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GATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGAGACCACAACGGTTTCCCTCTAGAAATAATTTTGTT
TAACTTTAAGAAGGAGATATACATATGCGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGT
GGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGGGATCCGAGCTCGAGCCGATTACC
ATCAATAATTTTCGTTATTCAGATCCGGTGAATAATGATACCATCATCATGATGGAACCACCGTACTGTAAAGGG
CTGGATATTTATTATAAAGCGTTCAAAATCACCGACCGCATCTGGATCGTGCCGGAACGCTACGAATTCGGCACC
AAACCGGAAGATTTTAATCCGCCGAGTAGTCTGATCGAAGGTGCATCGGAATACTACGATCCGAATTATCTGCGT
ACTGACTCTGATAAAGATCGCTTTCTGCAAACGATGGTAAAACTGTTCAATCGTATCAAAAACAATGTAGCAGGC
GAAGCCCTGCTGGATAAAATCATCAACGCCATTCCGTATCTGGGAAACAGTTATTCTCTGCTGGATAAATTCGAT
ACAAACTCGAACTCTGTGTCATTCAACCTGCTGGAACAGGACCCGAGCGGCGCGACCACTAAGAGTGCGATGCTG
ACTAACCTGATTATTTTCGGTCCGGGACCGGTACTGAATAAAAATGAAGTTCGCGGCATTGTACTGCGTGTCGAT
AATAAAAACTATTTCCCATGTCGTGATGGCTTCGGCAGCATCATGCAGATGGCCTTTTGTCCGGAATATGTGCCA
ACTTTCGATAATGTGATTGAGAACATCACCTCTCTGACGATTGGTAAAAGTAAATATTTCCAGGATCCGGCTCTG
CTGCTGATGCATGAACTGATCCATGTTCTGCATGGCCTGTATGGCATGCAGGTTTCATCCCACGAAATTATCCCA
TCCAAACAGGAAATTTACATGCAGCATACATATCCGATTAGTGCCGAAGAACTGTTCACTTTTGGCGGCCAGGAT
GCGAACCTGATTTCGATTGACATTAAAAACGATCTGTATGAAAAAACTCTGAACGATTATAAAGCGATTGCCAAC
AAACTGTCTCAGGTAACCTCCTGTAACGATCCGAATATTGATATTGACAGTTATAAACAAATTTATCAGCAGAAG
TATCAGTTCGATAAAGACTCTAATGGCCAGTATATTGTTAACGAAGATAAATTCCAGATTCTGTACAATAGCATT
ATGTATGGCTTTACTGAGATCGAACTGGGTAAAAAATTTAACATCAAGACTCGTCTGAGCTATTTTAGCATGAAT
CATGATCCAGTGAAAATCCCGAATCTGCTGGATGATACGATTTATAATGATACCGAAGGATTTAACATCGAAAGC
AAGGATCTGAAATCCGAATATAAAGGGCAGAACATGCGCGTTAATACCAATGCATTTCGCAATGTTGATGGTTCA
GGCCTGGTGTCGAAACTGATTGGGCTGTGTAAGAAAATCATTCCACCGACAAATATTCGCGAAAATCTGTACAAC
CGTACGGCGAGCCTGACCGATCTGGGGGGAGAACTGTGTATTAAAATCAAAAATGAAGATCTGACCTTCATTGCT
GAGAAGAATAGCTTTTCCGAAGAGCCATTCCAGGACGAAATCGTGTCTTATAACACCAAGAATAAACCGCTGAAT
TTCAACTACTCCCTGGACAAAATCATTGTGGATTACAACCTGCAGAGTAAAATTACCCTGCCGAATGATCGTACC
ACCCCGGTGACGAAAGGCATCCCTTACGCACCAGAATATAAATCAAATGCAGCCTCGACTATCGAGATCCATAAT
ATTGATGACAACACTATTTACCAGTACCTGTATGCTCAGAAATCTCCGACGACGCTGCAGCGCATCACCATGACT
AACAGCGTGGACGATGCCCTGATTAATAGCACCAAAATCTACTCTTACTTTCCGTCGGTGATCTCTAAGGTTAAT
CAGGGCGCGCAAGGTATCCTGTTTCTGCAATGGGTGCGTGATATTATTGATGATTTCACTAATGAATCTAGCCAG
AAAACGACAATTGATAAAATTTCGGATGTTTCCACCATCGTGCCTTACATCGGCCCAGCGCTGAACATCGTGAAG
CAGGGTTATGAGGGTAACTTTATCGGAGCACTGGAAACGACCGGCGTGGTTCTGCTGCTGGAATATATTCCGGAG
ATTACTCTGCCAGTTATTGCGGCTCTGTCGATTGCAGAGAGCTCAACGCAGAAAGAAAAAATTATTAAGACGATC
GACAATTTCCTGGAAAAGCGCTACGAAAAATGGATCGAAGTGTATAAGCTGGTGAAAGCGAAATGGCTGGGGACC
GTGAACACCCAGTTCCAAARAACGTTCCTATCAAATGTATCGTAGCCTGGAATATCAGGTGGACGCCATTAAAAAG
ATCATCGATTACGAATATAAGATCTACTCCGGTCCGGACAAAGAACAGATTGCGGACGAAATTAACAATCTGAAA
Figure 3 SEQ ID NO: 2 (continued next page) .
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AATAAACTGGAGGAAAAAGCCAACAAAGCGATGATTAATATCAATATTTTCATGCGTGAAAGCAGCCGTAGCTTC
CTGGTCAATCAGATGATTAATGAAGCGAAGAAACAACTGCTGGAATTTGATACGCAATCTAAAAATATTCTGATG
CAATACATCAAAGCCAATTCTAAATTTATTGGGATCACGGAACTGAAAAAGCTGGAATCGAAAATCAATAAAGTC
TTTAGCACCCCGATTCCGTTCTCCTACTCGAAAAATCTGGATTGTTGGGTTGACAATGAAGAAGATATTGATGTT
ATTCTGAAAAAGAGCACGATCCTGAACCTGGATATTAATAACGATATTATCTCTGATATCAGTGGTTTTAATTCA
TCAGTTATTACTTACCCAGACGCTCAACTGGTGCCGGGAATCAATGGGAAAGCCATTCATCTGGTGAATAATGAA
TCAAGTGAAGTGATCGTGCATAAAGCGATGGATATCGAGTACAACGATATGTTTAATAATTTCACGGTGTCGTTC
TGGCTGCGTGTTCCGAAAGTGAGTGCCTCCCACCTGGAACAATATGGAACCAACGAATACTCAATCATTAGCAGC
ATGAAGAAACATTCGCTGAGTATTGGTTCAGGTTGGAGCGTTTCCCTGAAAGGGAACAATCTGATCTGGACACTG
AAGGACTCAGCGGGCGAAGTGCGTCAGATTACGTTTCGTGATCTGCCGGATAAATTTAATGCATACCTGGCTAAC
AAATGGGTGTTCATCACAATCACCAATGACCGTCTGTCGTCTGCAAACCTGTATATTAATGGGGTACTGATGGGC
TCGGCAGAAATTACAGGGCTGGGCGCCATTCGTGAAGATAACAATATTACGCTGAAACTGGATCGTTGTAATAAC
AATAATCAGTATGTGAGCATTGATAAATTTCGTATTTTCTGCAAAGCGCTGAACCCGAAAGAAATTGAAAAACTG
TATACCTCGTATCTGTCAATTACGTTTCTGCGCGATTTCTGGGGAAACCCGCTGCGTTACGATACGGAATACTAC
CTGATCCCGGTAGCCAGTTCTAGTAAAGACGTTCAACTGAAAAATATTACCGACTACATGTATCTGACAAACGCT
CCATCATACACAAACGGCAAACTGAACATCTATTACCGTCGCCTGTACAATGGGCTGAAATTCATCATTAAACGT
TATACCCCGAATAACGAAATTGATTCCTTTGTGAAGTCCGGTGACTTCATTAAGCTGTATGTATCCTATAACAAT
AATGAACACATCGTTGGCTATCCGAAGGATGGCAATGCCTTTAACAACCTGGATCGTATTCTGCGTGTAGGTTAC
AACGCCCCGGGTATTCCGCTGTATAAGAAAATGGAAGCAGTGAAACTGCGTGATCTGAAAACATATTCCGTGCAA
CTGAAGCTGTATGATGACAAAAATGCTAGCCTGGGTCTGGTAGGCACGCATAACGGTCAGATTGGAAACGATCCT
AATCGTGACATCCTGATCGCCTCTAACTGGTATTTTAACCACCTGAAAGATAAAATTCTGGGCTGCGATTGGTAT
TTTGTCCCTACCGATGAAGGCTGGACGAACGATTAAAAGCTTGATCCGGCTGCTAACAAAGCCCGAAAGGAAGCT
GAGTTGGCTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTT
TTGCTGAAAGGAGGAACTATATCCGGATCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT
TGCGCAGCCTGAATGGCGAATGGGACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCA
GCGTGACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCG
CCGGCTTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTTACGGCACCTCGACC
CCAAAAAACTTGATTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGT
TGGAGTCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGTCTATTCTT
TTGATTTATAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTAACAAAAATTTAACGCGA
ATTTTAACAAAATATTAACGCTTACAATTTAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTT
ATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAA
AAGGAAGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTT
TGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTACATCGAACT
GGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGT
TCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCA
GAATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAG
TGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAAC
CGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACC
AAACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACT
TACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGC
CCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACT
GGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGT CAGGCAACTATGGATGAACGAAA
TAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACT
TTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAA
AATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCC
TTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCA
AGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTA
GCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGT
GGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCG
GTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACA
GCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGG
AACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCT
CTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTT
TTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAA
CCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGA
GGAAGCGGAAGAGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAG
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GATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGAGACCACAACGGTTTCCCTCTAGAAATAATTTTGTT
TAACTTTAAGAAGGAGATATACATATGCGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGT
GGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGGGATCCGAGCTCGAGAAAAATCTG
GATTGTTGGGTTGACAATGAAGAAGATATTGATGTTATTCTGAAAAAGAGCACGATCCTGAACCTGGATATTAAT
AACGATATTATCTCTGATATCAGTGGTTTTAATTCATCAGTTATTACTTACCCAGACGCTCAACTGGTGCCGGGA
ATCAATGGGAAAGCCATTCATCTGGTGAATAATGAATCAAGTGAAGTGATCGTGCATAAAGCGATGGATATCGAG
TACAACGATATGTTTAATAATTTCACGGTGTCGTTCTGGCTGCGTGTTCCGAAAGTGAGTGCCTCCCACCTGGAA
CAATATGGAACCAACGAATACTCAATCATTAGCAGCATGAAGAAACATTCGCTGAGTATTGGTTCAGGTTGGAGC
GTTTCCCTGAAAGGGAACAATCTGATCTGGACACTGAAGGACTCAGCGGGCGAAGTGCGTCAGATTACGTTTCGT
GATCTGCCGGATAAATTTAATGCATACCTGGCTAACAAATGGGTGTTCATCACAATCACCAATGACCGTCTGTCG
TCTGCAAACCTGTATATTAATGGGGTACTGATGGGCTCGGCAGAAATTACAGGGCTGGGCGCCATTCGTGAAGAT
AACAATATTACGCTGAAACTGGATCGTTGTAATAACAATAATCAGTATGTGAGCATTGATAAATTTCGTATTTTC
TGCAAAGCGCTGAACCCGAAAGAAATTGAAAAACTGTATACCTCGTATCTGTCAATTACGTTTCTGCGCGATTTC
TGGGGAAACCCGCTGCGTTACGATACGGAATACTACCTGATCCCGGTAGCCAGTTCTAGTAAAGACGTTCAACTG
AAAAATATTACCGACTACATGTATCTGACAAACGCTCCATCATACACAAACGGCAAACTGAACATCTATTACCGT
CGCCTGTACAATGGGCTGAAATTCATCATTAAACGTTATACCCCGAATAACGAAATTGATTCCTTTGTGAAGTCC
GGTGACTTCATTAAGCTGTATGTATCCTATAACAATAATGAACACATCGTTGGCTATCCGAAGGATGGCAATGCC
TTTAACAACCTGGATCGTATTCTGCGTGTAGGTTACAACGCCCCGGGTATTCCGCTGTATAAGAAAATGGAAGCA
GTGAAACTGCGTGATCTGAAAACATATTCCGTGCAACTGAAGCTGTATGATGACAAAAATGCTAGCCTGGGTCTG
GTAGGCACGCATAACGGTCAGATTGGAAACGATCCTAATCGTGACATCCTGATCGCCTCTAACTGGTATTTTAAC
CACCTGAAAGATAAAATTCTGGGCTGCGATTGGTATTTTGTCCCTACCGATGAAGGCTGGACGAACGATTAAGAA
TTCGAAGCTTGATCCGGCTGCTAACAAAGCCCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGCAATAACT
AGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTGAAAGGAGGAACTATATCCGGATCTGG
CGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGGACGCGCCC
TGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGTGACCGCTACACTTGCCAGCGCCCTAGCG
CCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCGCCGGCTTTCCCCGTCAAGCTCTAAATCGGGGG
CTCCCTTTAGGGTTCCGATTTAGTGCTTTACGGCACCTCGACCCCAAAAAACTTGATTAGGGTGATGGTTCACGT
AGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGTTGGAGTCCACGTTCTTTAATAGTGGACTCTTG
TTCCAAACTGGAACAACACTCAACCCTATCTCGGTCTATTCTTTTGATTTATAAGGGATTTTGCCGATTTCGGCC
TATTGGTTAAAAAATGAGCTGATTTAACAAAAATTTAACGCGAATTTTAACAAAATATTAACGCTTACAATTTAG
GTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGC
TCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTATGAGTATTCAACATTTCCGTG
TCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAGTAAAAG
ATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTT
TTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGTTCTGCTATGTGGCGCGGTATTATCCCGTATTG
ACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTCACAG
AAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTGATAACACTGCGG
CCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAA
CTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTAG
CAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACT
GGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAAT
CTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAG
TTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGA
TTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTA
AAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAG
CGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAA
CAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTG
GCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTG
TAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTA
CCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGC
CCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCG
AAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGG
GAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGT
CAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTG
CTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCG
CTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCCAATACGCAAACCGC
CTCTCCCCGCGCGTTGGCCGATTCATTAATGCAG
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PITINNFRYSDPVNNDTIIMMEPPYCKGLDIYYKAFKITDRIWIVPERYEFGTKPEDFNPPSSLIEGASEYYDPN
YLRTDSDKDRFLOTMVKLFNRIKNNVAGEALLDKIINATIPYLGNSYSLLDKFDTNSNSVSFNLLEQDPSGATTKS
AMLTNLIIFGPGPVLNKNEVRGIVLRVDNKNYFPCRDGFGSIMOMAFCPEYVPTEFDNVIENITSLTIGKSKYFQD
PALLLMHELIHVLHGLYGMQVSSHEIIPSKQEIYMOHTYPISAEELFTFGGODANLISIDIKNDLYEKTLNDYKA
TANKLSQVTSCNDPNIDIDSYKQIYQOKYQFDKDSNGQYIVNEDKFQILYNSIMYGFTEIELGKKFNIKTRLSYF
SMNHDPVKIPNLLDDTIYNDTEGFNIESKDLKSEYKGONMRVNTNAFRNVDGSGLVSKLIGLCKKIIPPTNIREN
LYNRTASLTDLGGELCIKIKNEDLTFIAEKNSFSEEPFOQDEIVSYNTKNKPLNEFNYSLDKIIVDYNLQSKITLPN
DRTTPVTKGIPYAPEYKSNAASTIEIHNIDDNTIYQYLYAQKSPTTLOQRITMTNSVDDALINSTKIYSYFPSVIS
KVNQGAQGILFLOWVRDIIDDEFTNESSQKTTIDKISDVSTIVPYIGPALNIVKQGYEGNFIGALETTGVVLLLEY
IPEITLPVIAALSIAESSTQKEKITIKTIDNFLEKRYEKWIEVYKLVKAKWLGTVNTQFQKRSYOMYRSLEYQVDA
IKKIIDYEYKIYSGPDKEQIADEINNLKNKLEEKANKAMININIFMRESSRSFLVNQMINEAKKQLLEFDTQSKN
ILMOYIKANSKFIGITELKKLESKINKVESTPIPFSYS
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GATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGAGACCACAACGGTTTCCCTCTAGAAATAATTTTGTT
TAACTTTAAGAAGGAGATATACATATGCGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGT
GGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGGGATCCGAGCTCGAGCCGATTACC
ATCAATAATTTTCGTTATTCAGATCCGGTGAATAATGATACCATCATCATGATGGAACCACCGTACTGTAAAGGG
CTGGATATTTATTATAAAGCGTTCAAAATCACCGACCGCATCTGGATCGTGCCGGAACGCTACGAATTCGGCACC
AAACCGGAAGATTTTAATCCGCCGAGTAGTCTGATCGAAGGTGCATCGGAATACTACGATCCGAATTATCTGCGT
ACTGACTCTGATAAAGATCGCTTTCTGCAAACGATGGTAAAACTGTTCAATCGTATCAAAAACAATGTAGCAGGC
GAAGCCCTGCTGGATAAAATCATCAACGCCATTCCGTATCTGGGAAACAGTTATTCTCTGCTGGATAAATTCGAT
ACAAACTCGAACTCTGTGTCATTCAACCTGCTGGAACAGGACCCGAGCGGCGCGACCACTAAGAGTGCGATGCTG
ACTAACCTGATTATTTTCGGTCCGGGACCGGTACTGAATAAAAATGAAGTTCGCGGCATTGTACTGCGTGTCGAT
AATAAAAACTATTTCCCATGTCGTGATGGCTTCGGCAGCATCATGCAGATGGCCTTTTGTCCGGAATATGTGCCA
ACTTTCGATAATGTGATTGAGAACATCACCTCTCTGACGATTGGTAAAAGTAAATATTTCCAGGATCCGGCTCTG
CTGCTGATGCATGAACTGATCCATGTTCTGCATGGCCTGTATGGCATGCAGGTTTCATCCCACGAAATTATCCCA
TCCAAACAGGAAATTTACATGCAGCATACATATCCGATTAGTGCCGAAGAACTGTTCACTTTTGGCGGCCAGGAT
GCGAACCTGATTTCGATTGACATTAAAAACGATCTGTATGAAAAAACTCTGAACGATTATAAAGCGATTGCCAAC
AAACTGTCTCAGGTAACCTCCTGTAACGATCCGAATATTGATATTGACAGTTATAAACAAATTTATCAGCAGAAG
TATCAGTTCGATAAAGACTCTAATGGCCAGTATATTGTTAACGAAGATAAATTCCAGATTCTGTACAATAGCATT
ATGTATGGCTTTACTGAGATCGAACTGGGTAAAAAATTTAACATCAAGACTCGTCTGAGCTATTTTAGCATGAAT
CATGATCCAGTGAAAATCCCGAATCTGCTGGATGATACGATTTATAATGATACCGAAGGATTTAACATCGAAAGC
Figure 10 SEQ ID NO: 7 (continued next page).
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AAGGATCTGAAATCCGAATATAAAGGGCAGAACATGCGCGTTAATACCAATGCATTTCGCAATGTTGATGGTTCA
GGCCTGGTGTCGAAACTGATTGGGCTGTGTAAGAAAATCATTCCACCGACAAATATTCGCGAAAATCTGTACAAC
CGTACGGCGAGCCTGACCGATCTGGGGGGAGAACTGTGTATTAAAATCAAAAATGAAGATCTGACCTTCATTGCT
GAGAAGAATAGCTTTTCCGAAGAGCCATTCCAGGACGAAATCGTGTCTTATAACACCAAGAATAAACCGCTGAAT
TTCAACTACTCCCTGGACAAAATCATTGTGGATTACAACCTGCAGAGTAAAATTACCCTGCCGAATGATCGTACC
ACCCCGGTGACGAAAGGCATCCCTTACGCACCAGAATATAAATCAAATGCAGCCTCGACTATCGAGATCCATAAT
ATTGATGACAACACTATTTACCAGTACCTGTATGCTCAGAAATCTCCGACGACGCTGCAGCGCATCACCATGACT
AACAGCGTGGACGATGCCCTGATTAATAGCACCAAAATCTACTCTTACTTTCCGTCGGTGATCTCTAAGGTTAAT
CAGGGCGCGCAAGGTATCCTGTTTCTGCAATGGGTGCGTGATATTATTGATGATTTCACTAATGAATCTAGCCAG
AAAACGACAATTGATAAAATTTCGGATGTTTCCACCATCGTGCCTTACATCGGCCCAGCGCTGAACATCGTGAAG
CAGGGTTATGAGGGTAACTTTATCGGAGCACTGGAAACGACCGGCGTGGTTCTGCTGCTGGAATATATTCCGGAG
ATTACTCTGCCAGTTATTGCGGCTCTGTCGATTGCAGAGAGCTCAACGCAGAAAGAAAAAATTATTAAGACGATC
GACAATTTCCTGGAAAAGCGCTACGAAAAATGGATCGAAGTGTATAAGCTGGTGAAAGCGAAATGGCTGGGGACC
GTGAACACCCAGTTCCAAAAACGTTCCTATCAAATGTATCGTAGCCTGGAATATCAGGTGGACGCCATTAAAAAG
ATCATCGATTACGAATATAAGATCTACTCCGGTCCGGACAAAGAACAGATTGCGGACGAAATTAACAATCTGARAA
AATAAACTGGAGGAAAAAGCCAACAAAGCGATGATTAATATCAATATTTTCATGCGTGAAAGCAGCCGTAGCTTC
CTGGTCAATCAGATGATTAATGAAGCGAAGAAACAACTGCTGGAATTTGATACGCAATCTAAAAATATTCTGATG
CAATACATCAAAGCCAATTCTAAATTTATTGGGATCACGGAACTGAAAAAGCTGGAATCGAAAATCAATAAAGTC
TTTAGCACCCCGATTCCGTTCTCCTACTCGTAAGGTACCATGGAATTCGAAGCTTGATCCGGCTGCTAACAAAGC
CCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGT
CTTGAGGGGTTTTTTGCTGAAAGGAGGAACTATATCCGGATCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGC
CCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGGACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGETGETG
GTGGTTACGCGCAGCGTGACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTT
CTCGCCACGTTCGCCGGCTTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTTA
CGGCACCTCGACCCCAAAAAACTTGATTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTT
CGCCCTTTGACGTTGGAGTCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATC
TCGGTCTATTCTTTTGATTTATAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTAACAA
AAATTTAACGCGAATTTTAACAAAATATTAACGCTTACAATTTAGGTGGCACTTTTCGGGGAAATGTGCGCGGAA
CCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTC
AATAATATTGAAAAAGGAAGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTT
GCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGATCAGTTGGGTGCACGAGTGG
GTTACATCGAACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGA
GCACTTTTAAAGTTCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCA
TACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAA
GAGAATTATGCAGTGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGAC
CGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGA
ATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAA
CTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCAC
TTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTA
TCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTA
TGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTT
ACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATA
ATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGAT
CTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTT
GTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTG
TTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAA
TCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGG
ATAAGGCGCAGCGGTCGGGCTGAACGGGGGGETTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAAC
TGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAA
GCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCG
GGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCA
GCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTG
ATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCG
AGTCAGTGAGCGAGGAAGCGGAAGAGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAAT
GCAG

Figure 10 SEQ ID NO: 7.
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Figure 11.

KNLDCWVDNEEDIDVILKKSTILNLDINNDIISDISGENSSVITYPDAQLVPGINGKATIHLVNNESSEVIVHKAM
DIEYNDMENNEFTVSFWLRVPKVSASHLEQYGTNEYSITISSMKKHSLSIGSGWSVSLKGNNLIWTLKDSAGEVRQI
TFRDLPDKENAYLANKWVFITITNDRLSSANLYINGVLMGSAEITGLGAIREDNNITLKLDRCNNNNQYVSIDKEF
RIFCKALNPKEIEKLYTSYLSITFLRDFWGNPLRYDTEYYLIPVASSSKDVQLKNITDYMYLTNAPSYTNGKLNT
YYRRLYNGLKFIIKRYTPNNEIDSEFVKSGDFIKLYVSYNNNEHIVGYPKDGNAFNNLDRILEVGYNAPGIPLYKK
MEAVKLRDLKTYSVQLKLYDDKNASLGLVGTHNGQIGNDPNRDILIASNAYFNHLKDKILGCDWYFVPTDEGWTN
D

Figure 12 SEQ ID NO: 8.

GATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGAGACCACAACGGTTTCCCTCTAGAAATAATTTTGTT
TAACTTTAAGAAGGAGATATACATATGCGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGT
GGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGGGATCCGAGCTCGAGAAAAATTTG
GATTGCTGGGTCGACAATGAGGAGGACATTGATGTGATATTAAAGAAATCCACTATCTTAAATCTTGATATAAAC
AATGACATCATCTCGGATATATCTGGGTTCAATTCTTCCGTCATAACTTACCCTGATGCTCAACTGGTACCGGGA
ATTAATGGGAAGGCCATACACTTAGTCAACAACGAATCTTCCGAGGTGATTGTACATAAGGCAATGGACATAGAG
TACAATGACATGTTTAATAACTTTACTGTCTCGTTCTGGTTACGCGTGCCCAAAGTATCTGCCTCACACCTGGAA
CAGTATGGCACAAATGAATATTCTATTATCAGTAGTATGAAGAAACACTCGCTTTCTATAGGATCCGGCTGGAGT
GTTTCGCTGAAGGGCAATAACTTGATCTGGACCCTTAAAGATTCAGCGGGAGAAGTAAGACAAATAACTTTCCGG
GATTTGCCTGATAAGTTCAACGCATACCTGGCCAATAAGTGGGTTTTCATAACTATAACAAATGACCGCTTGTCT
AGCGCCAACTTATACATCAATGGAGTATTGATGGGTTCCGCTGAGATTACAGGCTTGGGTGCCATAAGAGAGGAC
AATAATATCACCCTGAAACTGGACCGCTGCAATAATAACAATCAGTACGTGAGCATAGATAAATTCCGTATTTTT
TGCAAAGCCCTGAACCCGAAAGAAATCGAAAAACTGTATACTTCATATCTGAGCATAACATTTCTGCGTGATTTT
TGGGGTAACCCGCTGCGTTATGATACCGAATACTACCTGATTCCGGTTGCCAGCAGCAGCAAAGATGTTCAGCTG
AAAAATATTACCGACTATATGTATCTGACAAATGCGCCGTCTTATACCAATGGCAAACTGAATATTTATTATCGC
CGGTTGTACAACGGGCTGAAGTTCATTATTAAACGGTACACCCCGAACAACGAAATCGATTCATTTGTTAAATCC
GGGGATTTCATAAAGTTATACGTGAGCTATAATAACAACGAGCATATTGTAGGTTATCCGAAAGACGGTAATGCT
TTCAACAACTTGGATCGGATACTGGAAGTTGGTTACAACGCCCCAGGTATTCCACTGTATAAGAAAATGGAAGCC
GTCAAGTTGCGTGATTTAAAGACGTACTCAGTACAGCTTAAATTATACGACGATAAGAATGCAAGCCTTGGATTG
GTTGGGACCCACAATGGTCAGATTGGAAATGACCCCAATCGGGACATTCTGATAGCATCCAACGCGTACTTCAAC
CATTTGAAAGATAAAATCCTGGGCTGTGATTGGTACTTTGTACCGACTGATGAAGGATGGACGAATGACTAAGAA
TTCGAAGCTTGATCCGGCTGCTAACAAAGCCCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGCAATAACT
AGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTGAAAGGAGGAACTATATCCGGATCTGG
Figure 13 SEQ ID NO: 9 (continued next page).
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CGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGGACGCGCCC
TGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGTGACCGCTACACTTGCCAGCGCCCTAGCG
CCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCGCCGGCTTTCCCCGTCAAGCTCTAAATCGGGGG
CTCCCTTTAGGGTTCCGATTTAGTGCTTTACGGCACCTCGACCCCAAAAAACTTGATTAGGGTGATGGTTCACGT
AGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGTTGGAGTCCACGTTCTTTAATAGTGGACTCTTG
TTCCAAACTGGAACAACACTCAACCCTATCTCGGTCTATTCTTTTGATTTATAAGGGATTTTGCCGATTTCGGCC
TATTGGTTAAAAAATGAGCTGATTTAACAAAAATTTAACGCGAATTTTAACAAAATATTAACGCTTACAATTTAG
GTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGC
TCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTATGAGTATTCAACATTTCCGTG
TCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAGTAAAAG
ATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTT
TTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGTTCTGCTATGTGGCGCGGTATTATCCCGTATTG
ACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTCACAG
AAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTGATAACACTGCGG
CCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAA
CTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTAG
CAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACT
GGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAAT
CTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAG
TTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGA
TTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTA
AAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAG
CGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAA
CAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTG
GCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTG
TAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTA
CCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGC
CCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCG
AAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGG
GAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGT
CAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTG
CTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCG
CTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCCAATACGCAAACCGC
CTCTCCCCGCGCGTTGGCCGATTCATTAATGCAG

Figure 13 SEQ ID NO: 9.
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PITINNFRYSDPVNNDTIIMMEPPYCKGLDIYYKAFKITDRIWIVPERYEFGTKPEDFNPPSSLIEGASEYYDPN
YLRTDSDKDRFLOQTMVKLFNRIKNNVAGEALLDKIINAIPYLGNSYSLLDKFDTNSNSVSEFNLLEQDPSGATTKS
AMLTNLITFGPGPVLNKNEVRGIVLRVDNKNYFPCRDGFGSIMOMAFCPEYVPTEDNVIENITSLTIGKSKYFQD
PALLLMHELIHVLHGLYGMQVSSHEIIPSKQEIYMQHTYPISAEELFTFGGOQDANLISIDIKNDLYEKTLNDYKA
TANKLSQVTSCNDPNIDIDSYKQIYOOKYQFDKDSNGQYIVNEDKFQILYNSIMYGFTEIELGKKENIKTRLSYF
SMNHDPVKIPNLLDDTIYNDTEGEFNIESKDLKSEYKGONMRVNTNAFRNVDGSGLVSKLIGLCKKIIPPTNIREN
LYNRTASLTDLGGELCIKIKNEDLTFIAEKNSFSEEPFQDEIVSYNTKNKPLNEFNYSLDKIIVDYNLQSKITLPN
DRTTPVTKGIPYAPEYKSNAASTIEIHNIDDNTIYQYLYAQKSPTTLQRITMTNSVDDALINSTKIYSYFPSVIS
KVNQGAQGILFLOWVRDIIDDFTNESSQKTTIDKISDVSTIVPYIGPALNIVKQGYEGNFIGALETTGVVLLLEY
IPEITLPVIAALSIAESSTQKEKIIKTIDNFLEKRYEKWIEVYKLVKAKWLGTVNTQFQKRSYQMYRSLEYQVDA
IKKIIDYEYKIYSGPDKEQIADEINNLKNKLEEKANKAMININIFMRESSRSFLVNQMINEAKKQLLEFDTQSKN
TIIMOYIKANSKFIGITELKKLESKINKVEFSTPIPFSYSKNLDCWVDNEEDIDVILKKSTILNLDINNDIISDISG
FNSSVITYPDAQLVPGINGKATHLVNNESSEVIVHKAMDI EYNDMFNNFTVSFWLRVPKVSASHLEQYGTNEYST
ISSMKKHSLSIGSGWSVSLKGNNLIWTLKDSAGEVRQITFRDLPDKEFNAYLANKWVEFITITNDRLSSANLYINGV
LMGSAEITGLGAIREDNNITLKLDRCNNNNQYVSIDKFRIFCKALNPKEIEKLYTSYLSITFLRDFWGNPLRYDT
EYYLIPVASSSKDVQLKNITDYMYLTNAPSYTNGKLNIYYRRLYNGLKFITIKRYTPNNEIDSEFVKSGDFIKLYVS
YNNNEHIVGYPKDGNAFNNLDRILEVGYNAPGIPLYKKMEAVKLRDLKTYSVQLKLYDDKNASLGLVGTHNGQIG
NDPNRDILIASNAYFNHLKDKILGCDWYFVPTDEGWTND

Figure 15 SEQ ID NO: 10.

GATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGAGACCACAACGGTTTCCCTCTAGAAATAATTTTGTT
TAACTTTAAGAAGGAGATATACATATGCGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGT
GGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGGGATCCGAGCTCGAGCCGATCACC
ATCAACAACTTCCGTTACTCTGACCCGGTTAACAACGACACCATCATCATGATGGAACCGCCGTACTGCAAAGGT
CTGGACATCTACTACAAAGCGTTCAAAATCACCGACCGTATCTGGATCGTTCCGGAACGTTACGAATTCGGTACC
AAACCGGAAGACTTCAACCCGCCGTCTTCTCTGATCGAAGGTGCGTCTGAATACTACGACCCGAACTACCTGCGT
ACCGACTCTGACAAAGACCGTTTCCTGCAGACCATGGTTAAACTGTTCAACCGTATCAAAAACAACGTTGCGGGT
GAAGCGCTGCTGGACAAAATCATCAACGCGATCCCGTACCTGGGTAACTCTTACTCTCTGCTGGACAAATTCGAC
ACCAACTCTAACTCTGTTTCTTTCAACCTGCTGGAACAGGACCCGTCTGGTGCGACCACCAAATCTGCGATGCTG
ACCAACCTGATCATCTTCGGTCCGGGTCCGGTTCTGAACAAAAACGAAGTTCGTGGTATCGTTCTGCGTGTTGAC
AACAAAAACTACTTCCCGTGCCGTGACGGTTTCGGTTCTATCATGCAGATGGCGTTCTGCCCGGAATACGTTCCG
ACCTTCGACAACGTTATCGAAAACATCACCTCTCTGACCATCGGTAAATCTAAATACTTCCAGGACCCGGCGCTG
CTGCTGATGCACGAACTGATCCACGTTCTGCACGGTCTGTACGGTATGCAGGTTTCTTCTCACGAAATCATCCCG
TCTAAACAGGAAATCTACATGCAGCACACCTACCCGATCTCTGCGGAAGAACTGTTCACCTTCGGTGGTCAGGAC
GCGAACCTGATCTCTATCGACATCAAAAACGACCTGTACGAAAAAACCCTGAACGACTACAAAGCGATCGCGAAC
AAACTGTCTCAGGTTACCTCTTGCAACGACCCGAACATCGACATCGACTCTTACAAACAGATCTACCAGCAGAAA
TACCAGTTCGACAAAGACTCTAACGGTCAGTACATCGTTAACGAAGACAAATTCCAGATCCTGTACAACTCTATC
ATGTACGGTTTCACCGAAATCGAACTGGGTAAAAAATTCAACATCAAAACCCGTCTGTCTTACTTCTCTATGAAC
CACGACCCGGTTAAAATCCCGAACCTGCTGGACGACACCATCTACAACGACACCGAAGGTTTCAACATCGAATCT
AAAGACCTGAAATCTGAATACAAAGGTCAGAACATGCGTGTTAACACCAACGCGTTCCGTAACGTTGACGGTTCT
GGTCTGGTTTCTAAACTGATCGGTCTGTGCAAAAAAATCATCCCGCCGACCAACATCCGTGAAAACCTGTACAAC
CGTACCGCGTCTCTGACCGACCTGGGTGGTGAACTGTGCATCAAAATCAAAAACGAAGACCTGACCTTCATCGCG
GAAAAAAACTCTTTCTCTGAAGAACCGTTCCAGGACGAAATCGTTTCTTACAACACCAAAAACAAACCGCTGAAC
TTCAACTACTCTCTGGACAAAATCATCGTTGACTACAACCTGCAGTCTAAAATCACCCTGCCGAACGACCGTACC
ACCCCGGTTACCAAAGGTATCCCGTACGCGCCGGAATACAAATCTAACGCGGCGTCTACCATCGAAATCCACAAC
ATCGACGACAACACCATCTACCAGTACCTGTACGCGCAGAAATCTCCGACCACCCTGCAGCGTATCACCATGACC
AACTCTGTTGACGACGCGCTGATCAACTCTACCAAAATCTACTCTTACTTCCCGTCTGTTATCTCTAAAGTTAAC
CAGGGTGCGCAGGGTATCCTGTTCCTGCAGTGGGTTCGTGACATCATCGACGACTTCACCAACGAATCTTCTCAG
AAAACCACCATCGACAAAATCTCTGACGTTTCTACCATCGTTCCGTACATCGGTCCGGCGCTGAACATCGTTARA
CAGGGTTACGAAGGTAACTTCATCGGTGCGCTGGAARACCACCGGTGTTGTTCTGCTGCTGGAATACATCCCGGAA
ATCACCCTGCCGGTTATCGCGGCGCTGTCTATCGCGGAATCTTCTACCCAGAAAGAAAAAATCATCAAAACCATC
GACAACTTCCTGGAAAAACGTTACGAAAAATGGATCGAAGTTTACAAACTGGTTAAAGCGAAATGGCTGGGTACC
GTTAACACCCAGTTCCAGAAACGTTCTTACCAGATGTACCGTTCTCTGGAATACCAGGTTGACGCGATCAAAAAA
ATCATCGACTACGAATACAAAATCTACTCTGGTCCGGACAAAGAACAGATCGCGGACGAAATCAACAACCTGAAA
AACAAACTGGAAGAAAAAGCGAACAAAGCGATGATCAACATCAACATCTTCATGCGTGAATCTTCTCGTTCTTTC
CTGGTTAACCAGATGATCAACGAAGCGAAAAAACAGCTGCTGGAATTCGACACCCAGTCTAAAAACATCCTGATG
CAGTACATCAAAGCGAACTCTAAATTCATCGGTATCACCGAACTGAAAAAACTGGAATCTAAAATCAACAAAGTT
TTCTCTACCCCGATCCCGTTCTCTTACTCTAAAAACCTGGACTGCTGGGTTGACAACGAAGAAGACATCGACGTT
Figure 16 SEQ ID NO: 11 (continued next page) .
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ATCCTGAAAAAATCTACCATCCTGAACCTGGACATCAACAACGACATCATCTCTGACATCTCTGGTTTCAACTCT
TCTGTTATCACCTACCCGGACGCGCAGCTGGTTCCGGGTATCAACGGTAAAGCGATCCACCTGGTTAACAACGAA
TCTTCTGAAGTTATCGTTCACAAAGCGATGGACATCGAATACAACGACATGTTCAACAACTTCACCGTTTCTTTC
TGGCTGCGTGTTCCGAAAGTTTCTGCGTCTCACCTGGAACAGTACGGTACCAACGAATACTCTATCATCTCTTCT
ATGAAAAAACACTCTCTGTCTATCGGTTCTGGTTGGTCTGTTTCTCTGAAAGGTAACAACCTGATCTGGACCCTG
AAAGACTCTGCGGGTGAAGTTCGTCAGATCACCTTCCGTGACCTGCCGGACAAATTCAACGCGTACCTGGCGAAC
AAATGGGTTTTCATCACCATCACCAACGACCGTCTGTCTTCTGCGAACCTGTACATCAACGGTGTTCTGATGGGT
TCTGCGGAAATCACCGGTCTGGGTGCGATCCGTGAAGACAACAACATCACCCTGAAACTGGACCGTTGCAACAAC
AACAACCAGTACGTTTCTATCGACAAATTCCGTATCTTCTGCAAAGCGCTGAACCCGAAAGAAATCGAAAAACTG
TACACCTCTTACCTGTCTATCACCTTCCTGCGTGACTTCTGGGGTAACCCGCTGCGTTACGACACCGAATACTAC
CTGATCCCGGTTGCGTCTTCTTCTAAAGACGTTCAGCTGAAAAACATCACCGACTACATGTACCTGACCAACGCG
CCGTCTTACACCAACGGTAAACTGAACATCTACTACCGTCGTCTGTACAACGGTCTGAAATTCATCATCAAACGT
TACACCCCGAACAACGAAATCGACTCTTTCGTTAAATCTGGTGACTTCATCAAACTGTACGTTTCTTACAACAAC
AACGAACACATCGTTGGTTACCCGAAAGACGGTAACGCGTTCAACAACCTGGACCGTATCCTGGAAGTTGGTTAC
AACGCGCCGGGTATCCCGCTGTACAAAAAAATGGAAGCGGTTAAACTGCGTGACCTGAAAACCTACTCTGTTCAG
CTGAAACTGTACGACGACAAAAACGCGTCTCTGGGTCTGGTTGGTACCCACAACGGTCAGATCGGTAACGACCCG
AACCGTGACATCCTGATCGCGTCTAACGCGTACTTCAACCACCTGAAAGACAAAATCCTGGGTTGCGACTGGTAC
TTCGTTCCGACCGACGAAGGTTGGACCAACGACTAAAAGCTTGATCCGGCTGCTAACAAAGCCCGAAAGGAAGCT
GAGTTGGCTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTT
TTGCTGAAAGGAGGAACTATATCCGGATCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT
TGCGCAGCCTGAATGGCGAATGGGACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCA
GCGTGACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCG
CCGGCTTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTTACGGCACCTCGACC
CCAAAAAACTTGATTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGT
TGGAGTCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGTCTATTCTT
TTGATTTATAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTAACAAAAATTTAACGCGA
ATTTTAACAAAATATTAACGCTTACAATTTAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTT
ATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGARAA
AAGGAAGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTT
TGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTACATCGAACT
GGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGT
TCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCA
GAATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAG
TGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAAC
CGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACC
AAACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACT
TACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGC
CCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACT
GGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAA
TAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACT
TTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAA
AATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCC
TTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCA
AGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTA
GCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGT
GGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCG
GTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACA
GCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGG
AACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCT
CTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTT
TTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAA
CCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGA
GGAAGCGGAAGAGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAG
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Figure 17.

PITINNFRYSDPVNNDTIIMMEPPYCKGLDIYYKAFKITDRIWIVPERYEFGTKPEDFNPPSSLIEGASEYYDPN
YLRTDCDKDREFLOTMVKLENRIKNNVAGEALLDKIINATIPYLGNCYSLLDKFDTNSNSVSFNLLEQDPCGATTKS
AMLTNLITFGPGPVLNKNEVRGIVLRVDNKNYFPCRDGFGSIMOMAFCPEYVPTEFDNVIENITSLTIGKSKYFQD
PALLLMHELTHVLHGLYGMQVSCHEIIPSKQEIYMOHTYPISAEELFTFGGQODANLISIDIKNDLYEKTLNDYKA
IANKLSQVTSCNDPNIDIDSYKQIYQOKYQFDKDCNGQYIVNEDKFQILYNSIMYGFTEIELGKKEFNIKTRLSYF
SMNHDPVKIPNLLDDTIYNDTEGEFNIESKDLKSEYKGONMRVNTNAFRNVDGCGLVSKLIGLCKKITPPTNIREN
LYNRTASLTDLGGELCIKIKNEDLTFIAEKNSFSEEPFQDEIVSYNTKNKPLNFNYSLDKIIVDYNLOQSKITLPN
DRTTPVTKGIPYAPEYKSNAASTIEIHNIDDNTIYQYLYAQKSPTTLOQRITMTNSVDDALINSTKIYSYFPSVIC
KVNQGAQGILFLOWVRDIIDDEFTNESSQKTTIDKISDVSTIVPYIGPALNIVKQGYEGNFIGALETTGVVLLLEY
IPEITLPVIAALSIAESSTQKEKIIKTIDNFLEKRYEKWIEVYKLVKAKWLGTVNTQFQKRSYQOMYRSLEYQVDA
IKKIIDYEYKIYSGPDKEQIADEINNLKNKLEEKANKAMININIFMRESSRSFLVNQMINEAKKQLLEFDTQSKN
ILMQYIKANSKFIGITELKKLESKINKVESTPIPFSYSKNLDCWVDNEEDIDVILKKSTILNLDINNDIISDISG
FNSSVITYPDAQLVPGINGKATIHLVNNESSEVIVHKAMDIEYNDMEFNNEFTVSFWLRVPKVSACHLEQYGTNEYST
ISSMKKHSLSIGSGWSVSLKGNNLIWTLKDSAGEVRQITFRDLPDKENAYLANKWVEFITITNDRLCSANLYINGV
ILMGSAEITGLGAIREDNNITLKLDRCNNNNQYVSIDKFRIFCKALNPKEIEKLYTSYLSITFLRDFWGNPLRYDT
EYYLIPVASSSKDVQLKNITDYMYLTNAPCYTNGKLNIYYRRLYNGLKFITIKRYTPNNEIDCFVKSGDFIKLYVS
YNNNEHIVGYPKDGNAFNNLDRILRVGYNAPGIPLYKKMEAVKLRDLKTYSVQLKLYDDKNASLGLVGTHNGQIG
NDPNRDILIASNWYFNHLKDKILGCDWYFVPTDEGWTND

Figure 18 SEQ ID NO: 12.

GATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGAGACCACAACGGTTTCCCTCTAGAAATAATTTTGTT
TAACTTTAAGAAGGAGATATACATATGCGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGT
GGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGGGATCCGAGCTCGAGCCGATCACC
ATCAACAACTTCCGTTACTCTGACCCGGTTAACAACGACACCATCATCATGATGGAACCGCCGTACTGCAAAGGT
CTGGACATCTACTACAAAGCGTTCAAAATCACCGACCGTATCTGGATCGTTCCGGAACGTTACGAATTCGGTACC
AAACCGGAAGACTTCAACCCGCCGTCTTCTCTGATCGAAGGTGCGTCTGAATACTACGACCCGAACTACCTGCGT
ACCGACTGCGACAAAGACCGTTTCCTGCAGACCATGGTTAAACTGTTCAACCGTATCAAAAACAACGTTGCGGGT
GAAGCGCTGCTGGACAAAATCATCAACGCGATCCCGTACCTGGGTAACTGCTACTCTCTGCTGGACAAATTCGAC
ACCAACTCTAACTCTGTTTCTTTCAACCTGCTGGAACAGGACCCGTGCGGTGCGACCACCAAATCTGCGATGCTG
Figure 19 SEQ ID NO: 13 (continued next page).
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ACCAACCTGATCATCTTCGGTCCGGGTCCGGTTCTGAACAAAAACGAAGTTCGTGGTATCGTTCTGCGTGTTGAC
AACAAAAACTACTTCCCGTGCCGTGACGGTTTCGGTTCTATCATGCAGATGGCGTTCTGCCCGGAATACGTTCCG
ACCTTCGACAACGTTATCGAAAACATCACCTCTCTGACCATCGGTAAATCTAAATACTTCCAGGACCCGGCGCTG
CTGCTGATGCACGAACTGATCCACGTTCTGCACGGTCTGTACGGTATGCAGGTTTCTTGCCACGAAATCATCCCG
TCTAAACAGGAAATCTACATGCAGCACACCTACCCGATCTCTGCGGAAGAACTGTTCACCTTCGGTGGTCAGGAC
GCGAACCTGATCTCTATCGACATCAAAAACGACCTGTACGAAAAAACCCTGAACGACTACAAAGCGATCGCGAAC
AAACTGTCTCAGGTTACCTCTTGCAACGACCCGAACATCGACATCGACTCTTACAAACAGATCTACCAGCAGARA
TACCAGTTCGACAAAGACTGCAACGGTCAGTACATCGTTAACGAAGACAAATTCCAGATCCTGTACAACTCTATC
ATGTACGGTTTCACCGAAATCGAACTGGGTAAAAAATTCAACATCAAAACCCGTCTGTCTTACTTCTCTATGAAC
CACGACCCGGTTAAAATCCCGAACCTGCTGGACGACACCATCTACAACGACACCGAAGGTTTCAACATCGAATCT
AAAGACCTGAAATCTGAATACAAAGGTCAGAACATGCGTGTTAACACCAACGCGTTCCGTAACGTTGACGGTTGC
GGTCTGGTTTCTAAACTGATCGGTCTGTGCAAAAAAATCATCCCGCCGACCAACATCCGTGAAAACCTGTACAAC
CGTACCGCGTCTCTGACCGACCTGGGTGGTGAACTGTGCATCAAAATCAAAAACGAAGACCTGACCTTCATCGCG
GAAAAAAACTCTTTCTCTGAAGAACCGTTCCAGGACGAAATCGTTTCTTACAACACCAAAAACAAACCGCTGAAC
TTCAACTACTCTCTGGACAAAATCATCGTTGACTACAACCTGCAGTCTAAAATCACCCTGCCGAACGACCGTACC
ACCCCGGTTACCAAAGGTATCCCGTACGCGCCGGAATACAAATCTAACGCGGCGTCTACCATCGAAATCCACAAC
ATCGACGACAACACCATCTACCAGTACCTGTACGCGCAGAAATCTCCGACCACCCTGCAGCGTATCACCATGACC
AACTCTGTTGACGACGCGCTGATCAACTCTACCAAAATCTACTCTTACTTCCCGTCTGTTATCTGCAAAGTTAAC
CAGGGTGCGCAGGGTATCCTGTTCCTGCAGTGGGTTCGTGACATCATCGACGACTTCACCAACGAATCTTCTCAG
AAAACCACCATCGACAAAATCTCTGACGTTTCTACCATCGTTCCGTACATCGGTCCGGCGCTGAACATCGTTAAA
CAGGGTTACGAAGGTAACTTCATCGGTGCGCTGGAAACCACCGGTGTTGTTCTGCTGCTGGAATACATCCCGGAA
ATCACCCTGCCGGTTATCGCGGCGCTGTCTATCGCGGAATCTTCTACCCAGAAAGAAAAAATCATCAAAACCATC
GACAACTTCCTGGAAAAACGTTACGAAAAATGGATCGAAGTTTACAAACTGGTTAAAGCGAAATGGCTGGGTACC
GTTAACACCCAGTTCCAGAAACGTTCTTACCAGATGTACCGTTCTCTGGAATACCAGGTTGACGCGATCAAAALA
ATCATCGACTACGAATACAAAATCTACTCTGGTCCGGACAAAGAACAGATCGCGGACGAAATCAACAACCTGARAA
AACAAACTGGAAGAAAAAGCGAACAAAGCGATGATCAACATCAACATCTTCATGCGTGAATCTTCTCGTTCTTTC
CTGGTTAACCAGATGATCAACGAAGCGAAAAAACAGCTGCTGGAATTCGACACCCAGTCTAAAAACATCCTGATG
CAGTACATCAAAGCGAACTCTAAATTCATCGGTATCACCGAACTGAAAAAACTGGAATCTAAAATCAACAAAGTT
TTCTCTACCCCGATCCCGTTCTCTTACTCTAAAAACCTGGACTGCTGGGTTGACAACGAAGAAGACATCGACGTT
ATCCTGAAAAAATCTACCATCCTGAACCTGGACATCAACAACGACATCATCTCTGACATCTCTGGTTTCAACTCT
TCTGTTATCACCTACCCGGACGCGCAGCTGGTTCCGGGTATCAACGGTAAAGCGATCCACCTGGTTAACAACGAA
TCTTCTGAAGTTATCGTTCACAAAGCGATGGACATCGAATACAACGACATGTTCAACAACTTCACCGTTTCTTTC
TGGCTGCGTGTTCCGAAAGTTTCTGCGTGCCACCTGGAACAGTACGGTACCAACGAATACTCTATCATCTCTTCT
ATGAAAAAACACTCTCTGTCTATCGGTTCTGGTTGGTCTGTTTCTCTGAAAGGTAACAACCTGATCTGGACCCTG
AAAGACTCTGCGGGTGAAGTTCGTCAGATCACCTTCCGTGACCTGCCGGACAAATTCAACGCGTACCTGGCGAAC
AAATGGGTTTTCATCACCATCACCAACGACCGTCTGTGCTCTGCGAACCTGTACATCAACGGTGTTCTGATGGGT
TCTGCGGAAATCACCGGTCTGGGTGCGATCCGTGAAGACAACAACATCACCCTGAAACTGGACCGTTGCAACAAC
AACAACCAGTACGTTTCTATCGACAAATTCCGTATCTTCTGCAAAGCGCTGAACCCGAAAGAAATCGAAAAACTG
TACACCTCTTACCTGTCTATCACCTTCCTGCGTGACTTCTGGGGTAACCCGCTGCGTTACGACACCGAATACTAC
CTGATCCCGGTTGCGTCTTCTTCTAAAGACGTTCAGCTGAAAAACATCACCGACTACATGTACCTGACCAACGCG
CCGTGCTACACCAACGGTAAACTGAACATCTACTACCGTCGTCTGTACAACGGTCTGAAATTCATCATCAAACGT
TACACCCCGAACAACGAAATCGACTGCTTCGTTAAATCTGGTGACTTCATCAAACTGTACGTTTCTTACAACAAC
AACGAACACATCGTTGGTTACCCGAAAGACGGTAACGCGTTCAACAACCTGGACCGTATCCTGCGTGTTGGTTAC
AACGCGCCGGGTATCCCGCTGTACAAAAAAATGGAAGCGGTTAAACTGCGTGACCTGAAAACCTACTCTGTTCAG
CTGAAACTGTACGACGACAAAAACGCGTCTCTGGGTCTGGTTGGTACCCACAACGGTCAGATCGGTAACGACCCG
AACCGTGACATCCTGATCGCGTCTAACTGGTACTTCAACCACCTGAAAGACAAAATCCTGGGTTGCGACTGGTAC
TTCGTTCCGACCGACGAAGGTTGGACCAACGACTAAAAGCTTGATCCGGCTGCTAACAAAGCCCGAAAGGAAGCT
GAGTTGGCTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTT
TTGCTGAAAGGAGGAACTATATCCGGATCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT
TGCGCAGCCTGAATGGCGAATGGGACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCA
GCGTGACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCG
CCGGCTTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTTACGGCACCTCGACC
CCAAAAAACTTGATTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGT
TGGAGTCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGTCTATTCTT
TTGATTTATAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTAACAAAAATTTAACGCGA
ATTTTAACAAAATATTAACGCTTACAATTTAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTT
ATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGARAA
AAGGAAGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTT
TGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGAT CAGTTGGGTGCACGAGTGGGTTACATCGAACT
Figure 19 SEQ ID NO: 13 (continued next page).
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GGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGT
TCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCA
GAATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAG
TGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAAC
CGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACC
AAACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACT
TACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGC
CCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACT
GGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGARAA
TAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACT
TTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAA
AATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCC
TTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAARAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCA
AGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTA
GCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGT
GGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCG
GTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACA
GCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGG
AACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCT
CTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTT
TTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAA
CCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGA
GGAAGCGGAAGAGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAG

Figure 19 SEQ ID NO: 13.

RBe¥ s

ORFET « ToRT Sorine RuUtent <0 -NG

BRRRE

Figure 20.

PITINNFRYSDPVNNDTIIMMEPPYCKGLDIYYKAFKITDRIWIVPERYEFGTKPEDFNPPSSLIEGASEYYDPN
YLRTDCDKDRFLOTMVKLEFNRIKNNVAGEALLDKIINATIPYLGNCYSLLDKFDTNSNSVSEFNLLEQDPCGATTKS
AMLTNLITFGPGPVLNKNEVRGIVLRVDNKNYFPCRDGFGSIMOMAFCPEYVPTEFDNVIENITSLTIGKSKYFQD
PALLLMHELIHVLHGLYGMQVSCHEIIPSKQEIYMQHTYPISAEELFTFGGQDANLISIDIKNDLYEKTLNDYKA
TANKLSQVTSCNDPNIDIDSYKQIYQOOKYQFDKDCNGQYIVNEDKFQILYNSIMYGFTEIELGKKEFNIKTRLSYF
SMNHDPVKIPNLLDDTIYNDTEGEFNIESKDLKSEYKGONMRVNTNAFRNVDGCGLVSKLIGLCKKIIPPTNIREN
LYNRTASLTDLGGELCIKIKNEDLTFIAEKNSFSEEPFQDEIVSYNTKNKPLNENYSLDKIIVDYNLQSKITLPN
Figure 21 SEQ ID NO: 14 (continued next page) .
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DRTTPVTKGIPYAPEYKSNAASTIEIHNIDDNTIYQYLYAQKSPTTLOQRITMTNSVDDALINSTKIYSYFPSVIS
KVNQGAQGILFLOWVRDIIDDEFTNESSQKTTIDKISDVSTIVPYIGPALNIVKQGYEGNFIGALETTGVVLLLEY
IPEITLPVIAALSIAESSTQKEKITIKTIDNFLEKRYEKWIEVYKLVKAKWLGTVNTQFQKRSYOMYRSLEYQVDA
IKKIIDYEYKIYSGPDKEQIADEINNLKNKLEEKANKAMININIFMRESSRSFLVNQMINEAKKQLLEFDTQSKN
TIIMOYIKANSKFIGITELKKLESKINKVESTPIPESYSKNLDCWVDNEEDIDVILKKSTILNLDINNDIISDISG
FNSSVITYPDAQLVPGINGKATIHLVNNESSEVIVHKAMDIEYNDMFNNFTVSFWLRVPKVSACHLEQYGTNEYST
ISSMKKHSLSIGSGWSVSLKGNNLIWTLKDSAGEVRQITFRDLPDKFNAYLANKWVFITITNDRLCSANLYINGV
LMGSAEITGLGAIREDNNITLKLDRCNNNNQYVSIDKFRIFCKALNPKEIEKLYTSYLSITFLRDFWGNPLRYDT
EYYLIPVASSSKDVQLKNITDYMYLTNAPCYTNGKLNIYYRRLYNGLKFITIKRYTPNNEIDCEFVKSGDFIKLYVS
YNNNEHIVGYPKDGNAFNNLDRILRVGYNAPGIPLYKKMEAVKLRDLKTYSVQLKLYDDKNASLGLVGTHNGQIG
NDPNRDILIASNWYFNHLKDKILGCDWYFVPTDEGWTND

Figure 21 SEQ ID NO: 14.

GATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGAGACCACAACGGTTTCCCTCTAGAAATAATTTTGTT
TAACTTTAAGAAGGAGATATACATATGCGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGT
GGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGGGATCCGAGCTCGAGCCGATCACC
ATCAACAACTTCCGTTACTCTGACCCGGTTAACAACGACACCATCATCATGATGGAACCGCCGTACTGCAAAGGT
CTGGACATCTACTACAAAGCGTTCAAAATCACCGACCGTATCTGGATCGTTCCGGAACGTTACGAATTCGGTACC
AAACCGGAAGACTTCAACCCGCCGTCTTCTCTGATCGAAGGTGCGTCTGAATACTACGACCCGAACTACCTGCGT
ACCGACTGCGACAAAGACCGTTTCCTGCAGACCATGGTTAAACTGTTCAACCGTATCAAAAACAACGTTGCGGGT
GAAGCGCTGCTGGACAAAATCATCAACGCGATCCCGTACCTGGGTAACTGCTACTCTCTGCTGGACAAATTCGAC
ACCAACTCTAACTCTGTTTCTTTCAACCTGCTGGAACAGGACCCGTGCGGTGCGACCACCAAATCTGCGATGCTG
ACCAACCTGATCATCTTCGGTCCGGGTCCGGTTCTGAACAAAAACGAAGTTCGTGGTATCGTTCTGCGTGTTGAC
AACAAARAACTACTTCCCGTGCCGTGACGGTTTCGGTTCTATCATGCAGATGGCGTTCTGCCCGGAATACGTTCCG
ACCTTCGACAACGTTATCGAAAACATCACCTCTCTGACCATCGGTAAATCTAAATACTTCCAGGACCCGGCGCTG
CTGCTGATGCACGAACTGATCCACGTTCTGCACGGTCTGTACGGTATGCAGGTTTCTTGCCACGAAATCATCCCG
TCTAAACAGGAAATCTACATGCAGCACACCTACCCGATCTCTGCGGAAGAACTGTTCACCTTCGGTGGTCAGGAC
GCGAACCTGATCTCTATCGACATCAAAAACGACCTGTACGAAAAAACCCTGAACGACTACAAAGCGATCGCGAAC
AAACTGTCTCAGGTTACCTCTTGCAACGACCCGAACATCGACATCGACTCTTACAAACAGATCTACCAGCAGAAA
TACCAGTTCGACAAAGACTGCAACGGTCAGTACATCGTTAACGAAGACAAATTCCAGATCCTGTACAACTCTATC
ATGTACGGTTTCACCGAAATCGAACTGGGTAAAAAATTCAACATCAAAACCCGTCTGTCTTACTTCTCTATGAAC
CACGACCCGGTTAAAATCCCGAACCTGCTGGACGACACCATCTACAACGACACCGAAGGTTTCAACATCGAATCT
AAAGACCTGAAATCTGAATACAAAGGTCAGAACATGCGTGTTAACACCAACGCGTTCCGTAACGTTGACGGTTGC
GGTCTGGTTTCTAAACTGATCGGTCTGTGCAAAAAAATCATCCCGCCGACCAACATCCGTGAAAACCTGTACAAC
CGTACCGCGTCTCTGACCGACCTGGGTGGTGAACTGTGCATCAAAATCAAAAACGAAGACCTGACCTTCATCGCG
GAAAAAAACTCTTTCTCTGAAGAACCGTTCCAGGACGAAATCGTTTCTTACAACACCAAAAACAAACCGCTGAAC
TTCAACTACTCTCTGGACAAAATCATCGTTGACTACAACCTGCAGTCTAAAATCACCCTGCCGAACGACCGTACC
ACCCCGGTTACCAAAGGTATCCCGTACGCGCCGGAATACAAATCTAACGCGGCGTCTACCATCGAAATCCACAAC
ATCGACGACAACACCATCTACCAGTACCTGTACGCGCAGAAATCTCCGACCACCCTGCAGCGTATCACCATGACC
AACTCTGTTGACGACGCGCTGATCAACTCTACCAAAATCTACTCTTACTTCCCGTCTGTTATCTCTAAAGTTAAC
CAGGGTGCGCAGGGTATCCTGTTCCTGCAGTGGGTTCGTGACATCATCGACGACTTCACCAACGAATCTTCTCAG
AAAACCACCATCGACAAAATCTCTGACGTTTCTACCATCGTTCCGTACATCGGTCCGGCGCTGAACATCGTTAAA
CAGGGTTACGAAGGTAACTTCATCGGTGCGCTGGAAACCACCGGTGTTGTTCTGCTGCTGGAATACATCCCGGAA
ATCACCCTGCCGGTTATCGCGGCGCTGTCTATCGCGGAATCTTCTACCCAGAAAGAAAAAATCATCAAAACCATC
GACAACTTCCTGGAAAAACGTTACGAAAAATGGATCGAAGTTTACAAACTGGTTAAAGCGAAATGGCTGGGTACC
GTTAACACCCAGTTCCAGAAACGTTCTTACCAGATGTACCGTTCTCTGGAATACCAGGTTGACGCGATCAAAARAA
ATCATCGACTACGAATACAAAATCTACTCTGGTCCGGACAAAGAACAGATCGCGGACGAAATCAACAACCTGARAA
AACAAACTGGAAGAAAAAGCGAACAAAGCGATGATCAACATCAACATCTTCATGCGTGAATCTTCTCGTTCTTTC
CTGGTTAACCAGATGATCAACGAAGCGAAAAAACAGCTGCTGGAATTCGACACCCAGTCTAAAAACATCCTGATG
CAGTACATCAAAGCGAACTCTAAATTCATCGGTATCACCGAACTGAAAAAACTGGAATCTAAAATCAACAAAGTT
TTCTCTACCCCGATCCCGTTCTCTTACTCTAAAAACCTGGACTGCTGGGTTGACAACGAAGAAGACATCGACGTT
ATCCTGAAAAAATCTACCATCCTGAACCTGGACATCAACAACGACATCATCTCTGACATCTCTGGTTTCAACTCT
TCTGTTATCACCTACCCGGACGCGCAGCTGGTTCCGGGTATCAACGGTAAAGCGATCCACCTGGTTAACAACGAA
TCTTCTGAAGTTATCGTTCACAAAGCGATGGACATCGAATACAACGACATGTTCAACAACTTCACCGTTTCTTTC
TGGCTGCGTGTTCCGAAAGTTTCTGCGTGCCACCTGGAACAGTACGGTACCAACGAATACTCTATCATCTCTTCT
ATGAAAAAACACTCTCTGTCTATCGGTTCTGGTTGGTCTGTTTCTCTGAAAGGTAACAACCTGATCTGGACCCTG
AAAGACTCTGCGGGTGAAGTTCGTCAGATCACCTTCCGTGACCTGCCGGACAAATTCAACGCGTACCTGGCGAAC
AAATGGGTTTTCATCACCATCACCAACGACCGTCTGTGCTCTGCGAACCTGTACATCAACGGTGTTCTGATGGGT
Figure 22 SEQ ID NO: 15 (continued next page).
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TCTGCGGAAATCACCGGTCTGGGTGCGATCCGTGAAGACAACAACATCACCCTGAAACTGGACCGTTGCAACAAC
AACAACCAGTACGTTTCTATCGACAAATTCCGTATCTTCTGCAAAGCGCTGAACCCGAAAGAAATCGAAAAACTG
TACACCTCTTACCTGTCTATCACCTTCCTGCGTGACTTCTGGGGTAACCCGCTGCGTTACGACACCGAATACTAC
CTGATCCCGGTTGCGTCTTCTTCTAAAGACGTTCAGCTGAAAAACATCACCGACTACATGTACCTGACCAACGCG
CCGTGCTACACCAACGGTAAACTGAACATCTACTACCGTCGTCTGTACAACGGTCTGAAATTCATCATCAAACGT
TACACCCCGAACAACGAAATCGACTGCTTCGTTAAATCTGGTGACTTCATCAAACTGTACGTTTCTTACAACAAC
AACGAACACATCGTTGGTTACCCGAAAGACGGTAACGCGTTCAACAACCTGGACCGTATCCTGCGTGTTGGTTAC
AACGCGCCGGGTATCCCGCTGTACAAAAAAATGGAAGCGGTTAAACTGCGTGACCTGAAAACCTACTCTGTTCAG
CTGAAACTGTACGACGACAAAAACGCGTCTCTGGGTCTGGTTGGTACCCACAACGGTCAGATCGGTAACGACCCG
AACCGTGACATCCTGATCGCGTCTAACTGGTACTTCAACCACCTGAAAGACAAAATCCTGGGTTGCGACTGGTAC
TTCGTTCCGACCGACGAAGGTTGGACCAACGACTAAAAGCTTGATCCGGCTGCTAACAAAGCCCGAAAGGAAGCT
GAGTTGGCTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTT
TTGCTGAAAGGAGGAACTATATCCGGATCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT
TGCGCAGCCTGAATGGCGAATGGGACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCA
GCGTGACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCG
CCGGCTTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTTACGGCACCTCGACC
CCAAAAAACTTGATTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGT
TGGAGTCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGTCTATTCTT
TTGATTTATAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTAACAAAAATTTAACGCGA
ATTTTAACAAAATATTAACGCTTACAATTTAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTT
ATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGARAA
AAGGAAGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTT
TGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTACATCGAACT
GGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGT
TCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCA
GAATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAG
TGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAAC
CGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACC
AAACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACT
TACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGC
CCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACT
GGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGARAA
TAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACT
TTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAA
AATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCC
TTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCA
AGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTA
GCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGT
GGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCG
GTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACA
GCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGG
AACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCT
CTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTT
TTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAA
CCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGA
GGAAGCGGAAGAGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAG

Figure 22 SEQ ID NO: 15.



WO 2020/024002 PCT/AU2019/050793

Muistang -L8

sl HANSSRE

Figure 23.

PITINNFRYSDPVNNDTIIMMEPPYCKGLDIYYKAFKITDRIWIVPERYEFGTKPEDFNPPSSLIEGASEYYDPN
YLRTDSDKDRFLOQTMVKLFNRIKNNVAGEALLDKIINAIPYLGNSYSLLDKEDTNSNSVSEFNLLEQDPSGATTKS
AMLTNLITFGPGPVLNKNEVRGIVLRVDNKNYFPCRDGFGSIMOMAFCPEYVPTEDNVIENITSLTIGKSKYFQD
PALLLMHELIHVLHGLYGMQVSSHEIIPSKQEIYMOQHTYPISAEELFTFGGODANLISIDIKNDLYEKTLNDYKA
IANKLSQVTSCNDPNIDIDSYKQIYQOKYQFDKDSNGQYIVNEDKFQILYNSIMYGFTEIELGKKFNIKTRLSYF
SMNHDPVKIPNLLDDTIYNDTEGEFNIESKDLKSEYKGONMRVNTNAFRNVDGSGLVSKLIGLCKKIIPPTNIREN
LYNRTASLTDLGGELCIKIKNEDLTFIAEKNSFSEEPFQDEIVSYNTKNKPLNEFNYSLDKIIVDYNLQSKITLPN
DRTTPVTKGIPYAPEYKSNAASTIEIHNIDDNTIYQYLYAQKSPTTLQRITMTNSVDDALINSTKIYSYFPSVIC
KVNQGAQGILFLOWVRDIIDDFTNESSQKTTIDKISDVSTIVPYIGPALNIVKQGYEGNFIGALETTGVVLLLEY
IPEITLPVIAALSIAESSTQKEKIIKTIDNFLEKRYEKWIEVYKLVKAKWLGTVNTQFQKRSYQOMYRSLEYQVDA
IKKIIDYEYKIYSGPDKEQIADEINNLKNKLEEKANKAMININIFMRESSRSFLVNQMINEAKKQLLEFDTQSKN
TILMOQYIKANSKFIGITELKKLESKINKVEFSTPIPEFSYSKNLDCWVDNEEDIDVILKKSTILNLDINNDIISDISG
FNSSVITYPDAQLVPGINGKATHLVNNESSEVIVHKAMDI EYNDMFNNFTVSFWLRVPKVSACHLEQYGTNEYST
ISSMKKHSLSIGSGWSVSLKGNNLIWTLKDSAGEVRQITFRDLPDKEFNAYLANKWVEFITITNDRLCSANLYINGV
LMGSAEITGLGAIREDNNITLKLDRCNNNNQYVSIDKFRIFCKALNPKEIEKLYTSYLSITFLRDEFWGNPLRYDT
EYYLIPVASSSKDVQLKNITDYMYLTNAPCYTNGKLNIYYRRLYNGLKFIIKRYTPNNEIDCEFVKSGDFIKLYVS
YNNNEHIVGYPKDGNAFNNLDRILRVGYNAPGIPLYKKMEAVKLRDLKTYSVQLKLYDDKNASLGLVGTHNGQIG
NDPNRDILIASNWYFNHLKDKILGCDWYFVPTDEGWTND

Figure 24 SEQ ID NO: 16.

GATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGAGACCACAACGGTTTCCCTCTAGAAATAATTTTGTT
TAACTTTAAGAAGGAGATATACATATGCGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGT
GGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGGGATCCGAGCTCGAGCCGATCACC
ATCAACAACTTCCGTTACTCTGACCCGGTTAACAACGACACCATCATCATGATGGAACCGCCGTACTGCAAAGGT
CTGGACATCTACTACAAAGCGTTCAAAATCACCGACCGTATCTGGATCGTTCCGGAACGTTACGAATTCGGTACC
AAACCGGAAGACTTCAACCCGCCGTCTTCTCTGATCGAAGGTGCGTCTGAATACTACGACCCGAACTACCTGCGT
ACCGACTCTGACAAAGACCGTTTCCTGCAGACCATGGTTAAACTGTTCAACCGTATCAAAAACAACGTTGCGGGT
GAAGCGCTGCTGGACAAAATCATCAACGCGATCCCGTACCTGGGTAACTCTTACTCTCTGCTGGACAAATTCGAC
ACCAACTCTAACTCTGTTTCTTTCAACCTGCTGGAACAGGACCCGTCTGGTGCGACCACCAAATCTGCGATGCTG
ACCAACCTGATCATCTTCGGTCCGGGTCCGGTTCTGAACAAAAACGAAGTTCGTGGTATCGTTCTGCGTGTTGAC
AACAAAAACTACTTCCCGTGCCGTGACGGTTTCGGTTCTATCATGCAGATGGCGTTCTGCCCGGAATACGTTCCG
ACCTTCGACAACGTTATCGAAAACATCACCTCTCTGACCATCGGTAAATCTAAATACTTCCAGGACCCGGCGCTG
Figure 25 SEQ ID NO: 17 (continued next page) .
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CTGCTGATGCACGAACTGATCCACGTTCTGCACGGTCTGTACGGTATGCAGGTTTCTTCTCACGAAATCATCCCG
TCTAAACAGGAAATCTACATGCAGCACACCTACCCGATCTCTGCGGAAGAACTGTTCACCTTCGGTGGTCAGGAC
GCGAACCTGATCTCTATCGACATCAAAAACGACCTGTACGAAAAAACCCTGAACGACTACAAAGCGATCGCGAAC
AAACTGTCTCAGGTTACCTCTTGCAACGACCCGAACATCGACATCGACTCTTACAAACAGATCTACCAGCAGARA
TACCAGTTCGACAAAGACTCTAACGGTCAGTACATCGTTAACGAAGACAAATTCCAGATCCTGTACAACTCTATC
ATGTACGGTTTCACCGAAATCGAACTGGGTAAAAAATTCAACATCAAAACCCGTCTGTCTTACTTCTCTATGAAC
CACGACCCGGTTAAAATCCCGAACCTGCTGGACGACACCATCTACAACGACACCGAAGGTTTCAACATCGAATCT
AAAGACCTGAAATCTGAATACAAAGGTCAGAACATGCGTGTTAACACCAACGCGTTCCGTAACGTTGACGGTTCT
GGTCTGGTTTCTAAACTGATCGGTCTGTGCAAAAAAATCATCCCGCCGACCAACATCCGTGAAAACCTGTACAAC
CGTACCGCGTCTCTGACCGACCTGGGTGGTGAACTGTGCATCAAAATCAAAAACGAAGACCTGACCTTCATCGCG
GAAAAAAACTCTTTCTCTGAAGAACCGTTCCAGGACGAAATCGTTTCTTACAACACCAAAAACAAACCGCTGAAC
TTCAACTACTCTCTGGACAAAATCATCGTTGACTACAACCTGCAGTCTAAAATCACCCTGCCGAACGACCGTACC
ACCCCGGTTACCAAAGGTATCCCGTACGCGCCGGAATACAAATCTAACGCGGCGTCTACCATCGAAATCCACAAC
ATCGACGACAACACCATCTACCAGTACCTGTACGCGCAGAAATCTCCGACCACCCTGCAGCGTATCACCATGACC
AACTCTGTTGACGACGCGCTGATCAACTCTACCAAAATCTACTCTTACTTCCCGTCTGTTATCTGCAAAGTTAAC
CAGGGTGCGCAGGGTATCCTGTTCCTGCAGTGGGTTCGTGACATCATCGACGACTTCACCAACGAATCTTCTCAG
AAAACCACCATCGACAAAATCTCTGACGTTTCTACCATCGTTCCGTACATCGGTCCGGCGCTGAACATCGTTAAA
CAGGGTTACGAAGGTAACTTCATCGGTGCGCTGGAAACCACCGGTGTTGTTCTGCTGCTGGAATACATCCCGGAA
ATCACCCTGCCGGTTATCGCGGCGCTGTCTATCGCGGAATCTTCTACCCAGAAAGAAAAAATCATCAAAACCATC
GACAACTTCCTGGAAAAACGTTACGAAAAATGGATCGAAGTTTACAAACTGGTTAAAGCGAAATGGCTGGGTACC
GTTAACACCCAGTTCCAGAAACGTTCTTACCAGATGTACCGTTCTCTGGAATACCAGGTTGACGCGATCAAAALA
ATCATCGACTACGAATACAAAATCTACTCTGGTCCGGACAAAGAACAGATCGCGGACGAAATCAACAACCTGARAA
AACAAACTGGAAGAAAAAGCGAACAAAGCGATGATCAACATCAACATCTTCATGCGTGAATCTTCTCGTTCTTTC
CTGGTTAACCAGATGATCAACGAAGCGAAAAAACAGCTGCTGGAATTCGACACCCAGTCTAAAAACATCCTGATG
CAGTACATCAAAGCGAACTCTAAATTCATCGGTATCACCGAACTGAAAAAACTGGAATCTAAAATCAACAAAGTT
TTCTCTACCCCGATCCCGTTCTCTTACTCTAAAAACCTGGACTGCTGGGTTGACAACGAAGAAGACATCGACGTT
ATCCTGAAAAAATCTACCATCCTGAACCTGGACATCAACAACGACATCATCTCTGACATCTCTGGTTTCAACTCT
TCTGTTATCACCTACCCGGACGCGCAGCTGGTTCCGGGTATCAACGGTAAAGCGATCCACCTGGTTAACAACGAA
TCTTCTGAAGTTATCGTTCACAAAGCGATGGACATCGAATACAACGACATGTTCAACAACTTCACCGTTTCTTTC
TGGCTGCGTGTTCCGAAAGTTTCTGCGTGCCACCTGGAACAGTACGGTACCAACGAATACTCTATCATCTCTTCT
ATGAAAAAACACTCTCTGTCTATCGGTTCTGGTTGGTCTGTTTCTCTGAAAGGTAACAACCTGATCTGGACCCTG
AAAGACTCTGCGGGTGAAGTTCGTCAGATCACCTTCCGTGACCTGCCGGACAAATTCAACGCGTACCTGGCGAAC
AAATGGGTTTTCATCACCATCACCAACGACCGTCTGTGCTCTGCGAACCTGTACATCAACGGTGTTCTGATGGGT
TCTGCGGAAATCACCGGTCTGGGTGCGATCCGTGAAGACAACAACATCACCCTGAAACTGGACCGTTGCAACAAC
AACAACCAGTACGTTTCTATCGACAAATTCCGTATCTTCTGCAAAGCGCTGAACCCGAAAGAAATCGAAAAACTG
TACACCTCTTACCTGTCTATCACCTTCCTGCGTGACTTCTGGGGTAACCCGCTGCGTTACGACACCGAATACTAC
CTGATCCCGGTTGCGTCTTCTTCTAAAGACGTTCAGCTGAAAAACATCACCGACTACATGTACCTGACCAACGCG
CCGTGCTACACCAACGGTAAACTGAACATCTACTACCGTCGTCTGTACAACGGTCTGAAATTCATCATCAAACGT
TACACCCCGAACAACGAAATCGACTGCTTCGTTAAATCTGGTGACTTCATCAAACTGTACGTTTCTTACAACAAC
AACGAACACATCGTTGGTTACCCGAAAGACGGTAACGCGTTCAACAACCTGGACCGTATCCTGCGTGTTGGTTAC
AACGCGCCGGGTATCCCGCTGTACAAAAAAATGGAAGCGGTTAAACTGCGTGACCTGAAAACCTACTCTGTTCAG
CTGAAACTGTACGACGACAAARAACGCGTCTCTGGGTCTGGTTGGTACCCACAACGGTCAGATCGGTAACGACCCG
AACCGTGACATCCTGATCGCGTCTAACTGGTACTTCAACCACCTGAAAGACAAAATCCTGGGTTGCGACTGGTAC
TTCGTTCCGACCGACGAAGGTTGGACCAACGACTAAAAGCTTGATCCGGCTGCTAACAAAGCCCGAAAGGAAGCT
GAGTTGGCTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTT
TTGCTGAAAGGAGGAACTATATCCGGATCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT
TGCGCAGCCTGAATGGCGAATGGGACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCA
GCGTGACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCG
CCGGCTTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTTACGGCACCTCGACC
CCAAAAAACTTGATTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGT
TGGAGTCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGTCTATTCTT
TTGATTTATAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTAACAAAAATTTAACGCGA
ATTTTAACAAAATATTAACGCTTACAATTTAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTT
ATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGARA
AAGGAAGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTT
TGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGAT CAGTTGGGTGCACGAGTGGGTTACATCGAACT
GGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGT
TCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCA
GAATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAG
Figure 25 SEQ ID NO: 17 (continued next page).
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TGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAAC
CGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACC
AAACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACT
TACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGC
CCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACT
GGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGARAA
TAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACT
TTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAA
AATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCC
TTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCA
AGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTA
GCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGT
GGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCG
GTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACA
GCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGG
AACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCT
CTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTT
TTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAA
CCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGA
GGAAGCGGAAGAGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAG
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