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Tab. 1

List of 15 candidate reprogramming factors screened

Factors Functions

Esrrb Transcription factor, self-renewal reguiator

Kif2 Transcription factor, exhibit redundant function with Klf4
YY1 Transcription factor

E2F2 Transcription factor

Tpti Transcription factor, activator of Oct4

ZfX Transcription factor, self-renewal regulator

Jmjd1a Epigenetic regulator, histone demethylase

Jmjd2c Epigenetic regulator, histone demethylase

Jmjd3 Epigenetic regulator, histone demethylase

Utx Epigenetic regulator, histone demethylase

Gadd45a Epigenetic regulator, regulator of DNA methylation
Gadd45b Epigenetic regulator, regulator of DNA methylation
Gadd45g Epigenetic regulator, regulator of DNA methylation
Eed Epigenetic regulator, polycomb repressive complex 2

Baf53a A component of chromatin remodelling complexes
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