
SEQUENCE LISTING 

SEQ ID NO:l 

TGTTGAAGAATGAGCCGGCGACTTAGAAAAAGTGGCGTGGTTAAGGAAAAATTC 

CG AAGCCTT AGCG AA AGCG AGTCTGA AT AGGGCG ATC AA AT ATTTT A AT ATTT AC 

AATTTAGTCATTTTTTCTAGACCCGAACCCGGGTGATCTAACCATGACCAGGATG 

AAACTTGGGTGATACCAAGTGAAGGTCCGAACCGACCGATGTTGAAAAATCGGC 

GG AT G AGTT GT GGTT AGCGGT G A A AT ACC AGTCG AACCCGG AGCT AGCT GGTT CT 

CCCCGAAATGCGTTGAGGCGCAGCAGTACATCTAGTCTATCTAGGGGTAAAGCA 

CTGTTTCGGTGCGGGCTGTGAAAACGGTACCAAATCGTGGCAAACTCTGAATACT 

AG A A AT G ACGGT GT AGT AGT GAG ACT GT GGGGG AT A AGCT CC ATT GT C A AG AGG 

G A A AC AGCCC AG AC C ACC AGCT A AGGC CCC A A A AT GGT A AT GT AGT G AC A A AGG 

AGGTGAAAATGCAAACACAACCAGGAGGTTGGCTTAGAAGCAGCCATCCTTTAA 

AGAGTGCGTAATAGCTCACTG 

SEQ ID NO:2 

T GTT G A AGAATG AGCCGGCG ACTT AG A AA ACGTGGC AAGGTT A AGGA A ACGT AT 

CCGGAGCCG AAGCG AA AGC AAGT CTGAAC AGGGCG ATT AAGT C ATTTTTTCT AG 

ACCCGAACCCGGGTGATCTAACCATGACCAGGATGAAGCTTGGGTGACACCAAG 

TGAAGGTCCGAACCGACCGATGTTGAAAAATCGGCGGATGAGTTGTGGTTAGCG 

GTGAAATACCAGTCGAACTCGGAGCTAGCTGGTTCTCCCCGAAATGCGTTGAGGC 

GC AGCGGTTC AT A AGGCT GTCT AGGGGT A AAGC ACT GTTTCGGT GCGGGCT GCG 

A A AGCGGT ACC A A ATCGT GGC A A ACT CT G A AT ACT AG AT AT GCT ATTT AT GGGCC 

AGTGAGACGGTGGGGGATAAGCTTCATCGTCGAGAGGGAAACAGCCCAGATCAC 

T AGCT AAGGCCCC A AAAT GATCGTT AAGT GAC A A AGG AGGTGAGAAT GC AG AAA 

CAACCAGGAGGTTTGCTTAGAAGCAGCCACCCTTTAAAGAGTGCGTAATAGCTC 

ACTG 

SEQ ID NO:3 

TGTTGAAGAATGAGCCGGCGACTTAGAAAAAGTGGCGTGGTTAAGGAAAAATTC 

CG AAGCCTT AGCG A A AGCG AGT CT G A AT AGGGCG AT C AA AT ATTTT A AT ATTT AC 

AATTTAGTCATTTTTTCTAGACCCGAACCCGGGTGATCTAACCATGACCAGGATG 

AAACTTGGGTGATACCAAGTGAAGGTCCGAACCGACCGATGTTGAAAAATCGGC 

GGATGAGTTGTGGTTAGCGGTGAAATACCAGTCGAACCCGGAGCTAGCTGGTTCT 

CCCCGAAATGCGTTGAGGCGCAGCAGTACATCTAGTCTATCTAGGGGTAAAGCA 

CTGTTTCGGT GCGGGCTGT GA A A ACGGTACC AA ATCGTGGC AA ACTCT G A AT ACT 
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AG AAAT G ACGGTGT AGTAGT G AGACT GT GGGGG AT AAGCTCC ATT GT C A AG AGG 

GAA AC AGCCC AG ACC ACC AGCT AAGGCCCC AAA AT GGT AAT GT AGTG AC AAAGG 

AGGT G A A A AT GC A A AC AC A ACC AGG AGGTT GGCTT AG A AGC AGCC AT CCTTT A A 

AGAGTGCGTAATAGCTCACTG 

SEQ ID NO:4 

TGTTGAAGAATGAGCCGGCGACTTAGAAAAAGTGGCGTGGTTAAGGAAAAATTC 

CGAAGCCTT AGCGAA AGCG AGTCTG AAT AGGGCGAT C AA AT ATTTT AAT ATTT AC 

AATTTAGTCATTTTTTCTAGACCCGAACCCGGGTGATCTAACCATGACCAGGATG 

A AACTT GGGT GAT ACC AAGTGA AGGTCCG AACCG ACCGAT GTT G AAA AATCGGC 

GG AT G AGTT GT GGTT AGCGGT GAA AT ACC AGT CG AACCCGG AGCT AGCT GGTT CT 

CCCCGAAAT GCGTT GAGGCGC AGCAGT AC ATCT AGTCT ATCTAGGGGT A AAGC A 

CTGTTTCGGTGCGGGCTGTGAAAACGGTACCAAATCGTGGCAAACTCTGAATACT 

AG A A AT G ACGGT GT AGT AGT GAG ACT GT GGGGG AT A AGCT CC ATT GT C A AGAGG 

GAAACAGCCCAGACCACCAGCTAAGGCCCCAAAATGGTAATGTAGTGACAAAGG 

AGGTGAAAATGCAAACACAACCAGGAGGTTGGCTTAGAAGCAGCCATCCTTTAA 

AGAGTGCGTAATAGCTCACTG 

SEQ ID NO:5 

T GTTG AAG AAT GAGCCGGCG ACTT AG A AGAAGTGGCTTGGTT AAGGAT AACT AT 

CCGGAGCCAGAGCGAAAGCAAGTCTGAATAGGGCGCTTAAAGGTCACTTTTTCT 

AG ACCCGA ACCCGGGT GAT CT A ACC ATGACC AGG AT G AAGCTT GGGT A AC ACC A 

CGT G A AGGTCCG A ACCGACCG ATGTT GAA AAAT CGGCGGAT G AGTTGTGGTT AG 

CGGTGAAATACCAATCGAACTCGGAGCTAGCTGGTTCTCCCCGAAATGCGTTGAG 

GCGCAGCGGTTTATGAGGCTGTCTAGGGGTAAAGCACTGTTTCGGTGCGGGCTGC 

GAA AGCGGT ACC A A AT CGT GGC A A ACT CT G A AT ACT AG AT AT GCT ATT CAT GAG 

CC AGT GAG ACGGT GGGGG AT AAGCTT C ATCGT C AAG AGGG A A AC AGCCC AG AT C 

ACC AGCTAAGGCCCC A A A AT GGT CGTT AAGT GGC A A AGG AGGT GAGA AT GCT GA 

A AC A ACCAGGAGGTTT GCTT AG AAGC AGCC ACCCTTT AA AG AGT GCGT AATAGC 

TCACTG 

SEQ ID NO:6 

T GTT G A AG A AT GAGCCGGCG ACTT AG A AG A AGT GGCTTGGTT AAGGAT AACT AT 

CCGGAGCCAGAGCGAAAGCAAGTCTGAATAGGGCGCTTAAAGGTCACTTTTTCT 

AG ACCCGA ACCCGGGTG ATCT A ACC AT G ACC AGGATG AAGCTT GGGT A AC ACC A 

CGTGAAGGTCCGAACCGACCGATGTTGAAAAATCGGCGGATGAGTTGTGGTTAG 

CGGTGAAATACCAATCGAACTCGGAGCTAGCTGGTTCTCCCCGAAATGCGTTGAG 
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GCGCAGCGGTTTATGAGGCTGTCTAGGGGTAAAGCACTGTTTCGGTGCGGGCTGC 

GAA AGCGGT ACC A AATCGTGGC AAACTCT G AAT ACT AGAT AT GCT ATTC AT GAG 

CCAGTGAGACGGTGGGGGATAAGCTTCATCGTCAAGAGGGAAACAGCCCAGATC 

ACCAGCTAAGGCCCCAAAATGGTCGTTAAGTGGCAAAGGAGGTGAGAATGCTGA 

AACAACCAGGAGGTTTGCTTAGAAGCAGCCACCCTTTAAAGAGTGCGTAATAGC 

TCACTG 

SEQ ID NO:7 

T GTT G A AG A AT GAGCCGGCG ACTT AG A AG A AGT GGCTT GGTT AAGGAT AACT AT 

CCGGAGCCAGAGCGAAAGCAAGTCTGAATAGGGCGCTTAAAGGTCACTTTTTCT 

AGACCCGAACCCGGGTGATCTAACCATGACCAGGATGAAGCTTGGGTAACACCA 

CGTGAAGGTCCGAACCGACCGATGTTGAAAAATCGGCGGATGAGTTGTGGTTAG 

CGGTGAAATACCAATCGAACTCGGAGCTAGCTGGTTCTCCCCGAAATGCGTTGAG 

GCGCAGCGGTTTATGAGGCTGTCTAGGGGTAAAGCACTGTTTCGGTGCGGGCTGC 

GAA AGCGGT ACC A A ATCGT GGC A A ACT CT G A AT ACT AGAT AT GCT ATT CAT GAG 

CCAGTGAGACGGTGGGGGATAAGCTTCATCGTCAAGAGGGAAACAGCCCAGATC 

ACC AGCT AAGGCCCC A A AAT GGTCGTT A AGTGGC AAAGGAGGT G AGAAT GCT GA 

AACAACCAGGAGGTTTGCTTAGAAGCAGCCACCCTTTAAAGAGTGCGTAATAGC 

TCACTG 

SEQ ID NO:8 

TGTT G AAG AATGAGCCGGCG ACTT AGA AG AAGT GGCTT GGTT AAGGAT AACT AT 

CCGGAGCCAGAGCGAAAGCAAGTCTGAATAGGGCGCTTAAAGGTCACTTTTTCT 

AGACCCGA ACCCGGGTGAT CT AACC ATGACCAGG AT GA AGCTT GGGT A AC ACC A 

CGTGAAGGTCCGAACCGACCGATGTTGAAAAATCGGCGGATGAGTTGTGGTTAG 

CGGTGAAATACCAATCGAACTCGGAGCTAGCTGGTTCTCCCCGAAATGCGTTGAG 

GCGC AGCGGTTT ATG AGGCTGTCT AGGGGT AA AGC ACTGTTT CGGT GCGGGCT GC 

GAA AGCGGT ACC A A ATCGT GGC A A ACT CT G A ATACTAGATATGCTATT CAT GAG 

CCAGTGAGACGGTGGGGGATAAGCTTCATCGTCAAGAGGGAAACAGCCCAGATC 

ACC AGCT A AGGCCCC AA AAT GGTCGTT AAGT GGC AAAGGAGGT GAG AAT GCTGA 

AACAACCAGGAGGTTTGCTTAGAAGCAGCCACCCTTTAAAGAGTGCGTAATAGC 

TCACTG 

SEQ ID NO:9 

T GTT G AAG AAT G AGCCGGCGACTT AG A AA AAGTGGCGT GGTT AAGGA A A AATTC 

CGAAGCCTT AGCGA AAGCGAGTCTGA AT AGGGCGATC AAAT ATTTT AAT ATTT AC 

A ATTT AGT C ATTTTTT CT AG ACCCGA AC CCGGGT GAT CT A ACC AT GACC AGGAT G 
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AAACTT GGGT G ATACC AAGT GAAGGTCCG A ACCG ACCG AT GTTG AA A A ATCGGC 

GGAT G AGTTGT GGTT AGCGGT GAA AT ACC AGTCG AACCCGGAGCT AGCT GGTTCT 

CCCCG AAAT GCGTT G AGGCGC AGCAGT AC ATCT AGTCT ATCT AGGGGT AAAGCA 

CTGTTTCGGTGCGGGCTGTGAAAACGGTACCAAATCGTGGCAAACTCTGAATACT 

AG A A AT G ACGGT GT AGT AGT GAG ACT GT GGGGG AT A AGCTCC ATT GT C A AG AGG 

GAAACAGCCCAG ACC ACC AGCT AAGGCCCC AAAATGGT AAT GT AGTGAC AA AGG 

AGGTGAAAATGCAAACACAACCAGGAGGTTGGCTTAGAAGCAGCCATCCTTTAA 

AGAGTGCGTAATAGCTCACTG 

SEQ ID N0:10 

T GTT G A AG A AT G A GCCGGCG AGTT A A A A A A A AT GGC AT GGTT A A AG AT ATTT CT 

CT G A AGCC ATAGCG A A AGC A AGTTTT AC A AGCTAT AGT C ATTTTTTTTAG ACCCG 

AAACCGAGTGATCTACCCATGATCAGGGTGAAGTGTTGGTCAAATAACATGGAG 

GCCCGAACCGACTAATGGTGAAAAATTAGCGGATGAATTGTGGGTAGGGGCGAA 

AAACCAATCGAACTCGG AGTTAGCT GGTTCTCCCCGAA AT GCGTTT AGGCGC AGC 

AGTAGCAACACAAATAGAGGGGTAAAGCACTGTTTCTTTTGTGGGCTTCGAAAGT 

T GT ACCT C A A AGT GGC A A ACT CT G A ATACTCT ATTTAGAT AT CTACT AGT GAGAC 

CTTGGGGGATAAGCTCCTTGGTCAAAAGGGAAACAGCCCAGATCACCAGTTAAG 

GCCCC AAA AT GAA A AT GAT AGT G ACT A AGG ACGT G AGT AT GT C AAAACCTCC AG 

CAGGTTAGCTTAGAAGCAGCAATCCTTTCAAGAGTGCGTAATAGCTCACTG 

SEQ ID NO:ll 

TGTTGAAGAATGAGCCGGCGACTTAAAATAAATGGCAGGCTAAGAGAATTAATA 

ACTCGAAACCTAAGCGAAAGCAAGTCTTAATAGGGCGCTAATTTAACAAAACAT 

T AAAT A A A AT CT AA AGT C ATTT ATTTT AG ACCCG A ACCT G AGT GAT CT A ACC AT G 

GTCAGGATGAAACTTGGGTGACACCAAGTGGAAGTCCGAACCGACCGATGTTGA 

AAAATCGGCGGATGAACTGTGGTTAGTGGTGAAATACCAGTCGAACTCAGAGCT 

AGCT GGTT CT CCCCG A A AT GCGTT G AGGCGC AGC A AT AT AT CT C GT CT AT CT AGG 

GGTAA AGC ACT GTTTCGGTGCGGGCT ATG AAAATGGT ACC AAATCGT GGC AAAC 

TCT G A AT ACTAG A A AT GACG ATAT ATT AGT GAG ACT ATGGGGG AT A AGCT CC AT 

AGTCGAGAGGGAAACAGCCCAGACCACCAGTTAAGGCCCCAAAATGATAATGAA 

GT GGT AAAGGAGGT G AAAATGC AAAT AC A ACC AGGAGGTT GGCTT AGA AGCAGC 

CAT CCTTT A AAG AGT GCGT AAT AGCT C ACT G 

SEQ ID NO:12 

T GTT G AAG A AT G AGCCGGCGACTT A A A AT AAAT GGC AGGCT A AGAG A ATT AATA 

ACTCGAAACCTAAGCGAAAGCAAGTCTTAATAGGGCGCTAATTTAACAAAACAT 
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T AAAT AA AATCT A A AGTC ATTT ATTTT AG ACCCG A ACCTGAGT GATCT A ACC AT G 

GT C AGG ATGA A ACTT GGGT G AC ACC A AGT GG A AGT CCGA ACCGACCGAT GTT GA 

A A A ATCGGCGG AT G A ACT GT GGTT AGT GGT GAA AT ACC AGT C G A ACTC AG AGCT 

AGCTGGTTCTCCCCGAAATGCGTTGAGGCGCAGCAATATATCTCGTCTATCTAGG 

GGTAAAGCACTGTTTCGGTGCGGGCTATGAAAATGGTACCAAATCGTGGCAAAC 

T CT G A ATACT AG A A AT G ACG AT AT ATT AGT GAG ACT AT GGGGG AT A AGCT CC AT 

AGTCGAGAGGGAAACAGCCCAGACCACCAGTTAAGGCCCCAAAATGATAATGAA 

GTGGT AAAGGAGGT GAAAAT GC AAATAC AACC AGGAGGTT GGCTT AG AAGCAGC 

CAT CCTTT A AAG AGT GCGT AAT AGCT C ACT G 

SEQ ID NO: 13 

TGTT G A AG A AT G A GCCGGCG ACTT AG A A A A AGT GGCGT GGTT A AGG A A A A ATT C 

CGAAGCCTTAGCGAAAGCGAGTCTGAATAGGGCGATCAAATATTTTAATATTTAC 

AATTTAGTCATTTTTTCTAGACCCGAACCCGGGTGATCTAACCATGACCAGGATG 

AAACTTGGGTGATACCAAGTGAAGGTCCGAACCGACCGATGTTGAAAAATCGGC 

GGATGAGTTGTGGTTAGCGGTGAAATACCAGTCGAACCCGGAGCTAGCTGGTTCT 

CCCCG AAATGCGTT GAGGCGC AGC AGTAC ATCT AGTCT ATCTAGGGGT A AAGC A 

CT GTTT CGGTGCGGGCT GT G A A AACGGTACCAA ATCGT GGC A A ACTCTG AAT ACT 

AGAA AT G ACGGT GTAGT AGTGAGACTGT GGGGGAT A AGCTCC ATT GT C AAGAGG 

GAA AC AGCCC AG ACC ACC AGCT AAGGCCCCA AA ATGGT AAT GT AGT G AC AAAGG 

AGGT GAAAAT GC AAAC AC A ACCAGG AGGTT GGCTT AGA AGC AGCCATCCTTT A A 

AGAGTGCGTAATAGCTCACTG 

SEQ ID NO:14 

TGTTGAAGAATGAGCCGGCGACTTAGAAAAAGTGGCGTGGTTAAGGAAAAATTC 

CGAAGCCTTAGCGAAAGCGAGTCTGAATAGGGCGATCAAATATTTTAATATTTAC 

AATTTAGTCATTTTTTCTAGACCCGAACCCGGGTGATCTAACCATGACCAGGATG 

AAACTT GGGT GAT ACC AAGT GA AGGTCCG AACCGACCGAT GTT GAAAA ATCGGC 

GGATGAGTTGTGGTTAGCGGTGAAATACCAGTCGAACCCGGAGCTAGCTGGTTCT 

CCCCGAAATGCGTTGAGGCGCAGCAGTACATCT AGTCT ATCTAGGGGTAAAGCA 

CTGTTTCGGT GCGGGCT GT G AAA ACGGT ACC AA ATCGTGGC AA ACTCTGA AT ACT 

AGA AATG ACGGT GT AGTAGT GAGACT GT GGGGGAT A AGCTCC ATTGT C AAGAGG 

GAAACAGCCC AG ACC ACC AGCT AAGGCCCC AAA ATGGTAAT GT AGT GAC AAAGG 

AGGTGAAAATGCAAACACAACCAGGAGGTTGGCTTAGAAGCAGCCATCCTTTAA 

AGAGTGCGTAATAGCTCACTG 
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SEQ ID NO:15 

TGTT GA AGA AT GA GCCGGCGACTTAG A AA ACGT GGC AAGGTT AAGGAC AT GT AT 

CCGGAGCCGAAGCGAAAGCAAGTCTGAATAGGGCGCCTAAGTCATTTTTTCTAG 

ACCCGAACCCGGGTGATCTAACCATGACCAGGATGAAGCTTGGGTGACACCAAG 

TGAAGGTCCGAACCGACCGATGTTGAAAAATCGGCGGATGAGTTGTGGTTAGCG 

GTGAAATACCAGTCGAACTCGGAGCTAGCTGGTTCTCCCCGAAATGCGTTGAGGC 

GCAGCGGTTCATAAGGCTGTCTAGGGGTAAAGCACTGTTTCGGTGCGGGCTGCG 

A A AGCGGT ACC A A AT CGT GGC A A ACT CT G A AT ACT AGAT AT GCT ATTT AT G AGCC 

AGT GAG ACGGT GGGGGAT AAGCTT CAT CGTCG AG AGGG A A AC AGCCC AG AT C AC 

T AGCT A AGGCCCCT AAAT G ATCGTT AAGT GAC A A AGG AGGT GAG A AT GC AG A A A 

C AACC AGGAGGTTT GCTT AG AAGC AGCC ACCCTTT A A AGAGT GCGTAAT AGCTC 

ACTG 

SEQ ID NO:16 

TGTTGAAGAATGAGCCGGCGACTTATAGGAAGTGGCAGGGTTAAGGAAGAATCT 

CCGGAGCCCAAGCGAAAGCGAGTCTGAAAAGGGCGATTTGGTCACTTCTTATGG 

ACCCGAACCTGGATGATCTAATCATGGCCAAGTTGAAGCATGGGTAACACTATGT 

CG AGG ACT GAACCCACCG AT GTTGAAA AAT CGGGGG ATGAGCTGTGATTAGCGG 

TGAAATTCCAATCGAATTCAGAGCTAGCTGGATCTCCCCGAAATGCGTTGAGGCG 

CAGCGGCGACGATGTCCTGTCTAAGGGTAGAGCGACTGTTTCGGTGCGGGCTGC 

GAAAGCGGTACCAAGTCGTGGCAAACTCCGAATATTAGGCAAAGGATTCCGTGA 

GCCAGTGAGACTGTGGGGGATAAGCTTCATAGTCAAGAGGGAAACAGCCCAGAC 

CATCAGCTAAGGCCCCTAAATGGCTGCTAAGTGGAAAAGGATGTGAGAATGCTG 

AAAC A ACC AGGAGGTTCGCTT AG AAGC AGCT ATTCCTT GAA AG AGT GCGT AAT A 

GCTCACTG 

SEQ ID NO:17 

T GTTG AAG AAT G AGCCGGCGACTT AGA AGA AGT GGCTT GGTTA AGGAT AACT AT 

CCGGAGCCAGAGCGAAAGCAAGTCTGAATAGGGCGCTTAAAGGTCACTTTTTCT 

AGACCCGA ACCCGGGT GATCT AACCAT GACC AGGAT GA AGCTT GGGT AAC ACC A 

CGTGAAGGTCCGAACCGACCGATGTTGAAAAATCGGCGGATGAGTTGTGGTTAG 

CGGTGAAATACCAATCGAACTCGGAGCTAGCTGGTTCTCCCCGAAATGCGTTGAG 

GCGCAGCGGTTTATGAGGCTGTCTAGGGGTAAAGCACTGTTTCGGTGCGGGCTGC 

GAAAGCGGT ACC AAATCGT GGC A AACTCTG AATACT AGAT ATGCTATTC AT GAG 

CCAGTGAGACGGTGGGGGATAAGCTTCATCGTCAAGAGGGAAACAGCCCAGATC 

ACCAGCTAAGGCCCCAAAATGGTCGTTAAGTGGCAAAGGAGGTGAGAATGCTGA 
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A AC A ACC AGG AGGTTTGCTTAG A AGC AGCC ACCCTTT AAAG AGT GCGT AAT AGC 

TCACTG 

SEQ ID NO:18 

TGTTGAAGAATGAGCCGGCGACTTATAGGGGGTGGCGTGGTTAAGGAAGTAATC 

CGAAGCCAAAGCGAAAGCAAGTTTTCAATAGAGCGATTTTGTCACCCCTTATGGA 

CCCGAACCCGGGTGATCTAACCTTGACCAGGATGAAGCTTGGGTAACACCAAGT 

GAAGGTCCGAACTCATCGATCTTGAAAAATCGTGGGATGAGTTGGGGTTAGTTG 

GTT AAAT GCT A ATCG A ACTCGG AGCT AGCT GGTT CTCCCCG A A AT GT GTT G AGGC 

GC AGCGATT AACG AAAT ATTTTGT ACGGTTT AGGGGT AAAGC ACT GTTTCGGTGC 

GGGCTGCGAAAGCGGTACCAAATCGTGGCAAACTCTGAATACTAAGCCTGTATA 

CCGTT AGT C AGT GAG AGT AT AGGGG AT A AGCT CT AT ACT C A AG AGGG A A AC AGC 

CC AGAT C ACC AGCTA AGGCCCC A A A AT GAC AGCTAAGT GGC AAAGGAGGT GAA A 

GTGCAGAAACAACCAGGAGGTTCGCTTAGAAGCAGCAACCCTTTAAAGAGTGCG 

T AAT AGCT CACTG 

SEQ ID NO:19 

TGTT G AAGA AT G AGCCGGCGACTT AGA AGA AGTGGCTT GGTT AAGGAT AACT AT 

CCGGAGCC AG AGCG AAAGC A AGTCT G AAT AGGGCGCTT A AAGGT C ACTTTTTCT 

AGACCCGA ACCCGGGT GATCTAACCAT GACCAGG AT GA AGCTT GGGT A AC ACC A 

CGT GA AGGTCCG A ACCGACCGAT GTT GA A AA ATCGGCGG AT G AGTT GTGGTT AG 

CGGTGAAATACCAATCGAACTCGGAGCTAGCTGGTTCTCCCCGAAATGCGTTGAG 

GCGC AGCGGTTT AT G AGGCTGTCT AGGGGT A A AGC ACT GTTTCGGT GCGGGCT GC 

GAA AGCGGT ACC AA ATCGT GGC A A ACT CT G A ATACT AGAT ATGCT ATTC AT GAG 

CCAGTGAGACGGTGGGGGATAAGCTTCATCGTCAAGAGGGAAACAGCCCAGATC 

ACCAGCTAAGGCCCCAAAATGGTCGTTAAGTGGCAAAGGAGGTGAGAATGCTGA 

AAC A ACC AGGAGGTTT GCTT AG AAGC AGCC ACCCTTT AAAG AGTGCGT A ATAGC 

TCACTG 

SEQ ID N0:20 

TGTT G AAG AAT G AGCCGGCGACTTAG AA AAAGTGGCGT GGTT AAGGA A AAATTC 

CGAAGCCTTAGCGAAAGCGAGTCTGAATAGGGCGATCAAATATTTTAATATTTAC 

AATTTAGTCATTTTTTCTAGACCCGAACCCGGGTGATCTAACCATGACCAGGATG 

AAACTTGGGTGATACCAAGTGAAGGTCCGAACCGACCGATGTTGAAAAATCGGC 

GG AT G AGTT GT GGTT AGCGGT GAA AT ACC AGT CG AACCCGG AGCT AGCT GGTT CT 

CCCCGAAATGCGTTGAGGCGCAGCAGTACATCTAGTCTATCTAGGGGTAAAGCA 

CTGTTTCGGTGCGGGCTGTGAAAACGGTACCAAATCGTGGCAAACTCTGAATACT 
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AGAAATGACGGTGTAGTAGTGAGACTGTGGGGGATAAGCTCCATTGTCAAGAGG 

GA A AC AGCCCAGACC ACC AGCT AAGGCCCC AAAATGGT AAT GT AGT GAC AAAGG 

AGGTGAAAATGCAAACACAACCAGGAGGTTGGCTTAGAAGCAGCCATCCTTTAA 

AGAGTGCGTAATAGCTCACTG 

SEQ ID NO:21 

T GTTGA AGAAT GAGCCGGCGACTT AT AGGGGGTGGCTT GGTT AAGG ACTAC AAT 

CCG A AGCCC A AGCG A A AGC A AGTTT G A AGT GT AC AC AC ATT GT GT GT CT AG AGC 

GATTTTGTCACTCCTTATGGACCCGAACCCGGGTGATCTATTCATGGCCAGGATG 
AAGCTTGGGTAACACCAAGTGAAGGTCCGAACTCATCGATGTTGAAAAATCGTG 

GGATGAGTTGTGAATAGGGGTGAAATGCCAATCGAACTCGGAGCTAGCTGGTTC 

T CCCCGAAATGTGTT GAGGCGC AGCG ATT C ACG ATCT A AAGTACGGTTT AGGGGT 

A A AGC ACT GTTT CGGT GCGGGCT GTT A ACGCGGT ACC A A ATCGT GGC A A ACT A A 

G A AT ACT A A ACTT GT AT GCCGT G A AT C AGT GAG ACT A AG AGGGAT A AGCTTCTT A 

GTCAAGAGGGAAACAGCCCAGATCACCAGCTAAGGCCCCAAAATGACAGCTAAG 

T GGCA AAGG AGGTG AGAGT GC AGA A AC AACC AGGAGGTTT GCTT AGAAGCAGCC 

ATCCTTT A A AG AGT GCGT A AT AGCT C ACT G 

SEQ ID NO:22 

TGTTGAAGAATGAGCCGGCGACTTATAGGGGGTGGCTTGGTTAAGGACTACAAT 

CCG AAGCCCAAGCG A AAGC AAGTTT G A AGT GT AC AC ACGTTGT GT GTCT AGAGC 

GATTTT GTC ACTCCTT AT GG ACCCG AACCCGGGT GATCT ATTC AT GGCC AGGAT G 

AAGCTTGGGTAACACCAAGTGAAGGTCCGAACTCATCGATGTTGAAAAATCGTG 

GGATGAGTTGTGAATAGGGGTGAAATGCCAATCGAACTCGGAGCTAGCTGGTTC 

TCCCCGAAATGTGTTGAGGCGCAGCGATTCACGATCTAAAGTACGGTTTAGGGGT 

A A AGC ACT GTTT C GGT GCGGGCT GTT A ACGCGGT ACC A A AT CGT GGC A A ACTA A 

GA AT ACT AAACTT GT ATGCCGT G AATC AGT GAGACT AAGAGGGAT AAGCTTCTT A 

GTCAAGAGGGAAACAGCCCAGATCACCAGCTAAGGCCCCAAAATGACAGCTAAG 

TGGC AAAGG AGGT GAGAGTGCAGAAAC AACC AGGAGGTTT GCTT AGAAGCAGCC 

ATCCTTT A A AG AGTGCGT AAT AGCT C ACT G 

SEQ ID NO:23 

T GTTG AAGAAT GAGCCGGCGACTT ATAGGGGGT GGCTT GGTT AAGG ACT AC AAT 

CCGAAGCCCAAGCGAAAGC AAGTTT G AAGT GT AC ACAC ATT GT GT GTCT AGAGC 

GATTTTGTCACTCCTTATGGACCCGAACCCGGGTGATCTATTCATGGCCAGGATG 

AAGCTT GGGT AACACC AAGT GA AGGT CCGAACT C ATCGAT GTT GAAAA ATCGT G 

GG AT G AGTT GT G A AT AGGGGT G A AAT GCC A ATCG A ACT CGG AGCT AGCT GGTT C 
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TCCCCG AAAT GT GTT GAGGCGCAGCGATT CACGAT CT AAAGTACGGTTTAGGGGT 

AAAGCACTGTTTCGGTGCGGGCTGTTAACGCGGTACCAAATCGTGGCAAACTAA 

GAATACTAAACTTGTATGCCGTGAATCAGTGAGACTAAGAGGGATAAGCTTCTTA 

GTCAAGAGGGAAACAGCCCAGATCACCAGCTAAGGCCCCAAAATGACAGCTAAG 

TGGCAAAGGAGGTGAGAGTGCAGAAACAACCAGGAGGTTTGCTTAGAAGCAGCC 

ATCCTTT AAAGAGTGCGTAATAGCTCACTG 

SEQ ID NO:24 

T GTTG A AG AAT GAGCCGGCG AC 

SEQ ID NO:25 

CAGTGAGCTATTACGCACTC 

SEQ ID NO:26 

UTEX 25 

TGTTGAAGAATGAGCCGGCGACTTAGAAAACGTGGCAAGGTTAAGGAAAC 

GTATCCGGAGCCGAAGCGAAAGCAAGTCTGAACAGGGCGATTAAGTCATT 

TTTTCTAGACCCGAACCCGGGTGATCTAACCATGACCAGGATGAAGCTTG 

GGTGACACCAAGTGAAGGTCCGAACCGACCGATGTTGAAAAATCGGCGGA 

T GAGTT GT GGTT AGCGGTGA AAT ACC AGTCG AACTCGGAGCT AGCT GGTT 

CTCCCCG A AAT GCGTT GAGGCGC AGCGGTT CAT A AGGCT GTCT AGGGGT A 

AAGCACTGTTTCGGTGCGGGCTGCGAAAGCGGTACCAAATCGTGGCAAAC 

TCTG A AT ACT AGAT AT GCT ATTT AT GGGCC AGT GAG ACGGT GGGGGAT A A 

GCTTCATCGTCGAGAGGGAAACAGCCCAGATCACTAGCTAAGGCCCCAAA 

ATGATCGTT AAGT GACAAAGGAGGT GAGA AT GC AG AAACA ACC AGG AGGT 

TTGCTT AGAAGCAGCC ACCCTTT AAAGAGTGCGT AATAGCTC ACT G 

SEQ ID NO:27 

UTEX 249, UTEX 250, UTEX 256, UTEX 264, UTEX 411, CCAP 211/17 and CCAP 
21 l/8d 
TGTTGAAGAATGAGCCGGCGACTTAGAAAAAGTGGCGTGGTTAAGGAAAA 

ATTCCGAAGCCTTAGCGAAAGCGAGTCTGAATAGGGCGATCAAATATTTT 

AAT ATTTACAATTTAGT CATTTTTTCT AG ACCCGA ACCCGGGTGAT CT AA 

CCATGACCAGGATGAAACTTGGGTGATACCAAGTGAAGGTCCGAACCGAC 

CGAT GTT GAAAA AT CGGCGGATGAGTT GTGGTTAGCGGT GA AATACCAGT 

CGAACCCGGAGCTAGCTGGTTCTCCCCGAAATGCGTTGAGGCGCAGCAGT 

ACATCTAGTCTATCTAGGGGTAAAGCACTGTTTCGGTGCGGGCTGTGAAA 

ACGGT ACC A A ATCGTGGC A A ACT CT G A AT ACT AG A A AT G ACGGT GT AGT A 
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GTGAGACTGTGGGGGATAAGCTCCATTGTCAAGAGGGAAACAGCCCAGAC 

C ACC AGCT A AGGCCCCA AA ATGGT AAT GT AGT GACAAAGGAGGT GAAAAT 

GCAAACACAACCAGGAGGTTGGCTTAGAAGCAGCCATCCTTTAAAGAGTG 

CGTAATAGCTCACTG 
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