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Figure 1
(A)
. normalized
. ~ fold change
miRNA screen Gene
) NGS hit RefSeq NGS hit Locus o gene
hit description .
expression
(l10g2])
) activating
hsa-miR-1287
XM_003508493.1 | NW_003614548 | Atféb transcription 2.16 (1.11)
SEQ ID NO:32
factor 6 beta
ceramide
XM_003498655.1 | NW_003613699 | Cers2 2.54 (1.34)
synthase 2
hsa-miR-1978
TBC1d i
SEQ ID NO:33 omain
XM_003511491.1 | NW_006879419 | Tbc1d20 | family, 2.28 (1.19)
member 20
(B)
Sequence 'SEQ ID NO
siAtiob#1 CCUCCUCAGGUUCAGUUCA SEQID NO: 9
siAtfEb#2 GCAGCGAAUGAUCAAGAAC SEQID NO: 10
SiAtiEb#3 AGACACCUUCUAUGUUGUC SEQ ID NO: 11
siTbc1D20#1 AGAACUAAUCGACAUUAUC SEQID NO: 7
siCerS2#1 AGAGUCGGCUCCUAUCUAA SEQ ID NO: 8

shAtfEb#1 UCCAUCUUCACACUGAGGACC |SEQ ID NO: 15
shTbc1D20#1 AAUCCUUGCUCAACUGUCGAA |SEQID NO: 12
shCerS2#1 UUAAGUUCACAGGCAGCCAUA |SEQID NO: 13
shCerS2#2 UGAUGUAGAGGUCUGAGGCUU | SEQ ID NO: 14
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Figure 5
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