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-2 &9l A (proteogenomic) w41 & 433131 a1, o] ol whe} &} 7] H g At
Aobd W A4, 6709 A4 Aok ol P L 7 ol B o] Y EAAAE
et oin.

o} 1(Subl) o 377 #}: CLDNI18, EPSSL3, CAPNS, GMDS, BCAS1, IDH1,
DDAHI, SOD1, VIL1, GPX2, AOC1, LGALS4, MICU2, POF1B, MICU1, PLS1,
BDHI

o} 2(Sub2) th 3% 54 #}: UNC5B, PPP1R3G, IGFBP3, EDIL3, CLSTNI,
COL11A1, P4HA1, PDLIM4, ST5, FSTL1, PPPIR13L, PLTP, PDLIM7, CALU

o}&] 3(Sub3) o E 7 A MYH9, FLNA, P4HA?2, LOXL2, FN1, CD55, FLTI,
ECM1, CCDC80, TSKU, HTRA1, COL12A1, SPON2, ANGPTL2

o} 4(Sub4) th 3% 54 A} PLEC, LPGAT1, NRDC, PRPF40A, CSDE1, IPO7,
CDK1, HMGALI, DDX5, RASA1, ADSS, GMPS, CSEIL, PSME3, CAPRIN1, BZW1

o}3] 5(Sub5) t 3 f- 7 Ak HSPB6, HSPA12A, ANXAG6, VIM, UCHL1, PRPH,
MAPIB, CDS81, ANK2, AKAPI12, ITSN1, RTN1, COL28A1, KCTD12, SPONI,
SYNPO2, EPB41L3

o}3 6(Sub6) ™ - A} CTNND2, DTNA, REG1A, PRSS2, CPA1, CPB1,
ACATI1, CPA2, PNLIPRPI, PRDX4, SNTB1, PDCD4, CTRC, FKBP11, SEC11C

A A7 Aok Aold th F-H-A AHAIl Sub): KRT19, RAB27B, QSOX1, VILL,
GNPAT, ABCC3, GP2, ETHE1, BPNT1, AGR2, PIGR, SRC, CTSE, JUP, RPL7,
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TSPANS, SRM, VDACI, SCP2, RPS3, AK4, RPL9, RDX, RPL3, RPL13A, RPLS,
RPS9, HK2, RAB25, GNG2, RPL15, RPL37, RPS7, RPL8, RPL18A, RPL6,
PABPC4, INF2, SLC25A24, MYH14, GALNT7, GOLM1, MCU, GSDMB, CYP2S1,
HTATIP2, SDCBP2, SYTL2, PREB, MYO6, PKP3, SNTB2, S100A11

g ol A AA el uhE A Ak o d WA 8] (1) WA (4)
GAE =3k 4 ok

(1) AG A FAZSE e d A Aok ¥ 245 v sk |l

)47 B 2A o2 RE dd g 2Eeta Ls)ete] FAE EHE
ARE A= DA

(3) 7] FAE e = A R 25 E A At obd 1 A 69 thER-AA
HE s S dARA, Y] AEE Ak ok 1WA 69
A A AR S 2 A s T o RRE A E Y,

o} 1(Subl) o 377 #}: CLDNI18, EPSSL3, CAPNS, GMDS, BCAS1, IDH1,
DDAHI, SOD1, VIL1, GPX2, AOC1, LGALS4, MICU2, POF1B, MICU1, PLS1,
BDHI

o} 2(Sub2) t 3% 5 #}: UNC5B, PPP1R3G, IGFBP3, EDIL3, CLSTNI,
COL11A1, P4HA1, PDLIM4, ST5, FSTL1, PPPIR13L, PLTP, PDLIM7, CALU

o} 3(Sub3) o 7 A MYH9, FLNA, P4HA2, LOXL2, FN1, CD55, FLT1,
ECM1, CCDC80, TSKU, HTRA1, COL12A1, SPON2, ANGPTL2

o} 4(Sub4) th 3% 54 A} PLEC, LPGAT1, NRDC, PRPF40A, CSDE1, IPO7,
CDK1, HMGALI, DDX5, RASA1, ADSS, GMPS, CSEIL, PSME3, CAPRIN1, BZW1

o}3] 5(Sub5) o 3 A} HSPB6, HSPA12A, ANXAG6, VIM, UCHL1, PRPH,
MAPIB, CD81, ANK2, AKAPI2, ITSN1, RTN1, COL28A1, KCTD12, SPONI,
SYNPO2, EPB41L3

o}3] 6(Sub6) o - A} CTNND2, DTNA, REG1A, PRSS2, CPA1, CPB1,
ACATI1, CPA2, PNLIPRP1, PRDX4, SNTB1, PDCD4, CTRC, FKBP11, SEC11C

4 7471 AT At ok 1 A 69 thEFHAA A & vl s,

A A S Ao o} & sk WAL

¥l o A eol b2 E 3] ok Y 1 A 69 RERAA WA 2
A7 A9k A obe o) EH A AN Sub)e] WAL= 3} ] 51 4= gl oo
whe} ok el N A ¥ 5 ook Bk FAA 02 4] ohg 1 W 62
3171 A4 A Aok & Az TRz dlol) 7bg 7ol 7k 2 FaAe] wd
FEe 29 it

oF Aotld thF H-7 AHAll Sub):= KRT19, RAB27B, QSOX1,
VILL, GNPAT, ABCC3, GP2, ETHEI, BPNT1, AGR2, PIGR, SRC, CTSE, JUP,
RPL7, TSPANS, SRM, VDAC1, SCP2, RPS3, AK4, RPL9, RDX, RPL3, RPL13A,
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5132 A 24 v A 2 dEH e es 48T AGd AR

A& YERl = Aol

K
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EF 7] ol 4 A S R SA S 7 HEe TAIR S5 74
Aok
g el A Aol whE, 3] obd 2 X oF g 41 4] T3
Aol (EMD)-# & #4g 3} lahs] of gli= A 4 9l

2}7]1 PDAC ©}8-& 7} o} & o] T 3k mRNA/SH A Al 2y a] 2 A% 2 27}
sotE Wolyel, d-dFA W A E T2 A F3HET} PDAC $HAh=
1E T mRNA 2 oA A T1u K of] 71 REgE o} 3] 24 (B o 2 o} &)
=01y 1,5, 6 (REE o F ol 5= BFato] o o) upe) 7} A3 5=

e
TR T
o} 1(Subl) o 377 A}: CLDNI18, EPSSL3, CAPNS, GMDS, BCAS1, IDH1,
DDAHI, SOD1, VIL1, GPX2, AOC1, LGALS4, MICU2, POF1B, MICU1, PLS1,
BDHI1

o} 2(Sub2) th 3% 54 #}: UNC5B, PPP1R3G, IGFBP3, EDIL3, CLSTNI,
COL11A1, P4HA1, PDLIM4, ST5, FSTL1, PPP1IR13L, PLTP, PDLIM7, CALU

o}& 3(Sub3) o 7 A} MYH9, FLNA, P4HA2, LOXL2, FN1, CD55, FLT1,
ECM1, CCDC80, TSKU, HTRAI, COL12A1, SPON2, ANGPTL2

o} 4(Sub4) th 3% 54 A} PLEC, LPGAT1, NRDC, PRPF40A, CSDE1, IPO7,
CDK1, HMGALI, DDX5, RASA1, ADSS, GMPS, CSEIL, PSME3, CAPRIN1, BZW1

o}& 5(Sub5) o 377 A} HSPB6, HSPA12A, ANXA6, VIM, UCHL1, PRPH,
MAPIB, CDS81, ANK2, AKAPI12, ITSN1, RTN1, COL28A1, KCTD12, SPONI,
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SYNPO2, EPB41L3
o1& 6(Sub6) o 37 A}: CTNND2, DTNA, REG1A, PRSS2, CPA1, CPB1,
ACATI, CPA2, PNLIPRP1, PRDX4, SNTB1, PDCD4, CTRC, FKBP11, SEC11C

Fvjo] o QAP el Wz, g7 Ag e Ao oby wEslE
Aok T A AAHAl Sub) ol MAFFES S 45HE AR S Tt 3]
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QLS - =
WA 6] DNERAA 2R FES AGT AL NEAF A BAFED

7] #AT A Aold o % H- A &AL Sub)= KRT19, RAB27B, QSOX1,
VILL, GNPAT, ABCC3, GP2, ETHE1, BPNT1, AGR2, PIGR, SRC, CTSE, JUP,
RPL7, TSPANS, SRM, VDAC1, SCP2, RPS3, AK4, RPL9, RDX, RPL3, RPL13A,
RPLS5, RPS9, HK2, RAB25, GNG2, RPL15, RPL37, RPS7, RPL8, RPL18A, RPL6,
PABPC4, INF2, SLC25A24, MYH14, GALNT7, GOLM1, MCU, GSDMB, CYP2S1,
HTATIP2, SDCBP2, SYTL2, PREB, MYO6, PKP3, SNTB2, & S100A11&
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o} 1(Subl) o 377 A}: CLDNI18, EPSSL3, CAPNS5, GMDS, BCASI, IDH1,
DDAHI, SODI1, VIL1, GPX2, AOC1, LGALS4, MICU2, POF1B, MICU1, PLS1,
BDHI

o}& 2(Sub2) th 3% 54 #}: UNC5B, PPP1R3G, IGFBP3, EDIL3, CLSTNI,
COL11A1, P4HA1, PDLIM4, ST5, FSTL1, PPP1R13L, PLTP, PDLIM7, CALU

o}& 3(Sub3) o 77 A MYH9, FLNA, P4HA2, LOXL2, EN1, CD55, FLT1,
ECM1, CCDC80, TSKU, HTRAI, COL12A1, SPON2, ANGPTL2
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CDK1, HMGALI, DDX5, RASA1, ADSS, GMPS, CSE1L, PSME3, CAPRIN1, BZW1

o1& 5(Sub5) o 377 A}: HSPB6, HSPA12A, ANXA6, VIM, UCHL1, PRPH,
MAPIB, CD81, ANK2, AKAP12, ITSN1, RTN1, COL28A1, KCTD12, SPONI,
SYNPO2, EPB41L3

o1& 6(Sub6) o 377 A}: CTNND2, DTNA, REG1A, PRSS2, CPA1, CPB1,
ACATI1, CPA2, PNLIPRP1, PRDX4, SNTB1, PDCD4, CTRC, FKBP11, SEC11C

@ A7 AT A obd 1 WA 6] AR EH 58 v alsto],
g A Ao o} &l & sk B E

(5) 7371 o} 38 3ol whe} o FF o Sk AL

g o] A A efol] 2w 7] ofF 1 ] 69 HERFHA LA &
X o}l & o - AHAll Sub)o] WA FF3} vl E = Ut

371 #HAgE A Aotd ol %54 A= KRT19, RAB27B, QSOX1, VILL,

GNPAT, ABCC3, GP2, ETHEL, BPNT1, AGR2, PIGR, SRC, CTSE, JUP, RPL7,

TSPANS, SRM, VDAC1, SCP2, RPS3, AK4, RPL9, RDX, RPL3, RPL13A, RPLS5,

RPS9, HK2, RAB25, GNG2, RPL15, RPL37, RPS7, RPL8, RPL18A, RPLS,

PABPC4, INF2, SLC25A24, MYH14, GALNT7, GOLM1, MCU, GSDMB, CYP2S1,

HTATIP2, SDCBP2, SYTL2, PREB, MYO6, PKP3, SNTB2, & S100A11&
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NE P x=- T4 Y
k& A|ALe), & v F A %, PDAC 3.3 E = Al ¥ (acinar) A ¥ 952 ¥ 31614
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2018). CEACAMI, PVR 2 PVRL22] mRNA 3 =552 Sub5-6°]| 4] H.T}
Sub2-49l| A ] %A 7F, CD48, IGSF11, CD96, CD244 2 BTLAS] 4~
Sub5-6°l1 A ] 3%9kT}. I3 CEACAMI, HMGB1 % CD274%= B.& o} 3ol A A
Sub4el A 74 & mRNA L& 5-& YEFITEH mRNA d o] B 9} A A &te], T
=2 579 Wl CEACAMI % PVR ©| Sub5-6 H.t} Subl-4¢1 A

A=H N o, CD2749] 7Hd & @A =EE Subdoll A A H AT
CEACAMI1, PVR % CD274= T /lﬂi, /9= A9l AFS(NK) Al 32 2] 84 &

] Al & THQin et al., 2019). o] 213+ {3 o] W A= PDACE E 33 v}t
¢rol A 2 E tH(Dong et al., 2002; Feig et al., 2013; Nishiwada et al., 2015).
Sub5-6°0 A W3] 7 WS A F 3 1 E = vl A A (proteomic) -4 of] 2] 3]

AEE A =t} B3 T2 Pro-tumorigenic 5 7-¢1 PMN-MDSC+= Sub4
FTd =2 o R HFE T PMN-MDSC v 7] WS oA =

7 ¢oll A (Huang et al., 2013), Aol 4 (Jung et al., 2017a; Jung et al., 2017b),
-4 2bol] A (Alizadeh et al., 2014), T (head cancer) 2 74 % (neck

cancer)°l| 4 (Brandau et al., 2011), A1%-¢}of] 4| (Rodriguez et al., 2009) 2

) 2ol A (Wang et al.,2013)% o} 2} PDAC®] A (Porembka et al., 2012)

H ¥ ¢lth ¢17F & oW adas(Uhlen et al., 2019)0l] =¥, CEACAM1, PVR 2
CD274+= xﬂﬂiaﬂE 2 PMN-MDSC9| A 2 1340 & A <tst,
PMN-MDSCol| 4 52 =50 2 W g}, o] 2 3 vhull>d o] Subd £ Aol A
G-EF U AP o9 A#EH=A = FF A T ATl A AV

o]
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olal, A A | & Fsto] B} galetA A girt. 1L, o] & A A o= st
ool T A E A A o g HAetr] fE Aler E ol RV ol =
Aol o] &4 &= A& ol )
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T3l Sub2-41= T T Ao Fu] T3k ACIEMT) #d FdAE o] wdel
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671l 7t o} th & AASHPE = =52 flal WA D ofd el A 1)
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o}& 1(Subl) 312 A}: CLDN18, EPSSL3, CAPNS, GMDS, BCASI, IDHI,
DDAHI, SOD1, VIL1, GPX2, AOC1, LGALS4, MICU2, POF1B, MICU1, PLS1,
BDHI

o}& 2(Sub2) ] 3% 54 #}: UNC5B, PPP1R3G, IGFBP3, EDIL3, CLSTNI,
COL11A1, P4HA1, PDLIM4, ST5, FSTL1, PPP1R13L, PLTP, PDLIM7, CALU

o}& 3(Sub3) o 377 A} MYH9, FLNA, P4HA2, LOXL2, FN1, CD55, FLT1,
ECM1, CCDC80, TSKU, HTRA1, COL12A1, SPON2, ANGPTL2

o} 4(Sub4) th 3% 54 A} PLEC, LPGAT1, NRDC, PRPF40A, CSDE1, IPO7,
CDK1, HMGALI, DDX5, RASA1, ADSS, GMPS, CSE1L, PSME3, CAPRIN1, BZW1

o}& 5(Sub5) o 377 A}: HSPB6, HSPA12A, ANXA6, VIM, UCHL1, PRPH,
MAPIB, CD81, ANK2, AKAPI12, ITSN1, RTN1, COL28A1, KCTD12, SPONI,
SYNPO2, EPB41L3

o}3] 6(Sub6) o - A} CTNND2, DTNA, REG1A, PRSS2, CPA1, CPB1,
ACATI1, CPA2, PNLIPRP1, PRDX4, SNTB1, PDCD4, CTRC, FKBP11, SEC11C

#7g3 AQF Aol ol 377 AHAll Sub): KRT19, RAB27B, QSOX1, VILL,
GNPAT, ABCC3, GP2, ETHE1, BPNT1, AGR2, PIGR, SRC, CTSE, JUP, RPL7,
TSPANS, SRM, VDAC]I, SCP2, RPS3, AK4, RPL9, RDX, RPL3, RPL13A, RPLS5,
RPS9, HK2, RAB25, GNG2, RPL15, RPL37, RPS7, RPL8, RPL1SA, RPL6,
PABPC4, INF2, SLC25A24, MYH14, GALNT7, GOLM1, MCU, GSDMB, CYP2S1,
HTATIP2, SDCBP2, SYTL2, PREB, MYO6, PKP3, SNTB2, SI00A11
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SRR FAAN 2 A EEE
Subl CLDNI18 claudin 18
Subl EPS8L3 phosphatase and actin regulator 2
Subl CAPNS calpain 5
Subl GMDS GDP-mannose 4,6-dehydratase
Subl BCAS1 breast carcinoma amplified sequence 1
Subl IDH1 Isocitrate dehydrogenase [NADP]
Subl DDAH1 dimethylarginine dimethylaminohydrolase
1
Subl SOD1 superoxide dismutase 1
Subl VIL1 villin 1
Subl GPX2 glutathione peroxidase 2
Subl AOC1 amine oxidase, copper containing 1
Subl LGALS4 galectin 4
Subl MICU2 mitochondrial calcium uptake 2
Subl POF1B premature ovarian failure, 1B
Subl MICU1 mitochondrial calcium uptake 1
Subl PLS1 plastin 1
Subl BDHI1 3-hydroxybutyrate dehydrogenase 1
Sub2 UNCSB unc-5 netrin receptor B
Sub2 PPPIR3G protein phosphatase 1 regulatory subunit
3G

Sub2 IGFBP3 insulin like growth factor binding protein 3
Sub2 EDIL3 EGF like repeats and discoidin domains 3
Sub2 CLSTN1 Calsyntenin-1
Sub2 COL11A1 collagen type XI alpha 1 chain
Sub2 P4HA1 prolyl 4-hydroxylase subunit alpha 1
Sub2 PDLIM4 PDZ and LIM domain 4
Sub2 STS DENN domain-containing protein 2B
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Sub2 FSTL1 Follistatin-related protein 1
Sub2 PPPIR13L RelA-associated inhibitor
Sub2 PLTP phospholipid transfer protein
Sub2 PDLIM7 PDZ and LIM domain protein 7
Sub2 CALU Calumenin
Sub3 MYH9 myosin heavy chain 9
Sub3 FLNA Filamin-A
Sub3 PAHA?2 prolyl 4-hydroxylase subunit alpha 2
Sub3 LOXL2 lysyl oxidase like 2
Sub3 FN1 fibronectin 1
Sub3 CD55 CD55 molecule (Cromer blood group)
Sub3 FLTI1 fms related tyrosine kinase 1
Sub3 ECM1 extracellular matrix protein 1
Sub3 CCDC80 coiled-coil domain containing 80
Sub3 TSKU tsukushi, small leucine rich proteoglycan
Sub3 HTRAL1 HtrA serine peptidase 1
Sub3 COLI2A1 collagen type XII alpha 1 chain
Sub3 SPON2 spondin 2
Sub3 ANGPTL2 angiopoietin like 2
Sub4 PLEC Plectin
Sub4 LPGATI1 Acyl-CoA:lysophosphatidylglycerol

acyltransferase 1
Sub4 NRDC Nardilysin
Sub4 PRPF40A Pre-mRNA-processing factor 40 homolog
A
Sub4 CSDE1 Cold shock domain-containing protein E1
Sub4 1PO7 Importin-7
Sub4 CDK1 cyclin dependent kinase 1
Sub4 HMGA1 high mobility group AT-hook 1
Sub4 DDXS5 Probable ATP-dependent RNA helicase
DDXS5
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Sub4 RASAI1 Ras GTPase-activating protein 1
Sub4 ADSS Adenylosuccinate synthetase isozyme 2
Sub4 GMPS GMP synthase [glutamine-hydrolyzing]
Sub4 CSEIL Exportin-2
Sub4 PSME3 proteasome activator subunit 3
Sub4 CAPRIN1 Caprin-1
Sub4 BZW1 Basic leucine zipper and W2

domain-containing protein 1
Sub5 HSPB6 heat shock protein family B (small)
member 6
Sub5 HSPA12A heat shock protein family A (Hsp70)
member 12A
Sub5 ANXAG6 Annexin A6
Sub5 VIM Vimentin
Sub5 UCHLI1 ubiquitin C-terminal hydrolase L1
Sub5 PRPH peripherin
Sub5 MAPI1B Microtubule-associated protein 1B
Sub5 CDS81 CDS81 molecule
Sub5 ANK2 ankyrin 2
Sub5 AKAPI2 A-kinase anchoring protein 12
Sub5 ITSN1 Intersectin-1
Sub5 RTN1 Reticulon-1
Sub5 COL28A1 collagen type XXVIII alpha 1 chain
Sub5 KCTD12 BTB/POZ domain-containing protein
KCTD12
Sub5 SPONI1 spondin 1
Sub5 SYNPO2 synaptopodin 2
Sub5 EPB41L3 erythrocyte membrane protein band 4.1 like
3
Sub5 AKAPI2 A-kinase anchoring protein 12
Sub6 CTNND2 catenin delta 2
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Sub6 DTNA dystrobrevin alpha
Sub6 REGIA regenerating family member 1 alpha
Sub6 PRSS2 protease, serine 2
Sub6 CPA1l carboxypeptidase Al
Subb6 CPB1 carboxypeptidase B1
Sub6 ACATI1 acetyl-CoA acetyltransferase 1
Sub6 CPA2 carboxypeptidase A2
Sub6 PNLIPRP1 pancreatic lipase related protein 1
Sub6 PRDX4 peroxiredoxin 4
Sub6 SNTB1 syntrophin beta 1
Sub6 PDCD4 programmed cell death 4
Sub6 CTRC chymotrypsin C
Sub6 FKBP11 FK506 binding protein 11
Sub6 SEC11C SEC11 homolog C, signal peptidase
complex subunit
Sub6 CPA1 carboxypeptidase Al
All Sub KRT19 Keratin, type I cytoskeletal 19
All Sub RAB27B RAB27B, member RAS oncogene family
All Sub QSOX1 quiescin sulfhydryl oxidase 1
All Sub VILL villin like
All Sub GNPAT Dihydroxyacetone phosphate
acyltransferase
All Sub ABCC3 ATP binding cassette subfamily C member
3
All Sub GP2 glycoprotein 2
All Sub ETHE!1 Persulfide dioxygenase ETHEI,
mitochondrial
All Sub BPNT1 3'(2"),5'-bisphosphate nucleotidase 1
All Sub AGR2 anterior gradient 2, protein disulphide
isomerase family member
All Sub PIGR polymeric immunoglobulin receptor
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All Sub SRC SRC proto-oncogene, non-receptor tyrosine
kinase
All Sub CTSE cathepsin E
All Sub JUP Junction plakoglobin
All Sub RPL7 ribosomal protein L7
All Sub TSPANS tetraspanin 8
All Sub SRM spermidine synthase
All Sub VDACI1 Voltage-dependent anion-selective channel
protein 1
All Sub SCP2 sterol carrier protein 2
All Sub RPS3 ribosomal protein S3
All Sub AK4 adenylate kinase 4
All Sub RPL9 60S ribosomal protein L9
All Sub RDX Radixin
All Sub RPL3 ribosomal protein L3
All Sub RPLI3A ribosomal protein L13a
All Sub RPLS ribosomal protein LS
All Sub RPS9 ribosomal protein S9
All Sub HK2 hexokinase 2
All Sub RAB25 RAB25, member RAS oncogene family
All Sub GNG2 Guanine nucleotide-binding protein
G(I)/G(S)/G(O) subunit gamma-2
All Sub RPL15 ribosomal protein L15
All Sub RPL37 ribosomal protein L37
All Sub RPS7 40S ribosomal protein S7
All Sub RPLS ribosomal protein L8
All Sub RPLISA 60S ribosomal protein L18a
All Sub RPL6 ribosomal protein L6
All Sub PABPC4 poly(A) binding protein cytoplasmic 4
All Sub INF2 Inverted formin-2
All Sub SLC25A24 Calcium-binding mitochondrial carrier
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protein SCaMC-1
All Sub MYHI14 Myosin-14
All Sub GALNT7 polypeptide
N-acetylgalactosaminyltransferase 7
All Sub GOLM1 Golgi membrane protein 1
All Sub MCU Calcium uniporter protein, mitochondrial
All Sub GSDMB gasdermin B
All Sub CYP2S1 Cytochrome P450 251
All Sub HTATIP2 Oxidoreductase HTATIP2
All Sub SDCBP2 syndecan binding protein 2
All Sub SYTL2 synaptotagmin like 2
All Sub PREB Prolactin regulatory element-binding
protein
All Sub MYO6 Unconventional myosin-VI
All Sub PKP3 plakophilin 3
All Sub SNTB2 syntrophin beta 2
All Sub S100A11 S100 calcium binding protein A1l
Mutation KRAS GTPase KRas
Mutation KRAS GTPase KRas
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Z o
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BTFR1 371 () WA @ BAE £ A A9 o} F s
(1) ATk A9 SRR E Pold A4 A9 89 24 s sk

Al
(2) 7] W 2 o2 HE il A S 535151 A%)sle] A e =
ARE A= dA;
(3) 7] $AE Y = AR 2R AT Y obd 1WA
PEFAA B S SASE GAIRA, 7] A8 Aol g 1
WAl 6o tHERFAAE 872 T A Y= o2 A8y
o] %ol H;
o}& 1(Subl) o 3£ 7% A}: CLDNI1S, EPSSL3, CAPNS, GMDS, BCAS1,
IDH1, DDAHI, SODI1, VIL1, GPX2, AOC1, LGALS4, MICU2, POF1B,
MICU1, PLS1, 2 BDH1
o}& 2(Sub2) o 3£ 7% A}: UNCSB, PPPIR3G, IGFBP3, EDIL3, CLSTNI,
COLI11A1, P4HAI, PDLIM4, STS, FSTLI1, PPP1R13L, PLTP, PDLIM7, &
CALU
o}& 3(Sub3) A A MYH9, FLNA, P4HA2, LOXL2, EN1, CD55,
FLT1, ECM1, CCDC80, TSKU, HTRA1, COL12A1, SPON2, ¥ ANGPTL2
o} 4(Sub4d) th # -4 2} PLEC, LPGAT1, NRDC, PRPF40A, CSDEL,
IPO7, CDK1, HMGA1, DDXS5, RASA1, ADSS, GMPS, CSE1L, PSME3,
CAPRIN1, ¥ BZW1
o3 5(Sub5) 3% 7% #}: HSPB6, HSPA12A, ANXAG6, VIM, UCHLI,
PRPH, MAP1B, CD81, ANK2, AKAP12, ITSN1, RTN1, COL28A1,
KCTDI12, SPON1, SYNPO2, & EPB41L3
o}& 6(Sub6) th3E-A7 A} CTNND2, DTNA, REG1A, PRSS2, CPA1, CPBI,
ACATI, CPA2, PNLIPRP1, PRDX4, SNTB1, PDCD4, CTRC, FKBP11, 2
SEC11C
4 371 FAdE g ol 1 A 69 dERFAA EA S v alsto],
F o Ak 32po] o} &g wHshE v

[ 2] A 13l Lol A,
71 ob8 1 WA 69 dERAAY L o] vl ali= 4] oFd 1 WA
6 % 5t7] g Ak Hold & A= F-wsh= ol 7Hg 7
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