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SEQUENCE LISTING 

<110> Apt, Kirk 
pfeifer ill, Joseph w. 
Hansen, 3on Milton 
Behrens, Paul Warren 
zirkle, Ross 
Stahl, Tracey Lynn 

<120> Thraustochytrids, Fatty Acid Compositions, and Methods of 
Making and uses Thereof 

<130> 2715.003PC00 

<140> To be assigned 
<141> Herewith 

<160> 5 

<170> Patentln version 3.3 

<210> 1 
<211> 1713 
<212> DNA 
<213> Schizochytrium sp. 

<400> 1 
acctggttga tcctgccagc tgtcatttgc tcgtctaaaa gattaagcca tgcatgtcta 60 

agtataaaca aattatacgg tgaaactgcg aacggctcat tatatcagtt atagtttctt 120 

tgatagtgta tttctatatc tatttggata actgtggcaa ttctagagct aacacatgct 180 

ttcgagtggg actttttggt accactgcat ttattagatt ttgaagccaa cgtaaaattg 240 

gtgattcatg ataactttgc gaatcgcagt agcgtcttgt acgcggcgat gaatcattca 300 

agtttctgcc ccatcagctg tcgatggtac ggtattggcc taccatggct ttcacgggtg 360 

acggagaatt agggtttgat tccggagagg acgcttgaga gacggcgacc acatccaagg 420 

aaggcagcag gcgcgtaaat tacccaatgg ggactccccg aggtagtgac aagaaataaa 480 

aatgaggagc gctttgcgtt tttcaatttg aatgagagaa tcgtacaatc ctcatcgagg 540 

atcaattgga gggcaagtct ggtgccagca gccgcggtaa ctccagctcc aatagcaaat 600 

attagagttg ttgcagttaa aaagctcgta gttgaatttc cgatagtctt tggccgtgtc 660 

cttggtctcg tatcatgggt ttattgtgcc aagatgatcg tcctctatgg ttagtgatag 720 

tcatagtcgt ttactgtaaa aaaactggag tgtttaaagc atttctttgg gaaaggtaca 780 

tattagtata ggataattag ataggacctg tgattcttat ttggttggtt tgtgagtcat 840 

ggtaatgatt aatagggaca atcgggggta ttcgaattta attgtcagag gtgaaattct 900 

tggatttaag aaagtcgaac tactgcgaag gcatttacca aggatgtttt cattaataaa 960 

gaacgaaagt taggggatcg aagatgatta gataccatcg tagtcttaac tgtaaactat 1020 

gccgacttgc gattgtccgt cgttgttttt tcaaaaaaga gacctgggca gcagcacatg 1080 

agaaatcaaa gtttttgggt tccgggggga gtatggtcgc aaggctgaaa cttaaaggaa 1140 

ttgacggaag ggcaccacca ggagtggagc ctgcggctta attcgactca acacgggaaa 1200 

acttaccagg tccagacata gtaaggattg acagattgag agctctttct tgattctatg 1260 
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ggtggtggtg catggccgtt cttagttggt ggagtgattt gtctggttaa ttccgttaac 1320 

gaacgagacc tcagcctact aaatagtggt gcatattgtg agatatgtga caaaaatcgc 1380 

ttcttagagg gacatttcgg gtttaccgga aggaagtttg aggcaataac aggtctgtga 1440 

tgcccctaga tgttctgggc cgcacgcgcg ctacaatgac agattcaaca agtccggtag 1500 

tggagctttt gcttctctat tattactttt ccgagaggaa tggttaatct tctaaatgtc 1560 

tgtcgtgatg gggctagatt tttgcaatta ttaatctcca acgaggaatt cctagtaaac 1620 

gcaagtcatc agcttgcatt gattacgtcc ctgccctttg tacacaccgc ccgtcgcacc 1680 

taccgattga acggtcctat gaaatcttcg gat 1713 

<210> 2 
<211> 924 
<212> DNA 
<213> Schizochytrium sp. 

<400> 2 
atcgaccaga aggatgccta cgtaggggac gaggcgcaga gcaagcgtgg tgtgctgacg 60 

ctcaagtacc cgatcgagca cggcatcgtg accaactggg acgacatgga gaagatctgg 120 

catcacacct tctacaacga gctgcgcgtg gcgcccgagg agcaccccgt gctgctcacc 180 

gaggcccccc tcaaccccaa ggcgaaccgc gagcgcatga cccagatcat gttcgagacc 240 

ttcaacgtgc cggccatgta cgtcaacatc caggccgtgc tgtccctgta cgcttcgggc 300 

cgcaccaccg gcgccgtgct cgattcggga gatggcgtca cgcacaccgt gcccatctac 360 

gagggctacg cgctcccgca cgcggtgctg cgcatcgacc tggctggccg cgacctgacc 420 

gactacatga tgaagatcct gacggagcgc gggtactcgt tcacgacgac cgccgagcgc 480 

gaaatcgtgc gcgacatcaa ggagaagctg tgctacgtgg cgctcgactt cgaccaggag 540 

atgaagacgg ccgccgagtc gtcgtcgctg gagaagagct acgagctgcc ggacggcaac 600 

gtgatcacga tcggcaacga gcgcttccgc tgccccgagg tgctcttcca gccgtcgttc 660 

atcggcaagg aggccgccgg cgtgcacgag accatgttcc agacgatcat gaagtgcgac 720 

gtcgatatcc gcaaggacct gtacgccaac atcgtcatgt ccggtggctc caccatgtac 780 

gagggcatcg ccgcgcgcct ggagaaggag atggtgtcac tggcgccctc caccatgaag 840 

atcaaggtgg tcgcgccccc cgagcgcaag tactcggtgt ggatcggcgg ctccatcctg 900 

gcctcgctct ccaccttcca gcaa 924 

<210> 3 
<211> 291 
<212> PRT 
<213> Schizochytrium sp. 

<400> 3 

val Leu Thr Leu Lys Tyr Pro lie Glu His Gly lie Val Thr Asn Trp 
15 10 15 
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Asp Asp Met Glu Lys lie Trp His His Thr Phe Tyr Asn Glu Leu Arg 

20 25 30 

val Ala Pro Glu Glu His Pro Val Leu Leu Thr Glu Ala Pro Leu Asn 
35 40 45 

Pro Lys Ala Asn Arg Glu Arg Met Thr Gin lie Met Phe Glu Thr Phe 
50 55 60 

Asn val Pro Ala Met Tyr Val Asn lie Gin Ala Val Leu Ser Leu Tyr 
65 70 75 80 

Ala Ser Gly Arg Thr Thr Gly Ala Val Leu Asp Ser Gly Asp Gly Val 
85 90 95 

Thr His Thr val Pro lie Tyr Glu Gly Tyr Ala Leu Pro His Ala Val 
100 105 110 

Leu Arg lie Asp Leu Ala Gly Arg Asp Leu Thr Asp Tyr Met Met Lys 
115 120 125 

lie Leu Thr Glu Arg Gly Tyr Ser Phe Thr Thr Thr Ala Glu Arg Glu 
130 135 140 

lie Val Arg Asp lie Lys Glu Lys Leu Cys Tyr val Ala Leu Asp Phe 
145 150 155 160 

Asp Gin Glu Met Lys Thr Ala Ala Glu Ser Ser Ser Leu Glu Lys Ser 
165 170 175 

Tyr Glu Leu Pro Asp Gly Asn val lie Thr lie Gly Asn Glu Arg Phe 
180 185 190 

Arg Cys Pro Glu val Leu Phe Gin Pro Ser Phe lie Gly Lys Glu Ala 
195 200 205 

Ala Gly Val His Glu Thr Met Phe Gin Thr lie Met Lys Cys Asp Val 
210 215 220 

Asp lie Arg Lys Asp Leu Tyr Ala Asn lie val Met Ser Gly Gly Ser 
225 230 235 240 

Thr Met Tyr Glu Gly lie Ala Ala Arg Leu Glu Lys Glu Met Val Ser 
245 250 255 

Leu Ala Pro Ser Thr Met Lys lie Lys Val Val Ala Pro Pro Glu Arg 
260 265 270 

Lys Tyr ser val Trp lie Gly Gly Ser lie Leu Ala Ser Leu Ser Thr 
275 280 285 
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Phe Gin Gin 
290 
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<210> 4 
<211> 918 
<212> DNA 
<213> Schizochytrium sp. 

<400> 4 
gatctgcagc tggagcgcat caacgtgtac ttcaacgagg ccacgggcgg ccgctacgtg 60 

ccgcgcgcca tcctcatgga cctggagccc ggtacgatgg actctgtccg cgccggcccc 120 

tttggccagc tcttccgccc agacaacttc gtcttcgggc agacgggcgc cggtaacaac 180 

tgggccaagg gccactacac tgagggcgcg gagcttatcg actcggtgct cgacgtggtg 240 

cgcaaggagg cagagtcgtg cgactgcctg cagggcttcc agatcaccca ctcgctcggc 300 

ggcggcacgg gctccggtat gggcacgctt ctcatcagca agatccgcga ggagtacccc 360 

gaccgcatca tgctgacctt ctccatcgtg ccctcgccca aggtgtcgga caccgtcgtg 420 

gagccctaca acgcgacgct ctcggtgcac cagctcgtgg agaacgccga cgaggtcatg 480 

gtcctcgaca acgaggcgct gtacgacatc tgcttccgca ccttgaagct caccacgccc 540 

acctacggcg acctcaacca cctcgtgtgc gccgccatga gcgggtgcac gtgctgcctg 600 

cgcttcccgg gccagctcaa ctcggacctg cgcaagctgg ccgtcaacct ggtgcccttt 660 

ccgcgcctcc acttcttcat gatcggcttc tcgcccctca cctcgcgtgg ctcgcagcag 720 

taccgcgccc tgaccgttcc ggagctcacg cagcaggcgt ttgacgctaa gaacatgatg 780 

tgcgccgccg acccgcgcca cggccgctac ctgacggcga cgacgctctt ccgcgggcgc 840 

atgtcgacca aggaggtgga cgagcagatg ctcaacatcc agaacaagaa ctcgtcgtac 900 

tttgtcgagt ggatcccc 918 

<210> 5 
<211> 307 
<212> PRT 
<213> Schizochytrium sp. 

<400> 5 

Asp Asp Leu Gin Leu Glu Arg lie Asn val Tyr Phe Asn Glu Ala Thr 
15 10 15 

Gly Gly Arg Tyr val Pro Arg Ala lie Leu Met Asp Leu Glu Pro Gly 
20 25 30 

Thr Met Asp Ser val Arg Ala Gly Pro Phe Gly Gin Leu Phe Arg Pro 
35 40 45 

Asp Asn Phe val Phe Gly Gin Thr Gly Ala Gly Asn Asn Trp Ala Lys 
50 55 60 

Gly His Tyr Thr Glu Gly Ala Glu Leu lie Asp Ser val Leu Asp val 
65 70 75 80 
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val Arg Lys Glu Ala Glu Ser cys Asp Cys Leu Gin Gly Phe Gin lie 
85 90 95 

Thr His Ser Leu Gly Gly Gly Thr Gly Ser Gly Met Gly Thr Leu Leu 
100 105 110 

lie Ser Lys lie Arg Glu Glu Tyr Pro Asp Arg lie Met Leu Thr Phe 
115 120 125 

Ser lie val Pro Ser Pro Lys val Ser Asp Thr Val Val Glu Pro Tyr 
130 135 140 

Asn Ala Thr Leu Ser val His Gin Leu Val Glu Asn Ala Asp Glu Val 
145 150 155 160 

Met val Leu Asp Asn Glu Ala Leu Tyr Asp lie Cys Phe Arg Thr Leu 
165 170 175 

Lys Leu Thr Thr Pro Thr Tyr Gly Asp Leu Asn His Leu val Cys Ala 
180 185 190 

Ala Met Ser Gly Cys Thr Cys Cys Leu Arg Phe Pro Gly Gin Leu Asn 
195 200 205 

Ser Asp Leu Arg Lys Leu Ala val Asn Leu Val Pro Phe Pro Arg Leu 
210 215 220 

His Phe Phe Met lie Gly Phe Ser Pro Leu Thr Ser Arg Gly Ser Gin 
225 230 235 240 

Gin Tyr Arg Ala Leu Thr val Pro Glu Leu Thr Gin Gin Ala Phe Asp 
245 250 255 

Ala Lys Asn Met Met Cys Ala Ala Asp Pro Arg His Gly Arg Tyr Leu 
260 265 270 

Thr Ala Thr Thr Leu Phe Arg Gly Arg Met Ser Thr Lys Glu val Asp 
275 280 285 

Glu Gin Met Leu Asn lie Gin Asn Lys Asn ser Ser Tyr Phe val Glu 
290 295 300 

Trp lie Pro 
305 
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