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<210> 1

<211> 289

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 1
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Ile Val Met Thr Gln Ser Pro Ala Thr Leu Ser
20 25 30

Val Thr Pro Gly Asp Arg Val Ser Leu Ser Cys Arg Ala Ser Gln Ser
35 40 45

Ile Ser Asp Tyr Leu His Trp Tyr Gln Gln Lys Ser His Glu Ser Pro
50 55 60

Arg Leu Leu Ile Lys Tyr Ala Ser Gln Ser Ile Ser Gly Ile Pro Ser
65 70 75 80

Arg Phe Ser Gly Ser Gly Ser Gly Ser Asp Phe Thr Leu Ser Ile Asn
85 90 95

Ser Val Glu Pro Glu Asp Val Gly Val Tyr Tyr Cys Gln Asn Gly His
100 105 110



Ser Phe Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser GIn
130 135 140

Val GIn Leu GIn Gln Pro Gly Thr Glu Leu Val Arg Pro Gly Ser Ser
145 150 155 160

Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr Trp
165 170 175

Val Asn Trp Val Lys Gln Arg Pro Asp Gln Gly Leu Glu Trp Ile Gly
180 185 190

Arg Ile Asp Pro Tyr Asp Ser Glu Thr His Tyr Asn Gln Lys Phe Thr
195 200 205

Asp Lys Ala Ile Ser Thr Ile Asp Thr Ser Ser Asn Thr Ala Tyr Met
210 215 220

Gln Leu Ser Thr Leu Thr Ser Asp Ala Ser Ala Val Tyr Tyr Cys Ser
225 230 235 240

Arg Ser Pro Arg Asp Ser Ser Thr Asn Leu Ala Asp Trp Gly Gln Gly
245 250 255

Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
260 265 270

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Glu Lys Asp Glu
275 280 285

Leu

<210> 2

<211> 348

<212> PRT

<213> Aurtificial Sequence



<220>
<223> synthetic polypeptide

<400> 2
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Ile Val Met Thr Gln Ser Pro Ala Thr Leu Ser
20 25 30

Val Thr Pro Gly Asp Arg Val Ser Leu Ser Cys Arg Ala Ser Gln Ser
35 40 45

Ile Ser Asp Tyr Leu His Trp Tyr Gln Gln Lys Ser His Glu Ser Pro
50 55 60

Arg Leu Leu Ile Lys Tyr Ala Ser Gln Ser Ile Ser Gly Ile Pro Ser
65 70 75 80

Arg Phe Ser Gly Ser Gly Ser Gly Ser Asp Phe Thr Leu Ser Ile Asn
85 90 95

Ser Val Glu Pro Glu Asp Val Gly Val Tyr Tyr Cys Gln Asn Gly His
100 105 110

Ser Phe Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

Val Gln Leu GIn Gln Pro Gly Thr Glu Leu Val Arg Pro Gly Ser Ser
145 150 155 160

Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr Trp
165 170 175

Val Asn Trp Val Lys Gln Arg Pro Asp Gln Gly Leu Glu Trp Ile Gly
180 185 190

Arg Ile Asp Pro Tyr Asp Ser Glu Thr His Tyr Asn Gln Lys Phe Thr
195 200 205



Asp Lys Ala Ile Ser Thr Ile Asp Thr Ser Ser Asn Thr Ala Tyr Met
210 215 220

Gln Leu Ser Thr Leu Thr Ser Asp Ala Ser Ala Val Tyr Tyr Cys Ser
225 230 235 240

Arg Ser Pro Arg Asp Ser Ser Thr Asn Leu Ala Asp Trp Gly Gln Gly
245 250 255

Thr Leu Val Thr Val Ser Ser Lys Pro Thr Thr Thr Pro Ala Pro Arg
260 265 270

Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg
275 280 285

Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly
290 295 300

Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr
305 310 315 320

Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr Leu Tyr Lys Tyr Lys
325 330 335

Ser Arg Arg Ser Phe Ile Glu Glu Lys Lys Met Pro
340 345

<210> 3

<211> 291

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 3
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Asn Ile Met Met Thr Gln Ser Pro Ser Ser Leu
20 25 30



Ala Val Ser Ala Gly Glu Lys Val Thr Met Thr Cys Lys Ser Ser Gln
35 40 45

Ser Val Leu Tyr Ser Ser Asn Gln Lys Asn Tyr Leu Ala Trp Tyr Gln
50 55 60

Gln Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr
65 70 75 80

Arg Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr
85 90 95

Asp Phe Thr Leu Thr Ile Ser Ser Val Gln Pro Glu Asp Leu Ala Val
100 105 110

Tyr Tyr Cys His Gln Tyr Leu Ser Ser His Thr Phe Gly Gly Gly Thr
115 120 125

Lys Leu Glu Ile Lys Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Gly Gly Gly Gly Ser GIn Leu GIn GIn Pro Gly Ala Glu Leu Val Arg
145 150 155 160

Pro Gly Ser Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe
165 170 175

Thr Arg Tyr Trp Ile His Trp Val Lys Gln Arg Pro Ile Gln Gly Leu
180 185 190

Glu Trp Ile Gly Asn Ile Asp Pro Ser Asp Ser Glu Thr His Tyr Asn
195 200 205

Gln Lys Phe Lys Asp Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Gly
210 215 220

Thr Ala Tyr Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val
225 230 235 240

Tyr Tyr Cys Ala Thr Glu Asp Leu Tyr Tyr Ala Met Glu Tyr Trp Gly
245 250 255



Gln Gly Thr Ser Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
260 265 270

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Glu Lys
275 280 285

Asp Glu Leu
290

<210> 4

<211> 350

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 4
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Asn Ile Met Met Thr Gln Ser Pro Ser Ser Leu
20 25 30

Ala Val Ser Ala Gly Glu Lys Val Thr Met Thr Cys Lys Ser Ser Gln
35 40 45

Ser Val Leu Tyr Ser Ser Asn GIn Lys Asn Tyr Leu Ala Trp Tyr Gln
50 55 60

Gln Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr
65 70 75 80

Arg Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr
85 90 95

Asp Phe Thr Leu Thr Ile Ser Ser Val Gln Pro Glu Asp Leu Ala Val
100 105 110

Tyr Tyr Cys His Gln Tyr Leu Ser Ser His Thr Phe Gly Gly Gly Thr
115 120 125



Lys Leu Glu Ile Lys Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Gly Gly Gly Gly Ser GIn Leu GIn GIn Pro Gly Ala Glu Leu Val Arg
145 150 155 160

Pro Gly Ser Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe
165 170 175

Thr Arg Tyr Trp Ile His Trp Val Lys Gln Arg Pro Ile Gln Gly Leu
180 185 190

Glu Trp Ile Gly Asn Ile Asp Pro Ser Asp Ser Glu Thr His Tyr Asn
195 200 205

Gln Lys Phe Lys Asp Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Gly
210 215 220

Thr Ala Tyr Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val
225 230 235 240

Tyr Tyr Cys Ala Thr Glu Asp Leu Tyr Tyr Ala Met Glu Tyr Trp Gly
245 250 255

Gln Gly Thr Ser Val Thr Val Ser Ser Lys Pro Thr Thr Thr Pro Ala
260 265 270

Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln Pro Leu Ser
275 280 285

Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr
290 295 300

Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala Pro Leu Ala
305 310 315 320

Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr Leu Tyr Lys
325 330 335

Tyr Lys Ser Arg Arg Ser Phe Ile Glu Glu Lys Lys Met Pro
340 345 350



<210> 5

<211> 488

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 5
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Asn Ile Met Met Thr Gln Ser Pro Ser Ser Leu
20 25 30

Ala Val Ser Ala Gly Glu Lys Val Thr Met Thr Cys Lys Ser Ser Gln
35 40 45

Ser Val Leu Tyr Ser Ser Asn GIn Lys Asn Tyr Leu Ala Trp Tyr Gln
50 55 60

Gln Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr
65 70 75 80

Arg Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr
85 90 95

Asp Phe Thr Leu Thr Ile Ser Ser Val Gln Pro Glu Asp Leu Ala Val
100 105 110

Tyr Tyr Cys His Gln Tyr Leu Ser Ser His Thr Phe Gly Gly Gly Thr
115 120 125

Lys Leu Glu Ile Lys Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Gly Gly Gly Gly Ser GIn Leu Gln GIn Pro Gly Ala Glu Leu Val Arg
145 150 155 160

Pro Gly Ser Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe
165 170 175



Thr Arg Tyr Trp Ile His Trp Val Lys Gln Arg Pro Ile Gln Gly Leu
180 185 190

Glu Trp Ile Gly Asn Ile Asp Pro Ser Asp Ser Glu Thr His Tyr Asn
195 200 205

Gln Lys Phe Lys Asp Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Gly
210 215 220

Thr Ala Tyr Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val
225 230 235 240

Tyr Tyr Cys Ala Thr Glu Asp Leu Tyr Tyr Ala Met Glu Tyr Trp Gly
245 250 255

Gln Gly Thr Ser Val Thr Val Ser Ser Thr Thr Thr Pro Ala Pro Arg
260 265 270

Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg
275 280 285

Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly
290 295 300

Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr
305 310 315 320

Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr Leu Tyr Cys Lys Arg
325 330 335

Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln Pro Phe Met Arg Pro
340 345 350

Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu
355 360 365

Glu Glu Glu Gly Gly Cys Glu Leu Arg Val Lys Phe Ser Arg Ser Ala
370 375 380

Asp Ala Pro Ala Tyr Gln Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu
385 390 395 400



Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly
405 410 415

Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu
420 425 430

Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser
435 440 445

Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly
450 455 460

Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu
465 470 475 480

His Met Gln Ala Leu Pro Pro Arg
485

<210> 6

<211> 892

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 6
gaattcgget tccaccatgg ctetgeeegt gaccgecectg ctgetgectc tggetetget 60

gctgeacgct geecgeccaa tegtgatgac ccagagecca gecacectgt cegtgacace 120
tggcgacegg gtgtetctga getgeagage ctcecagtet atcagegatt acctgecactg 180
gtatcagcag aagtcccacg agtctceecg getgetgate aagtacgceta gecagtetat 240
cagcggcatc cctageeggt tetccggate tggaagegga tecgacttta cectgageat 300
caactccgtg gagccagagg atgtgggegt gtactattge cagaatggee actecttcee 360
cctgaccttt ggcgecggea caaagetgga getgeggaga ggeggegecg getetggagg 420
aggaggaagc ggaggaggag gctcccaggt geagetgeag cagecaggaa cagagetggt 480
geggeecgge agetcegtga agetgtectg taaggectct ggetacacct tcacaageta 540

ttgggtgaac tgggtgaage agaggcectga ccagggectg gagtggatcg gaaggatcga 600



cccatacgat tctgagacac actataacca gaagtttaca gacaaggeca tcagcaccat 660
cgatacatct agcaataccg cctatatgca getgtccacc ctgacatctg atgccagege 720
cgtgtactat tgttctagga geectcgega ctectctaca aatctggeag attggggaca 780
gggeaccctg gtgacagtga geteeggtgg tggeggcagt ggtggeggtg getcaggegg 840

tggtggctce ggtggeggtg getctgecaga aaaagatgag ttgtaactcg ag 892

<210> 7

<211> 1069

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 7
gaattcggct tccaccatgg ctctgeecgt gaccgecctg ctgetgecte tggetetget 60

getgeacgcet geccgeccaa tegtgatgac ccagagecca gecacceetgt cegtgacace 120
tggcgaccgg gtgtctetga getgecagage ctcccagtet atcagegatt acctgeactg 180
gtatcagcag aagtcccacg agtctccceg getgetgate aagtacgcta gecagtctat 240
cagcggcatc cctagecggt tctceggate tggaagegga tccgacttta cectgagecat 300
caactccgtg gagccagagg atgtgggcgt gtactattge cagaatggec actccttcecc 360
cctgaccttt ggegecggea caaagetgga getgeggaga ggeggeggceg getctggagg 420
aggaggaagc ggaggaggag getcccaggt gecagetgeag cagecaggaa cagagetggt 480
gcggeecgge ageteegtga agetgtectg taaggectct ggetacacct tcacaageta 540
ttgggtgaac tgggtgaage agaggectga ccagggectg gagtggatcg gaaggatcga 600
cccatacgat tctgagacac actataacca gaagtttaca gacaaggeca tcagcaccat 660
cgatacatct agcaataccg cctatatgca getgtccacc ctgacatctg atgeccagege 720
cgtgtactat tgttctagga gecctcgega ctectctaca aatctggeag attggggaca 780
gggeaccctg gtgacagtga getccaagee aaccacaacc cctgeaccaa ggecacctac 840
accagcacct accatcgcaa gecagecact gtccctgagg ccagaggeat gtaggectge 900
agcaggaggc gecgtgeaca cacgeggect ggactttgec tgegatatct acatctggge 960
accactggca ggaacctgtg gegtgetget getgagectg gtgattacee tgtataagta 1020

caagtccaga cgctcattca ttgaggaaaa gaaaatgcct taactcgag 1069



<210> 8

<211> 898

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 8
gaattcgget tccaccatgg ctetgeeegt gaccgecctg ctgetgectc tggetetget 60

gctgeacgct gececgeccaa acatcatgat gacccagtee cecagetece tggeegtgte 120
tgccggagag aaggtgacca tgacatgcaa gtctagecag tecgtgetgt actectctaa 180
ccagaagaat tacctggcect ggtatcagea gaageecggce cagageccta agetgetgat 240
ctattgggca agcacccggg agtccggagt gccagacaga ttcaccggaa geggatcegg 300
aacagacttc accctgacaa tcagctccgt gcagectgag gacctggecg tgtactattg 360
ccaccagtac ctgtctagec acaccttcgg cggeggeaca aagetggaga tcaagagggg 420
aggaggagga tccggaggag gaggctctgg cggeggegge agecagetge ageagecagg 480
agcagagctg gtgaggeccg getectetgt gaagetgtet tgtaaggeca geggetacac 540
cttcacaagg tattggatcc actgggtgaa gcagegeect atccagggec tggagtggat 600
cggcaacatc gacccatctg atagcgagac acactacaat cagaagttta aggacaagge 660
caccctgaca gtggataaga gctccggeac cgectatatg cagcetgteta gectgacate 720

cgaggactct gccgtgtact attgtgecac agaggatctg tactatgeca tggagtactg 780

gggccagggce accteegtga cagtgtecte tggtggtgge ggeagtggtg geggtggete 840

aggeggtggt ggctccggtg geggtggcte tgcagaaaaa gatgagttgt aactcgag 898

<210> 9

<211> 1075

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 9
gaattcgget tccaccatgg ctetgeeegt gaccgecctg ctgetgectc tggetetget 60

gctgeacget geceegeccaa acatcatgat gacccagtee cccagetece tggeegtgte 120



tgccggagag aaggtgacca tgacatgcaa gtctagecag tecgtgetgt actcctctaa 180
ccagaagaat tacctggcct ggtatcagca gaagcccgge cagageccta agetgetgat 240
ctattgggca agcacccggg agtccggagt gccagacaga ttcaccggaa geggatccgg 300
aacagacttc accctgacaa tcagctccgt gcagectgag gacctggecg tgtactattg 360
ccaccagtac ctgtctagec acaccttcgg cggeggeaca aagetggaga tcaagagggg 420
aggaggagga tccggaggag gaggetctgg cggeggegge agecagetge agcagecagg 480
agcagagctg gtgaggcecg getectctgt gaagetgtct tgtaaggeca geggetacac 540
cttcacaagg tattggatcc actgggtgaa gcagegecct atccagggee tggagtggat 600
cggcaacatc gacccatctg atagcgagac acactacaat cagaagttta aggacaagge 660
caccctgaca gtggataaga gctccggeac cgectatatg cagetgtcta gectgacatc 720
cgaggactct gcegtgtact attgtgecac agaggatctg tactatgeca tggagtactg 780
gggecagggce acctccgtga cagtgtecte taagecaacce acaaccectg caccaaggee 840
acctacacca gcacctacca tcgcaagceca gecactgtece ctgaggecag aggeatgtag 900
gcctgeagea ggaggegeceg tgecacacacg cggectggac tttgectgeg atatctacat 960
ctgggcacca ctggcaggaa cctgtggcgt getgetgetg agectggtga ttacectgta 1020
taagtacaag tccagacgct cattcattga ggaaaagaaa atgccttaac tcgag 1075
<210> 10

<211> 1549

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 10
gaattcggct tccaccatgg ctctgeeegt gaccgecectg ctgetgecte tggetetget 60

getgeacgcet geccgeccaa acatcatgat gacccagtee cccagetecc tggeegtgte 120
tgccggagag aaggtgacca tgacatgcaa gtctagecag tecgtgetgt actectctaa 180
ccagaagaat tacctggcct ggtatcagca gaagcccgge cagageccta agetgetgat 240
ctattgggca agcacccggg agtccggagt gccagacaga ttcaccggaa geggatccgg 300
aacagacttc accctgacaa tcagctccgt gcagectgag gacctggecg tgtactattg 360

ccaccagtac ctgtctagec acaccttcgg cggeggeaca aagetggaga tcaagagggg 420



aggaggagga tccggaggag gaggetetgg cggeggegge agecagetge ageagecagg 480
agcagagctg gtgaggececg getectetgt gaagetgtct tgtaaggeca geggetacac 540
cttcacaagg tattggatcc actgggtgaa geagegecct atccagggee tggagtggat 600
cggcaacatc gacccatctg atagcgagac acactacaat cagaagttta aggacaagge 660
caccctgaca gtggataaga gctccggeac cgectatatg cagetgtcta gectgacate 720
cgaggactct gcegtgtact attgtgecac agaggatctg tactatgeca tggagtactg 780
gggccagggce acctcegtga cagtgtecte taccactaca cctgeaccaa ggectcccac 840
acccgcteec actategett cccagecact gtecetgagg cccgaggect gecaggecage 900
agctggegga geegtgeata ctagggggct ggactteget tgegacatct acatctggge 960
cccactggea gggacatgeg gagtcctget getgteectg gtcatcacac tgtactgcaa 1020
gcggggacgc aaaaaactge tgtatatctt taageagect ttcatgagac cagtgecagac 1080
aacccaggag gaagatgggt getcatgeeg gtttcccgag gaggaggaag geggetgega 1140
gctgagggtg aagttttcce getcageaga tgetectgec taccageagg geccagaacca 1200
gctgtataat gagctgaacc tgggcagacg cgaagagtat gatgtgetgg acaaaaggeg 1260
gggaagagac cccgaaatgg gagggaagec aaggeggaaa aacceccagg agggectgta 1320
caatgagctg cagaaggaca aaatggcaga ggcttacagt gagattggga tgaagggaga 1380
gagacggagg ggaaaaggge acgatggect gtaccagggg ctgagcacag caaccaaaga 1440
tacttatgac gcactgcaca tgcaggeact gccacccaga tgacagecag gggatttcac 1500
cactcaaagg ccagacctge agacgcccag attatgagac acactcgag 1549
<210> 11

<211> 21

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 11
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro



20

<210> 12

<211> 15

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 12

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15

<210> 13

<211> 26

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 13
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
1 5 10 15

Gly Gly Gly Ser Ala Glu Lys Asp Glu Leu
20 25

<210> 14

<211> 17

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 14
Leu Tyr Lys Tyr Lys Ser Arg Arg Ser Phe Ile Glu Glu Lys Lys Met
1 5 10 15

Pro

<210> 15
<211> 67



<212> PRT
<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 15

Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala
1 5 10 15

Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly
20 25 30

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile
35 40 45

Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Ile
50 55 60

Thr Leu Tyr
65

<210> 16

<211> 42

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 16

Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln Pro Phe Met
1 5 10 15

Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser Cys Arg Phe
20 25 30

Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
35 40

<210> 17

<211> 112

<212> PRT

<213> Aurtificial Sequence



<220>
<223> synthetic polypeptide

<400> 17

Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Gln Gln Gly
1 5 10 15

Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
20 25 30

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
35 40 45

Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys
50 55 60

Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg
65 70 75 80

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala
85 90 95

Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
100 105 110

<210> 18

<211> 120

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 18
Gln Val Gln Leu Gln GIn Pro Gly Thr Glu Leu Val Arg Pro Gly Ser
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Val Asn Trp Val Lys Gln Arg Pro Asp Gln Gly Leu Glu Trp Ile
35 40 45



Gly Arg Ile Asp Pro Tyr Asp Ser Glu Thr His Tyr Asn Gln Lys Phe
50 55 60

Thr Asp Lys Ala Ile Ser Thr Ile Asp Thr Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met Gln Leu Ser Thr Leu Thr Ser Asp Ala Ser Ala Val Tyr Tyr Cys
85 90 95

Ser Arg Ser Pro Arg Asp Ser Ser Thr Asn Leu Ala Asp Trp Gly GIn
100 105 110

Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 19

<211> 107

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 19
Ile Val Met Thr Gln Ser Pro Ala Thr Leu Ser Val Thr Pro Gly Asp
1 5 10 15

Arg Val Ser Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Asp Tyr Leu
20 25 30

His Trp Tyr Gln Gln Lys Ser His Glu Ser Pro Arg Leu Leu Ile Lys
35 40 45

Tyr Ala Ser Gln Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly Ser
50 55 60

Gly Ser Gly Ser Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Pro Glu
65 70 75 80

Asp Val Gly Val Tyr Tyr Cys GIn Asn Gly His Ser Phe Pro Leu Thr
85 90 95

Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg



100 105

<210> 20

<211> 116

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 20

Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Arg Pro Gly Ser Ser Val
1 5 10 15

Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Arg Tyr Trp Ile
20 25 30

His Trp Val Lys Gln Arg Pro Ile Gln Gly Leu Glu Trp Ile Gly Asn
35 40 45

Ile Asp Pro Ser Asp Ser Glu Thr His Tyr Asn Gln Lys Phe Lys Asp
50 55 60

Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Gly Thr Ala Tyr Met GIn
65 70 75 80

Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys Ala Thr
85 90 95

Glu Asp Leu Tyr Tyr Ala Met Glu Tyr Trp Gly Gln Gly Thr Ser Val
100 105 110

Thr Val Ser Ser
115

<210> 21

<211> 113

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 21



Asn Ile Met Met Thr Gln Ser Pro Ser Ser Leu Ala Val Ser Ala Gly
1 5 10 15

Glu Lys Val Thr Met Thr Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser
20 25 30

Ser Asn Gln Lys Asn Tyr Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn
35 40 45

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Val Gln Pro Glu Asp Leu Ala Val Tyr Tyr Cys His Gln
85 90 95

Tyr Leu Ser Ser His Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105 110

Arg

<210> 22

<211> 242

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 22
Ile Val Met Thr Gln Ser Pro Ala Thr Leu Ser Val Thr Pro Gly Asp
1 5 10 15

Arg Val Ser Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Asp Tyr Leu
20 25 30

His Trp Tyr Gln Gln Lys Ser His Glu Ser Pro Arg Leu Leu Ile Lys
35 40 45

Tyr Ala Ser Gln Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly Ser



50 55 60

Gly Ser Gly Ser Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Pro Glu
65 70 75 80

Asp Val Gly Val Tyr Tyr Cys Gln Asn Gly His Ser Phe Pro Leu Thr
85 90 95

Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg Gly Gly Gly Gly Ser
100 105 110

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Val Gln Leu Gln GIn
115 120 125

Pro Gly Thr Glu Leu Val Arg Pro Gly Ser Ser Val Lys Leu Ser Cys
130 135 140

Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr Trp Val Asn Trp Val Lys
145 150 155 160

Gln Arg Pro Asp Gln Gly Leu Glu Trp Ile Gly Arg Ile Asp Pro Tyr
165 170 175

Asp Ser Glu Thr His Tyr Asn Gln Lys Phe Thr Asp Lys Ala Ile Ser
180 185 190

Thr Ile Asp Thr Ser Ser Asn Thr Ala Tyr Met Gln Leu Ser Thr Leu
195 200 205

Thr Ser Asp Ala Ser Ala Val Tyr Tyr Cys Ser Arg Ser Pro Arg Asp
210 215 220

Ser Ser Thr Asn Leu Ala Asp Trp Gly Gln Gly Thr Leu Val Thr Val
225 230 235 240

Ser Ser

<210> 23

<211> 244

<212> PRT

<213> Aurtificial Sequence



<220>
<223> synthetic polypeptide

<400> 23
Asn Ile Met Met Thr Gln Ser Pro Ser Ser Leu Ala Val Ser Ala Gly
1 5 10 15

Glu Lys Val Thr Met Thr Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser
20 25 30

Ser Asn Gln Lys Asn Tyr Leu Ala Trp Tyr GIn GIn Lys Pro Gly Gln
35 40 45

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Val Gln Pro Glu Asp Leu Ala Val Tyr Tyr Cys His Gln
85 90 95

Tyr Leu Ser Ser His Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105 110

Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
115 120 125

Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Arg Pro Gly Ser Ser Val
130 135 140

Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Arg Tyr Trp Ile
145 150 155 160

His Trp Val Lys Gln Arg Pro Ile Gln Gly Leu Glu Trp Ile Gly Asn
165 170 175

Ile Asp Pro Ser Asp Ser Glu Thr His Tyr Asn Gln Lys Phe Lys Asp
180 185 190

Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Gly Thr Ala Tyr Met Gln



195 200 205

Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys Ala Thr
210 215 220

Glu Asp Leu Tyr Tyr Ala Met Glu Tyr Trp Gly Gln Gly Thr Ser Val
225 230 235 240

Thr Val Ser Ser

<210> 24

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 24

Lys Asp Glu Leu
1

<210> 25

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 25

Lys Lys Asp Glu
1

<210> 26

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<220>
<221> misc_feature
<222> (3)..(4)



<223> Xaa can be any naturally occurring amino acid
<400> 26

Lys Lys Xaa Xaa
1

<210> 27

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 27

Lys Lys Met Pro
1

<210> 28

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 28

Tyr Gln Arg Leu
1

<210> 29

<211> 6

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 29

Ala Glu Lys Asp Glu Leu
1 5

<210> 30

<211> 26

<212> PRT

<213> Aurtificial Sequence



<220>
<223> synthetic polypeptide

<400> 30

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
1 5 10 15

Gly Gly Gly Ser Ala Glu Lys Asp Glu Leu
20 25

<210> 31

<211> 17

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 31

Leu Tyr Lys Tyr Lys Ser Arg Arg Ser Phe Ile Glu Glu Lys Lys Met
1 5 10 15

Pro

<210> 32

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<220>

<221> MOD_RES
<222> (1)..(4)

<223> whereinnis 1-10

<400> 32

Gly Gly Gly Ser
1

<210> 33

<211> 4

<212> PRT

<213> Aurtificial Sequence



<220>
<223> synthetic polypeptide

<220>

<221> MOD_RES
<222> (1)..(4)

<223> whereinn is 1-10

<400> 33

Gly Gly Ser Gly
1

<210> 34

<211> 5

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<220>

<221> MOD_RES
<222> (1)..(5)

<223> wherein n is 1-10

<400> 34

Gly Gly Ser Gly Gly
1 5

<210> 35

<211> 5

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<220>

<221> MOD_RES
<222> (1)..(5)

<223> whereinn is 1-10

<400> 35

Gly Gly Gly Gly Ser
1 5



<210> 36

<211> 5

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 36

Gly Gly Gly Gly Ser
1 5

<210> 37

<211> 5

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 37

Gly Gly Gly Gly Ser
1 5

<210> 38

<211> 10

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 38

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10

<210> 39

<211> 20

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 39

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
1 5 10 15



Gly Gly Gly Ser
20

<210> 40

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 40

Tyr Gly Arg Leu
1

<210> 41

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 41

Tyr Gln Arg Leu
1

<210> 42

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide

<400> 42

Tyr Lys Gly Leu
1

<210> 43

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide



<220>

<221> misc_feature

<222> (2)..(3)

<223> Xaa can be any naturally occurring amino acid

<400> 43

Tyr Xaa Xaa Leu
1

<210> 44

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 44
caaagagatt acgaatgcct 20

<210> 45

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 45
cttgtagata tcctgatcat 20

<210> 46

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 46
cacgcacctg gacagctgac 20

<210> 47

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>



<223> synthetic polynucleotide

<400> 47
ggttgtgttg atacaagtce

<210> 48

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 48
agcttggaac agactcacgg

<210> 49

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 49
aatgggcgga ggagagtagt

<210> 50

<211> 21

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 50
cctttecggg actttegcett t

<210> 51

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 51
gcagaatcca ggtggcaaca

<210> 52

20

20

20

21

20



<211> 20
<212> DNA
<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 52
agggaactgt gggatgactg 20

<210> 53

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide

<400> 53
gaacacctga gectttgagc 20



