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Galgttgtgatgacccagactccectcactttgtcggttaccatiggacagccagcctccatcetcttgcacgtcaagtcagag
cctettaaatagtgatggggagacatatttgaattggtigttacagaggccaggecagtctccaaagegectaatccatetg
gtgtctaaactggactctggagtcectgacaggatcactggcagtggatctgggacagatticacactgaaaatcaacag
agtggaggctgaggatitgggaatttattattgctggcaaggtacacattttccgtggacqgttcggtggaggcaccaage

tggaaatcaaac (SEQ ID NO:206)
start of FR1
CDR3

Jgene

| Productive IGK rearranged sequence (no stop codon and
Result summary: . . _
in-frame junction)

Musmus IGKV1- identity = 96,26%
V-GENE and allele score = 1366

135*01 F (283/294 nt)

a identity = 100,00%
J-GENE and allele Musmus IGKJ1*01 F | score = 190
(38/38 nt)

FR-IMGT lengths,
CDR-IMGT lengths | [26.17.36.10] [11.3.9] CWQGTHFPWTF
and AA JUNCTION
VH

Caggtccagttgcagcagtctggaactgagetggtaaggcectgggacticagtgaagatatcctgcaaggcttctggatac
gacttcactaacttttggctaggttggataaagcagaggcctggacatggacttgaatggattggagatatttaccctggag

gtgataatacttactacaatgagaagttcaagggcaaagtcacgctgactgcagacaaatcctcgaacacagcctatatg
cagttcagtagcctgacatctgaggactctgcetgtctatitctgttttatgattetctatactitggactactiggggtcaaggaa
cctecagtcaccgtetectcag (SEQ ID NO:207)
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Result summary:

PCT/US2015/0167

Productive IGH rearr_anged sTeque_nE:-e (no stop codon and

in-frame junction)

V-GENE and allele

Musmus IGHV1-
63*01 F

score = 1210

identity = 91,32%
(263/288 nt)

J-GENE and allele

Musmus IGHJ4*01 F

score = 225

identity = 90,74%
(49/54 nt)

D-GENE and allele by
IMGT/JunctionAnalysis

Musmus IGHD2-
4*01 F

D-REGION is in reading frame 1

FR-IMGT lengths,

CDR-IMGT lengths and

AA JUNCTION

[25.17.38.11]

[8.8.9]
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