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[FIG. 18]
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[FIG. 19D]
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[FIG. 22A]
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[FIG. 24D]

Uepi

ol
u TMKO

= U
& D7 DFRosi
7 days after differentiation

[FIG. 24E]

g £ < i

osiglitazone - - -

36/9083



[FIG. 25A]

H0IOD

AN R D 160D
LI wgw@wmu

W
AP B S RO =
) #0060 B

;.
#

37/9683



[FIG. 25b]
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[FIG. 27]
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[FIG. 30]
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[FIG. 33]
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[FIG. 34]

ol
g

o mg@. ASWO M sy pastiam
Wy Ty, ey g s SR POOIG PO

offvndonmur [

PUMIIOD  mAGGR s
x#wmﬁ ﬁe&ﬁﬁ. ﬁﬁaﬁ S8 s Uty S UL AR SRERT . sman PO SInIS Y

- OMELASTILL 10 LM

S

adt

BEowy vy o wy ey s
LS 9
usissaudxe v salBlEY

=

ki

ol

GolenusiaED .Mm.wm. ghenni
oL _

S

LA

wyows W o W

o
=

UOESR IS YNNI BABBISY

5
-

DNL

ooy e ag W W oo
e Tl ]

it
o

e

Lo S e S = R

1i0jss1dXs YN BARRIEY

46/9083



[FIG. 35]
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[FIG. 38B]
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[FIG. 38C]
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[FIG. 39C]
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[FIG. 40A]

34 GliSpuLw /BT g THYNIS W
BLMA tim Zim (25 4800
4 a4 a4 L]
~Glivliw  Jegng SAYRLW BUng | -ERPNIW Jepng  CBLdPLW Jegng
S0
szgqum&
SiM ¥iM £iM Zim ERR S 800
a4 o 94 o4 4
-GidVLWE Bang | -GldPNLW sgng  -BldWRIW BENE -GLAPIIW BUng  [-SldbLW Jegng

gdoy

: 2 8
uo;saw:im YNHUE BAlRiSy

.
g
L d

3

:

56/9083



[FIG. 40B]
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[FIG. 41]
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[FIG. 46B]
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: Humaﬁ 105 £ R mﬁﬁi} §$ N@*?E
Target Sequence : SEQID NO: 12

CREGIDING B

Nucleotides encoding Human TMASFI S we-Fe  SEQID NOTI4

AAAGATGGTCCTTTTTGCATGTTTGATGTTTCATCCTTCAATCAGACACAAGE TTGGARATATGG
TTACCCATTCAAAGACCTGCATAGTAGGAATTATCTGTATGACCGTTCGCTCTGGAACTCCGTCT

5

81/9683



[FIG. 58C]

Human TMASF1 B, e FO I SEQID NOL 16

arget Sequence - SEQID NG 15

Nucleotides encoding Humar Human TMASF1 i weFe - SEQID NOL 17"

..Wﬁ?ﬁﬁ&%ﬁ?ﬁﬁﬁ&&ﬂmmﬁmmﬂmﬁwcm?ﬁﬁm‘?ﬁﬂﬁrﬂfﬁﬁmﬁﬁﬁﬁﬁ

82/9683



[FIG. 58D]
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