Pathway Scores from Baseline to Day 57
Split by cohort

e

SR ————

E MTHTHTTHHTNN R
e RN S

\\Qx R
Y RN

A ARREN

“\\\\\\\\‘\\\\\‘\\“\\\\\\\‘\\‘\ A
* \\\\ D

\$\ EENA

SN A

\\\&\'N:A
i&\&\\\\\\\\

sy
e

RN
LN A HRHEIIHEHIER Ry

Py
7

FIG. 17C

Change in Tumor Pathway Scores from Baseline to Day 57

Split by dose
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Change in PBMC Pathway Scores from Baseline to Day 36
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Change in Tumor Gene Expression Levels from Baseline to Day 57

Split by cohort

cnii . \\\\\\Q\\\\\\&\\\ AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 3 S & m 7)
X * 3§ =
NS \\\\QS\\\\\\\N\\ ................. DI (=14}

\\ \\‘&\

YL A \\\\\\\\\\\\\\\\\\ -------

FIG. 17G

Change in Tumor Gene Expression Levels from Baseline to Day 57

Split by dose

®: -
N2 S —
- I
-
T
m
®

& \\\\\\\\\\@\\\

FIG. 17H

24/48



WO 2024/250030 PCT/US2024/032311

Change in Tumor Gene Expression Levels from Baseline to Day 57

Split by cohort
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Change in PBMC Gene Expression Levels from Baseline to Day 36
Split by cohort
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Change in PBMC Gene Expression Levels from Baseline to Day 36
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